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1 SPECIES

1 Species
1.1 Placental Classification

Table S1: Classification of Placenta shapes

Species Shape Interdigitation Intimacy
Ateles fusciceps Discoidal Trabecular Hemochorial
Bos taurus Cotyledonary Villous Epitheliochorial

Canis familiaris Zonary Lamellar Endotheliochorial
Dasypus novemcinctus Discoidal Villous Hemochorial

Equus caballus Diffuse Villous Epitheliochorial
Homo sapiens Discoidal Villous Hemochorial

Loxodonta africana Zonary Villous Endotheliochorial
Monodelphis domestica Discoidal Folded Epitheliochorial

Mus musculus Discoidal Labyrinthine Hemochorial
Ovis aries Cotyledonary Villous Epitheliochorial

Pan paniscus Discoidal Villous Hemochorial
Spalax carmeli Discoidal Labyrinthine Hemochorial
Spalax galili Discoidal Labyrinthine Hemochorial
Sus scrofa Diffuse Villous Epitheliochorial
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1.1 Placental Classification 1 SPECIES

Table S2: Gestational periods in days and average liter sizes for studied species.

Species Common
Name

Gestation
(days)

Litter
Size

Source

Ateles
fusciceps

Spider
monkey

224 1 Ernest [7]

Bos taurus Cow 278 1 Kiltie [10]
Canis
familiaris

Dog 61 4 Kiltie [10]

Dasypus
novemcinc-
tus

Nine-
banded
Armadillo

150 4 Smith &
Doughty
[12]

Equus
caballus

Horse 336 1 Kiltie [10]

Loxodonta
africana

African
savanna
elephant

644 1 Ernest [7]

Homo
sapiens

Human 270 1.1 Kiltie [10]

Monodelphis
domestica

Gray
short-tailed
opossum

15 7.1 Harder
et al. [8]

Mus
musculus

Mouse 20 6.1 Kiltie [10]

Spalax
galili

Blind mole
rat from
Upper
Galilee

28-42 4 Nevo [11]

Ovis aries Domestic
sheep

151 1.35 Kiltie [10]

Pan
paniscus

Bonobo 223 1 Ernest [7]

Spalax
carmeli

Blind mole
rat from
northern
Israel

28-42 4 Nevo [11]

Sus scrofa Domestic
pig (Duroc)

114 5.8 Kiltie [10]
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1.2 Sequence Source 1 SPECIES

1.2 Sequence Source
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1.2 Sequence Source 1 SPECIES

Table S3: Species, experiment and species numbers used in the analyses presented in this paper.
The Library column indicates the type of RNA selection performed: Total indicates rRNA depletion;
mRNA indicates poly-A selection.

Species Collector Experiment Sample(s) Library
Ateles fusciceps Kurt Benirschke GSE79121 SRX1629201 Total
Bos taurus Bob Kreft GSE79121 SRX1629203 Total

Canis familiaris Dalen Agnew GSE79121 SRX1629204 Total
Dasypus novemcinctus Richard Truman,

Vincent J. Lynch
GSE79121 SRX1629200 Total

Equus caballus Coleman et al. [4] GSM1139275 SRR850299, SRR850300 mRNA
Loxodonta africana Kurt Benirschke GSE79121 SRX1629205 Total
Homo sapiens Hughes et al. [9] GSE66622 SRR1850945, SRR1850946,

SRR1850951, SRR1850952,
SRR1850953, SRR1850954,
SRR1850957, SRR1850958,
SRR1850965, SRR1850966,
SRR1850975, SRR1850976,
SRR1850983, SRR1850984,
SRR1850987, SRR1850988,
SRR1850991, SRR1850992,
SRR1850993, SRR1850994,
SRR1850995, SRR1850996,
SRR1851003, SRR1851004,
SRR1851011, SRR1851012

mRNA

Monodelphis domestica Karen Smith,
Gunter Wagner

GSE79121 SRX1629207 Total

Mus musculus Wang et al. [14] GSE29690 SRR243594, SRR243595,
SRR243596, SRR243597,
SRR243598, SRR243599,
SRR243600, SRR243601,
SRR243602, SRR243586,
SRR243587, SRR243588,
SRR243589, SRR243590,
SRR243591, SRR243592,
SRR243593

mRNA

Ovis aries Archibald et al. [2] ERP005642 ERR489144, ERR489145 Total
Pan paniscus William Mintz

Fields
GSE79121 SRX1629202 Total

Spalax carmeli Anne Dupressoir,
Eviator Nevo

GSE68763 SRR2016467 Total

Spalax galili Eviator Nevo GSE68763 SRR2016466 Total
Sus scrofa Ahanda et al. [1] SRP014902 SRR543893 mRNA
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1.3 Species Alignment 1 SPECIES

1.3 Species Alignment

Table S4: Species names, common names, reference genomes and read lengths for aligned species.
An italic species as a reference indicates that assembled reads were annotated using the corresponding
reference genome as explained in the text.

Species Common Name Reference Read Length
Ateles fusciceps Spider monkey Homo sapiens 100
Bos taurus Cow UMD3.1 75

Canis familiaris Dog CanFam3.1 150
Dasypus novemcinctus Nine-Banded Armadillo DASNOV3 100

Equus caballus Horse EquCab2 100
Loxodonta africana African savanna elephant loxAfr3 75
Homo sapiens Human GRCh38 75, 150

Monodelphis domestica Gray short-tailed opossum BROAD05 75
Mus musculus Mouse GRCm38 35,44,150
Ovis aries Sheep Oar_v3.1 151

Pan paniscus Bonobo CHIMP2.1.4 150
Spalax carmeli Blind mole rat from Upper Galilee Mus musculus 100
Spalax galili Blind mole rat from Northern Israel Mus musculus 100
Sus scrofa Domestic pig (Duroc) Sscrofa10.2 51
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2 TRANSCRIPTOME STATISTICS

2 Transcriptome statistics
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Figure S1: RNAseq read and alignment statistics for all species. A) Boxplot of percentages of
unmapped reads in each species; 0% of reads in all species were unmapped because of mismatches.
B) Boxplot of number of RNAseq reads in each species.
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2 TRANSCRIPTOME STATISTICS
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3 SPECIES EXPRESSION

3 Species Expression
3.1 Orthology types in each Species

Table S5: Percentage of orthology in the top 100 and top 1% of placenta transcripts as identified
by Ensembl. If a gene has the same orthology in comparison to all sequenced species, it is reported
as that orthology; if it had an orthology of many2many in any species, it is reported as many2many;
if it had an orthology of one2many in any species, but no many2many, it is reported as one2many.
Novel/unknown genes had no reported orthologies to any sequenced species.
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Top 1% one2one 20 31 29 25 32 34 28 21 26 27 30 22 29 37
Top 1% one2many 65 41 42 48 44 39 53 49 25 47 42 50 52 44
Top 1% many2many 8 21 22 21 10 5 11 15 8 25 20 28 19 7
Top 1% novel/unknown 7 6 6 6 14 22 8 15 42 2 8 1 12
Top 100 one2one 20 25 31 15 33 25 20 15 17 24 30 20 25 34
Top 100 one2many 64 46 43 51 34 35 57 44 21 50 46 51 55 40
Top 100 many2many 9 23 22 28 7 16 14 14 8 23 15 29 20 11
Top 100 novel/unknown 7 6 4 6 26 24 9 27 54 3 9 15
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3.2 Ateles fusciceps Placental Gene Expression 3 SPECIES EXPRESSION

3.2 Ateles fusciceps Placental Gene Expression

Table S6: Ateles fusciceps Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Name FPKM

1 23458.20
2 MT-ND4 mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 4 10025.12
3 HBB hemoglobin subunit beta 5876.80
4 PAGE4 PAGE family member 4 5161.05
5 EEF1A1 eukaryotic translation elongation factor 1 alpha 1 4202.79
6 UBB ubiquitin B 3335.40
7 B2M 3103.39
8 RPS27L ribosomal protein S27 like 2852.60
9 UBA52 ubiquitin A-52 residue ribosomal protein fusion product 1 2734.57
10 AL365202.1 2645.33
11 RPLP1 ribosomal protein, large, P1 2457.08
12 TMSB10 2395.08
13 REV3L REV3 like, DNA directed polymerase zeta catalytic subunit 2183.38
14 RPS29 ribosomal protein S29 2056.35
15 RPS27A ribosomal protein S27a 1889.75
16 GAPDH glyceraldehyde-3-phosphate dehydrogenase 1815.97
17 HMGA2 high mobility group AT-hook 2 1739.43
18 TMEM14B transmembrane protein 14B 1704.01
19 RPS20 ribosomal protein S20 1702.41
20 DNAH2 dynein, axonemal, heavy chain 2 1701.60
21 HLA-F major histocompatibility complex, class I, F 1623.11
22 GH1 growth hormone 1 1605.18
23 ACTB actin, beta 1578.18
24 TAC3 tachykinin 3 1523.75
25 RPLP0 ribosomal protein, large, P0 1520.82
26 RPL37A ribosomal protein L37a 1491.19
27 RPS28 ribosomal protein S28 1455.04
28 TPT1 tumor protein, translationally-controlled 1 1435.87
29 ABCB1 ATP binding cassette subfamily B member 1 1431.70
30 RPS24 ribosomal protein S24 1412.00
31 RPS12 ribosomal protein S12 1407.06
32 RPL31 ribosomal protein L31 1366.23
33 RPS18 1342.92
34 KRT8 keratin 8, type II 1336.94
35 TCEANC2 transcription elongation factor A (SII) N-terminal and central domain contain-

ing 2
1329.27

36 TMSB4X 1304.17
37 RPL23 ribosomal protein L23 1300.04
38 PPIA peptidylprolyl isomerase A (cyclophilin A) 1278.30
39 RPL9 1273.47
40 PPP5D1 PPP5 tetratricopeptide repeat domain containing 1 1253.32
41 RPS7 ribosomal protein S7 1222.14
42 RPL10 ribosomal protein L10 1220.77
43 DKFZp313A047 1208.08
44 HBG2 hemoglobin subunit gamma 2 1184.72
45 RPL38 ribosomal protein L38 1183.66
46 RPL36A ribosomal protein L36a 1174.13
47 RPS8 ribosomal protein S8 1149.83
48 RPS26 ribosomal protein S26 1145.58
49 RPL24 ribosomal protein L24 1102.56
50 RPS4X ribosomal protein S4, X-linked 1092.09
51 HKR1 HKR1, GLI-Kruppel zinc finger family member 1085.44
52 AC104389.1 1058.70
53 RPL37 ribosomal protein L37 1049.63
54 RPS17 1028.52
55 ACTG1 1002.15
56 RPL6 ribosomal protein L6 994.82
57 RPL34 ribosomal protein L34 984.50
58 S100P S100 calcium binding protein P 970.70
59 RPL28 ribosomal protein L28 964.48
60 RPSA ribosomal protein SA 958.76
61 RPS3 ribosomal protein S3 958.65
62 RPS5 ribosomal protein S5 953.09
63 RPS14 ribosomal protein S14 952.45
64 RPS11 ribosomal protein S11 907.12
65 TCAF2 TRPM8 channel-associated factor 2 894.57
66 RPL35 ribosomal protein L35 893.30
67 RPL14 ribosomal protein L14 888.60
68 SLC30A6 solute carrier family 30 (zinc transporter), member 6 886.83
69 HLA-A 886.75
70 ANXA2 annexin A2 877.21
71 RPL7A 873.16
72 CPVL carboxypeptidase, vitellogenic-like 861.29
73 HSD17B2 hydroxysteroid (17-beta) dehydrogenase 2 858.13
74 RPS13 ribosomal protein S13 856.89
75 SPARC secreted protein, acidic, cysteine-rich (osteonectin) 854.93
76 HBA2 852.47
77 RPL30 ribosomal protein L30 847.32
78 PLA2G2A phospholipase A2 group IIA 834.00
79 RPL21 ribosomal protein L21 814.10
80 TINAGL1 tubulointerstitial nephritis antigen-like 1 810.37
81 TUBB 797.24
82 RPS16 ribosomal protein S16 793.05

12

http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MT-ND4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MT-ND4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HBB
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HBB
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PAGE4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PAGE4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EEF1A1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EEF1A1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=UBB
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=UBB
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=B2M
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS27L
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS27L
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=UBA52
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=UBA52
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=AL365202.1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPLP1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPLP1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TMSB10
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=REV3L
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=REV3L
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS27A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS27A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GAPDH
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GAPDH
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HMGA2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HMGA2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TMEM14B
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TMEM14B
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS20
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS20
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=DNAH2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=DNAH2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HLA-F
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HLA-F
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GH1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GH1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ACTB
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ACTB
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TAC3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TAC3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPLP0
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPLP0
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL37A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL37A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS28
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS28
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TPT1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TPT1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ABCB1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ABCB1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS24
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS24
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS12
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS12
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL31
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL31
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS18
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=KRT8
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=KRT8
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TCEANC2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TCEANC2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TCEANC2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TMSB4X
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL23
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL23
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PPIA
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PPIA
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL9
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PPP5D1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PPP5D1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS7
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS7
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL10
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL10
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=DKFZp313A047
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HBG2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HBG2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL38
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL38
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL36A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL36A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS8
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS8
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS26
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS26
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL24
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL24
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS4X
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS4X
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HKR1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HKR1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=AC104389.1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL37
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL37
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS17
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ACTG1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL6
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL6
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL34
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL34
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=S100P
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=S100P
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL28
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL28
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPSA
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPSA
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS5
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS5
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS14
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS14
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS11
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS11
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TCAF2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TCAF2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL35
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL35
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL14
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL14
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SLC30A6
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SLC30A6
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HLA-A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ANXA2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ANXA2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL7A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CPVL
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CPVL
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HSD17B2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HSD17B2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS13
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS13
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SPARC
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SPARC
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HBA2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL30
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL30
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PLA2G2A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PLA2G2A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL21
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL21
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TINAGL1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TINAGL1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TUBB
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS16
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS16


3.2 Ateles fusciceps Placental Gene Expression 3 SPECIES EXPRESSION

Table S6: Ateles fusciceps Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Name FPKM

83 RPL4 ribosomal protein L4 778.58
84 RPL13A ribosomal protein L13a 778.18
85 RPS23 ribosomal protein S23 772.84
86 AC090154.1 765.07
87 CALM1 calmodulin 1 (phosphorylase kinase, delta) 762.44
88 RPL8 ribosomal protein L8 754.49
89 RPS19 740.75
90 RPL23A ribosomal protein L23a 738.04
91 TRAPPC4 734.15
92 RPL19 ribosomal protein L19 730.75
93 ZNF66 zinc finger protein 66 730.52
94 PSG8 pregnancy specific beta-1-glycoprotein 8 727.47
95 TUBA1B tubulin, alpha 1b 718.05
96 GOLM1 golgi membrane protein 1 709.16
97 RPL18A ribosomal protein L18a 687.04
98 RPS10 ribosomal protein S10 682.58
99 RPS2 ribosomal protein S2 680.09
100 RPLP2 ribosomal protein, large, P2 677.86
101 SMAGP small cell adhesion glycoprotein 677.36
102 RPL3 ribosomal protein L3 676.25
103 HSP90AB1 heat shock protein 90kDa alpha family class B member 1 666.74
104 RPL11 ribosomal protein L11 646.69
105 CDKN1C 642.89
106 IFITM3 interferon induced transmembrane protein 3 642.47
107 GNB2L1 guanine nucleotide binding protein (G protein), beta polypeptide 2-like 1 638.90
108 KRT18 keratin 18, type I 631.78
109 TIGD1 tigger transposable element derived 1 620.44
110 FTL ferritin, light polypeptide 619.60
111 TXN thioredoxin 619.45
112 RPL5 ribosomal protein L5 608.63
113 MYL6 myosin light chain 6 605.54
114 KRT7 keratin 7, type II 598.76
115 RPL32 ribosomal protein L32 597.15
116 RPL26 ribosomal protein L26 592.13
117 COX6C cytochrome c oxidase subunit VIc 584.85
118 HLA-C major histocompatibility complex, class I, C 579.98
119 RPS6 ribosomal protein S6 578.30
120 XAGE3 X antigen family member 3 570.23
121 RPL27 ribosomal protein L27 563.58
122 COL1A2 collagen, type I, alpha 2 554.94
123 RPS3A ribosomal protein S3A 552.74
124 S100A11 S100 calcium binding protein A11 551.45
125 EEF2 eukaryotic translation elongation factor 2 547.32
126 RPS15A ribosomal protein S15a 544.59
127 ZRSR2 zinc finger (CCCH type), RNA binding motif and serine/arginine rich 2 542.66
128 NPM1 nucleophosmin (nucleolar phosphoprotein B23, numatrin) 539.97
129 ZNF385A zinc finger protein 385A 536.66
130 RPL10A ribosomal protein L10a 535.80
131 ANXA1 annexin A1 533.27
132 PRDX6 peroxiredoxin 6 532.80
133 NACA nascent polypeptide-associated complex alpha subunit 532.05
134 FCGR2B Fc fragment of IgG, low affinity IIb, receptor (CD32) 531.24
135 EEF1G eukaryotic translation elongation factor 1 gamma 517.60
136 MYL12B myosin light chain 12B 514.80
137 TUBB4B tubulin, beta 4B class IVb 514.32
138 CD63 CD63 molecule 514.24
139 MORF4L1 mortality factor 4 like 1 513.36
140 RPS15 ribosomal protein S15 513.09
141 RPL29 ribosomal protein L29 497.74
142 KRT19 keratin 19, type I 497.62
143 RPS9 495.95
144 SEC61G Sec61 translocon gamma subunit 485.35
145 ANXA5 annexin A5 484.46
146 SPHK2 sphingosine kinase 2 473.42
147 HSPB1 heat shock protein family B (small) member 1 468.68
148 PTMA prothymosin, alpha 461.25
149 H3F3B H3 histone, family 3B (H3.3B) 460.80
150 RPL7 ribosomal protein L7 460.68
151 SEPSECS Sep (O-phosphoserine) tRNA:Sec (selenocysteine) tRNA synthase 459.36
152 HSPA8 heat shock protein family A (Hsp70) member 8 449.05
153 GH2 growth hormone 2 447.36
154 EIF4A1 eukaryotic translation initiation factor 4A1 446.31
155 NGFRAP1 nerve growth factor receptor (TNFRSF16) associated protein 1 446.07
156 COL3A1 collagen, type III, alpha 1 433.21
157 S100A10 S100 calcium binding protein A10 428.83
158 CST3 cystatin C 428.73
159 BTF3 basic transcription factor 3 426.63
160 PSAP prosaposin 425.89
161 ELP4 elongator acetyltransferase complex subunit 4 423.09
162 DOCK4 dedicator of cytokinesis 4 417.59
163 GNB1 guanine nucleotide binding protein (G protein), beta polypeptide 1 414.77
164 CFL1 cofilin 1 (non-muscle) 409.48
165 DLK1 delta-like 1 homolog (Drosophila) 405.99
166 TAGLN2 transgelin 2 404.37
167 MYL2 myosin light chain 2 403.91
168 HNRNPA1 heterogeneous nuclear ribonucleoprotein A1 403.62
169 S100A6 S100 calcium binding protein A6 398.87
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Table S6: Ateles fusciceps Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Name FPKM

170 NDUFA1 NADH:ubiquinone oxidoreductase subunit A1 398.07
171 COX7A2 cytochrome c oxidase subunit VIIa polypeptide 2 (liver) 393.89
172 CAPNS1 calpain, small subunit 1 390.93
173 COX4I1 cytochrome c oxidase subunit IV isoform 1 388.56
174 TRIM35 tripartite motif containing 35 385.01
175 YBX1 Y-box binding protein 1 381.51
176 APOD apolipoprotein D 378.36
177 ATP5G2 ATP synthase, H+ transporting, mitochondrial Fo complex subunit C2 (sub-

unit 9)
378.33

178 GSTP1 glutathione S-transferase pi 1 377.68
179 PPIB peptidylprolyl isomerase B (cyclophilin B) 377.55
180 RPL27A ribosomal protein L27a 373.04
181 PFN1 profilin 1 371.23
182 ITM2B integral membrane protein 2B 369.78
183 LY6E 368.13
184 ACTG2 actin, gamma 2, smooth muscle, enteric 368.11
185 HTRA1 HtrA serine peptidase 1 364.18
186 IGFBP3 insulin like growth factor binding protein 3 361.55
187 NDUFS5 NADH:ubiquinone oxidoreductase subunit S5 361.12
188 EIF1 eukaryotic translation initiation factor 1 360.98
189 H2AFY H2A histone family member Y 360.91
190 NUPL2 nucleoporin like 2 360.74
191 ATP5L 360.05
192 ATP5E ATP synthase, H+ transporting, mitochondrial F1 complex, epsilon subunit 358.55
193 UQCRH ubiquinol-cytochrome c reductase hinge protein 357.17
194 EEF1B2 eukaryotic translation elongation factor 1 beta 2 356.51
195 RPL35A ribosomal protein L35a 355.69
196 PCBP2 poly(rC) binding protein 2 354.30
197 NDUFA4 NDUFA4, mitochondrial complex associated 352.49
198 RAMP2 receptor (G protein-coupled) activity modifying protein 2 351.01
199 OAZ1 ornithine decarboxylase antizyme 1 350.58
200 TPM4 tropomyosin 4 350.40
201 COL4A2 collagen, type IV, alpha 2 348.42
202 IFI6 interferon, alpha-inducible protein 6 344.82
203 SERPINB6 serpin peptidase inhibitor, clade B (ovalbumin), member 6 342.66
204 COL4A3 collagen, type IV, alpha 3 (Goodpasture antigen) 339.54
205 FTH1 ferritin, heavy polypeptide 1 334.92
206 AC008686.1 330.92
207 RPL12 ribosomal protein L12 326.90
208 ATP5J ATP synthase, H+ transporting, mitochondrial Fo complex subunit F6 324.79
209 TMBIM6 transmembrane BAX inhibitor motif containing 6 322.46
210 UQCR10 ubiquinol-cytochrome c reductase, complex III subunit X 320.09
211 CALR calreticulin 319.14
212 WFDC2 WAP four-disulfide core domain 2 317.15
213 PKP2 plakophilin 2 316.72
214 MYL9 myosin light chain 9 316.71
215 MT2A metallothionein 2A 312.78
216 BSG basigin (Ok blood group) 312.49
217 NAP1L5 nucleosome assembly protein 1-like 5 311.40
218 FKBP1A FK506 binding protein 1A 311.22
219 ISM2 isthmin 2 310.76
220 HSPE1 heat shock protein family E (Hsp10) member 1 309.89
221 ALDOA aldolase, fructose-bisphosphate A 308.13
222 MORF4L2 mortality factor 4 like 2 307.97
223 LDHA lactate dehydrogenase A 306.87
224 NDUFA13 NADH:ubiquinone oxidoreductase subunit A13 304.24
225 ACTA2 actin, alpha 2, smooth muscle, aorta 299.34
226 VIM vimentin 297.95
227 FAM78A family with sequence similarity 78 member A 296.67
228 SLC2A1 solute carrier family 2 (facilitated glucose transporter), member 1 296.66
229 PHLDA2 295.40
230 HSP90B1 heat shock protein 90kDa beta family member 1 294.10
231 COX6A1 cytochrome c oxidase subunit VIa polypeptide 1 293.62
232 CYP3A43 cytochrome P450 family 3 subfamily A member 43 291.80
233 ATP5A1 ATP synthase, H+ transporting, mitochondrial F1 complex, alpha subunit 1,

cardiac muscle
291.42

234 TIMP3 TIMP metallopeptidase inhibitor 3 289.64
235 TUBB4A tubulin, beta 4A class IVa 286.23
236 NDUFB2 NADH:ubiquinone oxidoreductase subunit B2 285.49
237 UTY ubiquitously transcribed tetratricopeptide repeat containing, Y-linked 283.76
238 ATP5O ATP synthase, H+ transporting, mitochondrial F1 complex, O subunit 283.50
239 RPL13 ribosomal protein L13 283.07
240 ATP5B ATP synthase, H+ transporting, mitochondrial F1 complex, beta polypeptide 282.52
241 DAD1 defender against cell death 1 280.91
242 L1TD1 LINE-1 type transposase domain containing 1 280.89
243 PEG10 paternally expressed 10 280.55
244 GLUL glutamate-ammonia ligase 277.61
245 VAMP8 vesicle associated membrane protein 8 277.38
246 CRLF2 cytokine receptor-like factor 2 276.44
247 COX5B cytochrome c oxidase subunit Vb 274.51
248 PFDN5 prefoldin subunit 5 272.42
249 AL645728.1 272.39
250 LGALS3 lectin, galactoside-binding, soluble, 3 271.88
251 FABP4 fatty acid binding protein 4, adipocyte 270.01
252 RHOA ras homolog family member A 267.41
253 SNRPD2 small nuclear ribonucleoprotein D2 polypeptide 266.11
254 BTG3 BTG family member 3 265.36
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Table S6: Ateles fusciceps Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Name FPKM

255 HMGB1 high mobility group box 1 265.25
256 RTN4 reticulon 4 262.95
257 AHNAK AHNAK nucleoprotein 260.33
258 PDIA3 protein disulfide isomerase family A member 3 260.27
259 NDUFB1 NADH:ubiquinone oxidoreductase subunit B1 259.45
260 SAP18 Sin3A associated protein 18kDa 259.29
261 TYK2 tyrosine kinase 2 259.00
262 RPS21 ribosomal protein S21 258.60
263 NEK4 NIMA-related kinase 4 258.56
264 LAPTM4A lysosomal protein transmembrane 4 alpha 256.76
265 WBP5 WW domain binding protein 5 255.33
266 ERVW-1 endogenous retrovirus group W, member 1 254.85
267 LSM12 LSM12 homolog 254.69
268 ADAM10 ADAM metallopeptidase domain 10 254.54
269 SHFM1 split hand/foot malformation (ectrodactyly) type 1 251.88
270 CTSD cathepsin D 249.68
271 ATP5J2 ATP synthase, H+ transporting, mitochondrial Fo complex subunit F2 248.30
272 UBL5 ubiquitin like 5 245.46
273 NME2 244.01
274 ZNF714 zinc finger protein 714 243.46
275 EDF1 endothelial differentiation-related factor 1 242.44
276 ARF1 ADP ribosylation factor 1 241.25
277 RHOC ras homolog family member C 240.06
278 AP2M1 adaptor-related protein complex 2, mu 1 subunit 239.10
279 CAPG capping protein (actin filament), gelsolin-like 237.09
280 VGLL1 vestigial like family member 1 237.07
281 GNG5 guanine nucleotide binding protein (G protein), gamma 5 235.53
282 SLC25A5 solute carrier family 25 (mitochondrial carrier; adenine nucleotide transloca-

tor), member 5
235.23

283 SERF2 small EDRK-rich factor 2 234.86
284 AL023806.1 234.52
285 UCHL1 ubiquitin C-terminal hydrolase L1 233.73
286 MAGED2 MAGE family member D2 232.41
287 COX8A cytochrome c oxidase subunit VIIIA (ubiquitous) 231.77
288 EIF5A eukaryotic translation initiation factor 5A 231.46
289 FBLN1 fibulin 1 229.87
290 ARPC2 actin related protein 2/3 complex subunit 2 228.38
291 EEF1D 228.18
292 SLC35E3 solute carrier family 35 member E3 225.98
293 CTSB cathepsin B 225.98
294 PABPC1 poly(A) binding protein, cytoplasmic 1 224.69
295 COX7B cytochrome c oxidase subunit VIIb 224.39
296 HSPA5 heat shock protein family A (Hsp70) member 5 224.20
297 ATP5H ATP synthase, H+ transporting, mitochondrial Fo complex subunit D 224.08
298 ABCC1 221.79
299 COX7C cytochrome c oxidase subunit VIIc 221.21
300 AL354828.2 220.82
301 RAN RAN, member RAS oncogene family 218.63
302 GNG11 guanine nucleotide binding protein (G protein), gamma 11 218.55
303 PRSS23 protease, serine 23 218.37
304 AC004824.2 217.70
305 FAU Finkel-Biskis-Reilly murine sarcoma virus (FBR-MuSV) ubiquitously ex-

pressed
215.68

306 CCL15 214.76
307 SRP14 signal recognition particle 14kDa 214.52
308 PRDX1 peroxiredoxin 1 212.76
309 ITM2C integral membrane protein 2C 210.41
310 SLC3A2 solute carrier family 3 (amino acid transporter heavy chain), member 2 210.17
311 GABARAP GABA(A) receptor-associated protein 209.13
312 PARK7 parkinson protein 7 207.70
313 BANF1 barrier to autointegration factor 1 207.15
314 COX5A cytochrome c oxidase subunit Va 207.10
315 DKK3 dickkopf WNT signaling pathway inhibitor 3 206.86
316 PECAM1 platelet/endothelial cell adhesion molecule 1 206.58
317 RPN1 ribophorin I 206.52
318 ATF4 activating transcription factor 4 205.86
319 SLC6A2 solute carrier family 6 (neurotransmitter transporter), member 2 205.29
320 MALAT1 204.46
321 PSMB4 proteasome subunit beta 4 203.76
322 MT-CO1 mitochondrially encoded cytochrome c oxidase I 203.49
323 BCAP31 B-cell receptor-associated protein 31 202.50
324 TBCA tubulin folding cofactor A 201.04
325 SCARB1 scavenger receptor class B, member 1 199.66
326 TOMM7 translocase of outer mitochondrial membrane 7 homolog (yeast) 199.46
327 MGA MGA, MAX dimerization protein 198.69
328 SAT1 spermidine/spermine N1-acetyltransferase 1 197.12
329 SEPP1 selenoprotein P, plasma, 1 196.95
330 PEBP1 phosphatidylethanolamine binding protein 1 196.19
331 TCEB2 transcription elongation factor B (SIII), polypeptide 2 (18kDa, elongin B) 195.51
332 PTGES3 prostaglandin E synthase 3 194.86
333 USMG5 up-regulated during skeletal muscle growth 5 homolog (mouse) 194.75
334 LGALS14 lectin, galactoside-binding, soluble, 14 193.59
335 YWHAZ tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein,

zeta
193.04

336 COL1A1 collagen, type I, alpha 1 192.70
337 RASA1 RAS p21 protein activator (GTPase activating protein) 1 192.07
338 COX6B1 cytochrome c oxidase subunit VIb polypeptide 1 (ubiquitous) 192.04
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3.2 Ateles fusciceps Placental Gene Expression 3 SPECIES EXPRESSION

Table S6: Ateles fusciceps Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Name FPKM

339 DUSP9 dual specificity phosphatase 9 191.27
340 GPX3 glutathione peroxidase 3 191.13
341 ENO1 enolase 1, (alpha) 190.96
342 ZNF43 190.03
343 RPL22 ribosomal protein L22 188.55
344 C14orf2 chromosome 14 open reading frame 2 188.13
345 NEDD8 neural precursor cell expressed, developmentally down-regulated 8 188.12
346 LGALS1 lectin, galactoside-binding, soluble, 1 187.53
347 MAGED1 MAGE family member D1 187.07
348 EDRF1 erythroid differentiation regulatory factor 1 186.85
349 ZNF100 186.69
350 EIF3K eukaryotic translation initiation factor 3 subunit K 185.52
351 TMEM258 transmembrane protein 258 184.61
352 SETMAR SET domain and mariner transposase fusion gene 184.13
353 MDK midkine (neurite growth-promoting factor 2) 183.99
354 CSTA cystatin A (stefin A) 182.89
355 SSR2 signal sequence receptor, beta (translocon-associated protein beta) 182.07
356 ARF4 ADP ribosylation factor 4 181.74
357 HSPB8 heat shock protein family B (small) member 8 181.55
358 HNRNPDL heterogeneous nuclear ribonucleoprotein D like 181.10
359 HSPB11 heat shock protein family B (small) member 11 180.08
360 HMGN2 high mobility group nucleosomal binding domain 2 177.17
361 A2M alpha-2-macroglobulin 177.11
362 DDOST dolichyl-diphosphooligosaccharide–protein glycosyltransferase subunit (non-

catalytic)
176.45

363 NDUFB8 NADH:ubiquinone oxidoreductase subunit B8 176.29
364 DDB1 damage-specific DNA binding protein 1 176.19
365 P4HB prolyl 4-hydroxylase, beta polypeptide 175.89
366 DYNLL2 dynein, light chain, LC8-type 2 175.37
367 C8orf44 chromosome 8 open reading frame 44 175.05
368 CNN3 calponin 3, acidic 173.95
369 CSTB cystatin B (stefin B) 173.55
370 BLVRA biliverdin reductase A 173.20
371 ACTN4 actinin, alpha 4 172.64
372 MYB v-myb avian myeloblastosis viral oncogene homolog 172.02
373 SSR4 signal sequence receptor, delta 170.61
374 DISC1 disrupted in schizophrenia 1 170.38
375 VPS53 VPS53 GARP complex subunit 169.67
376 HINT1 histidine triad nucleotide binding protein 1 168.65
377 EPAS1 endothelial PAS domain protein 1 168.63
378 BST2 bone marrow stromal cell antigen 2 168.47
379 TMEM59 transmembrane protein 59 168.16
380 RPL17 ribosomal protein L17 167.73
381 STT3B STT3B, subunit of the oligosaccharyltransferase complex (catalytic) 167.32
382 PERP PERP, TP53 apoptosis effector 167.22
383 HNRNPH2 heterogeneous nuclear ribonucleoprotein H2 (H’) 166.42
384 NANS N-acetylneuraminate synthase 165.85
385 TPI1 165.53
386 MIF 165.49
387 PPIC peptidylprolyl isomerase C (cyclophilin C) 164.97
388 LDLRAP1 low density lipoprotein receptor adaptor protein 1 164.82
389 CLIC1 164.36
390 MCM3 minichromosome maintenance complex component 3 164.33
391 DBI diazepam binding inhibitor (GABA receptor modulator, acyl-CoA binding

protein)
163.71

392 RBX1 ring-box 1, E3 ubiquitin protein ligase 163.19
393 RBBP7 retinoblastoma binding protein 7 161.33
394 MRPL20 mitochondrial ribosomal protein L20 160.68
395 TUBGCP5 160.44
396 TUBB3 159.66
397 DHRS7 dehydrogenase/reductase (SDR family) member 7 159.58
398 HSPA2 heat shock protein family A (Hsp70) member 2 159.57
399 HNRNPH1 heterogeneous nuclear ribonucleoprotein H1 (H) 159.38
400 SUCLG1 succinate-CoA ligase, alpha subunit 158.36
401 SNRPE small nuclear ribonucleoprotein polypeptide E 157.75
402 GAB3 GRB2 associated binding protein 3 157.46
403 SLC40A1 solute carrier family 40 (iron-regulated transporter), member 1 157.37
404 OAT ornithine aminotransferase 156.47
405 L3MBTL4 l(3)mbt-like 4 (Drosophila) 156.30
406 SKP1 S-phase kinase-associated protein 1 156.21
407 CSRP1 cysteine and glycine rich protein 1 155.61
408 CD99 CD99 molecule 155.57
409 SUMO2 small ubiquitin-like modifier 2 155.09
410 FOXO4 forkhead box O4 154.26
411 LDHB lactate dehydrogenase B 154.12
412 RPN2 ribophorin II 153.55
413 BCAM basal cell adhesion molecule (Lutheran blood group) 153.40
414 ZNF3 zinc finger protein 3 152.50
415 IRF2BPL interferon regulatory factor 2 binding protein-like 152.50
416 FABP5 fatty acid binding protein 5 (psoriasis-associated) 152.13
417 NDRG1 N-myc downstream regulated 1 151.75
418 CD9 CD9 molecule 151.49
419 FSTL1 follistatin like 1 151.39
420 DYNLT1 dynein, light chain, Tctex-type 1 151.32
421 OSTC oligosaccharyltransferase complex subunit (non-catalytic) 151.06
422 CD55 CD55 molecule, decay accelerating factor for complement (Cromer blood

group)
150.79
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Table S6: Ateles fusciceps Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Name FPKM

423 MAGEH1 MAGE family member H1 150.68
424 POLR2L polymerase (RNA) II (DNA directed) polypeptide L, 7.6kDa 150.54
425 C1QBP complement component 1, q subcomponent binding protein 149.51
426 HBD hemoglobin subunit delta 149.24
427 ATP5I ATP synthase, H+ transporting, mitochondrial Fo complex subunit E 148.12
428 SDCBP syndecan binding protein 147.77
429 EZR ezrin 147.02
430 LAMP1 lysosomal-associated membrane protein 1 146.82
431 ECSCR endothelial cell surface expressed chemotaxis and apoptosis regulator 145.88
432 CDC42 cell division cycle 42 145.65
433 NDUFB4 NADH:ubiquinone oxidoreductase subunit B4 145.60
434 ZNF429 zinc finger protein 429 145.42
435 ARPC3 actin related protein 2/3 complex subunit 3 145.39
436 LAMB4 laminin subunit beta 4 145.28
437 LHB luteinizing hormone beta polypeptide 144.47
438 SPINT2 serine peptidase inhibitor, Kunitz type, 2 144.33
439 FAM175A family with sequence similarity 175 member A 144.14
440 HSBP1 heat shock factor binding protein 1 144.07
441 CD44 CD44 molecule (Indian blood group) 142.94
442 IQGAP1 IQ motif containing GTPase activating protein 1 142.86
443 ITGB1 integrin beta 1 142.82
444 CLTA clathrin, light chain A 142.31
445 PSMB7 proteasome subunit beta 7 141.36
446 HNRNPM heterogeneous nuclear ribonucleoprotein M 141.24
447 ATP6V1F ATPase, H+ transporting, lysosomal 14kDa, V1 subunit F 140.96
448 CD81 CD81 molecule 139.57
449 ORAOV1 oral cancer overexpressed 1 139.22
450 EPO erythropoietin 138.89
451 GLTSCR2 glioma tumor suppressor candidate region gene 2 138.89
452 MT1B 138.48
453 TPM2 tropomyosin 2 (beta) 138.39
454 AES amino-terminal enhancer of split 138.19
455 TAGLN transgelin 138.11
456 SH3BGRL3 SH3 domain binding glutamate-rich protein like 3 138.01
457 APP amyloid beta (A4) precursor protein 137.95
458 AC243627.1 137.43
459 CALD1 caldesmon 1 137.19
460 CEBPD CCAAT/enhancer binding protein (C/EBP), delta 136.55
461 NDUFB11 NADH:ubiquinone oxidoreductase subunit B11 135.90
462 BRI3 brain protein I3 135.85
463 IGF2 insulin like growth factor 2 135.48
464 LCN2 lipocalin 2 135.41
465 ZNF20 zinc finger protein 20 135.22
466 TTC8 tetratricopeptide repeat domain 8 135.17
467 GNAS GNAS complex locus 135.08
468 LYRM4 LYR motif containing 4 135.05
469 CD59 CD59 molecule, complement regulatory protein 135.01
470 ZNF195 zinc finger protein 195 134.69
471 PSMB3 133.96
472 TXNIP thioredoxin interacting protein 133.58
473 DSTN destrin (actin depolymerizing factor) 133.40
474 SEP15 133.27
475 EID1 EP300 interacting inhibitor of differentiation 1 133.21
476 CHCHD2 coiled-coil-helix-coiled-coil-helix domain containing 2 133.09
477 SARAF store-operated calcium entry-associated regulatory factor 132.98
478 EIF3E eukaryotic translation initiation factor 3 subunit E 132.82
479 NDUFB9 NADH:ubiquinone oxidoreductase subunit B9 132.79
480 EIF4H 132.72
481 VIMP VCP-interacting membrane selenoprotein 132.22
482 HMGN1 high mobility group nucleosome binding domain 1 132.19
483 TSEN2 tRNA splicing endonuclease subunit 2 132.09
484 PEA15 phosphoprotein enriched in astrocytes 15 132.04
485 TUBA1C tubulin, alpha 1c 131.43
486 TMED9 transmembrane p24 trafficking protein 9 131.30
487 ZNF273 zinc finger protein 273 130.93
488 RCN1 reticulocalbin 1 130.63
489 TCEAL8 transcription elongation factor A (SII)-like 8 130.40
490 NOP10 NOP10 ribonucleoprotein 130.34
491 SRGN serglycin 130.17
492 NDUFA11 NADH:ubiquinone oxidoreductase subunit A11 130.10
493 ATP5C1 ATP synthase, H+ transporting, mitochondrial F1 complex, gamma polypep-

tide 1
129.85

494 GRIK2 glutamate receptor, ionotropic, kainate 2 129.67
495 DDX17 DEAD (Asp-Glu-Ala-Asp) box helicase 17 129.22
496 KDELR2 KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein retention receptor

2
128.77

497 GPX1 glutathione peroxidase 1 128.27
498 PDLIM5 PDZ and LIM domain 5 127.74
499 ARPC5 actin related protein 2/3 complex subunit 5 127.63
500 CTSL cathepsin L 127.58
501 UBE2A ubiquitin conjugating enzyme E2A 127.51
502 CAPZB capping protein (actin filament) muscle Z-line, beta 126.56
503 C14orf166 chromosome 14 open reading frame 166 126.37
504 ARF5 ADP ribosylation factor 5 126.34
505 IMP3 IMP3, U3 small nucleolar ribonucleoprotein 125.57
506 PSMB6 proteasome subunit beta 6 124.87
507 ERGIC3 ERGIC and golgi 3 124.65
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Table S6: Ateles fusciceps Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Name FPKM

508 EIF3G eukaryotic translation initiation factor 3 subunit G 124.17
509 UBA1 ubiquitin-like modifier activating enzyme 1 124.07
510 UXT ubiquitously expressed prefoldin like chaperone 123.54
511 SET SET nuclear proto-oncogene 123.53
512 EIF3I eukaryotic translation initiation factor 3 subunit I 123.53
513 GTF2H5 general transcription factor IIH subunit 5 123.18
514 DNAJA2 DnaJ heat shock protein family (Hsp40) member A2 123.12
515 TPM3 tropomyosin 3 122.91
516 PLAC8 placenta specific 8 122.75
517 ATP6V1G1 ATPase, H+ transporting, lysosomal 13kDa, V1 subunit G1 122.66
518 ATOX1 antioxidant 1 copper chaperone 122.52
519 CDH5 cadherin 5, type 2 (vascular endothelium) 122.25
520 SLIRP SRA stem-loop interacting RNA binding protein 122.13
521 C16orf89 chromosome 16 open reading frame 89 122.02
522 FUCA1 fucosidase, alpha-L- 1, tissue 121.32
523 TTC22 tetratricopeptide repeat domain 22 121.13
524 PSMB2 proteasome subunit beta 2 121.09
525 FBL fibrillarin 120.69
526 RBM5 RNA binding motif protein 5 120.59
527 PTBP1 polypyrimidine tract binding protein 1 120.47
528 MCUR1 mitochondrial calcium uniporter regulator 1 119.47
529 CFD 119.38
530 LNPEP leucyl/cystinyl aminopeptidase 119.32
531 RHEB Ras homolog enriched in brain 119.26
532 SMS spermine synthase 118.89
533 NREP neuronal regeneration related protein 118.76
534 ERH enhancer of rudimentary homolog (Drosophila) 118.11
535 VDAC2 voltage-dependent anion channel 2 118.07
536 EGFL7 EGF-like-domain, multiple 7 118.06
537 BTG1 B-cell translocation gene 1, anti-proliferative 118.05
538 YWHAB tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein,

beta
118.04

539 DNAJB6 DnaJ heat shock protein family (Hsp40) member B6 118.02
540 YWHAE tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein,

epsilon
117.98

541 MT-CYB mitochondrially encoded cytochrome b 117.94
542 XRCC6 X-ray repair complementing defective repair in Chinese hamster cells 6 117.83
543 GABARAPL2 GABA(A) receptor-associated protein like 2 117.55
544 IRF2 interferon regulatory factor 2 117.36
545 ACTC1 actin, alpha, cardiac muscle 1 116.99
546 CFDP1 craniofacial development protein 1 116.97
547 TMEM50A transmembrane protein 50A 116.77
548 CBX3 chromobox 3 116.29
549 CHMP4B charged multivesicular body protein 4B 116.16
550 GSN gelsolin 116.12
551 EIF3L eukaryotic translation initiation factor 3 subunit L 115.90
552 RRNAD1 ribosomal RNA adenine dimethylase domain containing 1 115.59
553 NDUFB5 NADH:ubiquinone oxidoreductase subunit B5 115.45
554 MXRA7 matrix-remodelling associated 7 115.19
555 TMEM14C transmembrane protein 14C 115.10
556 RALY RALY heterogeneous nuclear ribonucleoprotein 115.09
557 C4orf3 chromosome 4 open reading frame 3 114.58
558 SPCS1 signal peptidase complex subunit 1 114.39
559 TMEM145 transmembrane protein 145 114.24
560 CTSZ cathepsin Z 113.91
561 PKM pyruvate kinase, muscle 113.75
562 STMN1 stathmin 1 113.62
563 NDFIP1 Nedd4 family interacting protein 1 113.61
564 ASB9 ankyrin repeat and SOCS box containing 9 113.24
565 LIN7B lin-7 homolog B (C. elegans) 112.96
566 SMARCA5 SWI/SNF related, matrix associated, actin dependent regulator of chromatin,

subfamily a, member 5
112.89

567 ZNF761 112.80
568 PSMB5 proteasome subunit beta 5 112.62
569 ATP6V0E1 ATPase, H+ transporting, lysosomal 9kDa, V0 subunit e1 112.24
570 ATPIF1 ATPase inhibitory factor 1 112.23
571 EIF3H eukaryotic translation initiation factor 3 subunit H 112.02
572 PSMA4 proteasome subunit alpha 4 111.64
573 PTTG1IP pituitary tumor-transforming 1 interacting protein 111.21
574 ZNF135 zinc finger protein 135 111.01
575 HERPUD1 homocysteine-inducible, endoplasmic reticulum stress-inducible, ubiquitin-

like domain member 1
110.20

576 ARCN1 109.99
577 IFNGR1 interferon gamma receptor 1 109.98
578 PPP1R14B protein phosphatase 1 regulatory inhibitor subunit 14B 109.73
579 FCGRT Fc fragment of IgG, receptor, transporter, alpha 109.46
580 HSPD1 heat shock protein family D (Hsp60) member 1 108.87
581 YWHAH tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein,

eta
108.85

582 ACSS1 acyl-CoA synthetase short-chain family member 1 108.74
583 YWHAQ tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein,

theta
108.61

584 PRDX5 peroxiredoxin 5 108.50
585 ITGB5 integrin beta 5 108.36
586 GVQW1 GVQW motif containing 1 108.36
587 CIR1 corepressor interacting with RBPJ, 1 108.34
588 PSMA3 proteasome subunit alpha 3 108.28
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Table S6: Ateles fusciceps Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Name FPKM

589 MANF 108.27
590 BNIP3L BCL2/adenovirus E1B 19kDa interacting protein 3-like 108.16
591 CAP1 CAP, adenylate cyclase-associated protein 1 (yeast) 108.02
592 LPCAT3 107.96
593 SSR3 signal sequence receptor, gamma (translocon-associated protein gamma) 107.95
594 TMBIM1 transmembrane BAX inhibitor motif containing 1 107.63
595 ATP5F1 ATP synthase, H+ transporting, mitochondrial Fo complex subunit B1 107.20
596 IFITM1 interferon induced transmembrane protein 1 106.80
597 HNRNPU heterogeneous nuclear ribonucleoprotein U (scaffold attachment factor A) 106.62
598 ATP6V1C2 ATPase, H+ transporting, lysosomal 42kDa, V1 subunit C2 106.48
599 POLR2F polymerase (RNA) II (DNA directed) polypeptide F 106.35
600 EBPL emopamil binding protein-like 106.33
601 SDCCAG8 serologically defined colon cancer antigen 8 106.28
602 CTNNA1 catenin alpha 1 105.96
603 LTV1 LTV1 ribosome biogenesis factor 105.64
604 SRSF4 serine/arginine-rich splicing factor 4 105.21
605 RBM3 RNA binding motif (RNP1, RRM) protein 3 105.09
606 NHP2L1 104.98
607 STAP2 signal transducing adaptor family member 2 104.92
608 TIMP1 TIMP metallopeptidase inhibitor 1 104.78
609 SEPW1 selenoprotein W, 1 104.58
610 RAMP1 receptor (G protein-coupled) activity modifying protein 1 104.58
611 ARHGDIA Rho GDP dissociation inhibitor (GDI) alpha 104.32
612 MGST3 microsomal glutathione S-transferase 3 104.18
613 SNX5 sorting nexin 5 104.18
614 TMED2 transmembrane p24 trafficking protein 2 103.51
615 CRIP2 103.13
616 TGFB3 transforming growth factor beta 3 103.10
617 ENSA endosulfine alpha 103.04
618 HMGB2 high mobility group box 2 102.90
619 NDUFC2 NADH:ubiquinone oxidoreductase subunit C2 102.74
620 ATP5G3 ATP synthase, H+ transporting, mitochondrial Fo complex subunit C3 (sub-

unit 9)
102.72

621 LEPROTL1 leptin receptor overlapping transcript-like 1 102.41
622 ZNF254 zinc finger protein 254 102.39
623 PSMD8 proteasome 26S subunit, non-ATPase 8 102.20
624 PSMA1 proteasome subunit alpha 1 102.06
625 NFS1 NFS1 cysteine desulfurase 102.05
626 PIGH phosphatidylinositol glycan anchor biosynthesis class H 102.01
627 DYNLRB1 101.76
628 MAGOH mago homolog, exon junction complex core component 101.64
629 MINOS1 mitochondrial inner membrane organizing system 1 101.64
630 GANAB glucosidase, alpha; neutral AB 101.63
631 WNT6 wingless-type MMTV integration site family member 6 101.57
632 PON2 paraoxonase 2 101.34
633 RHOB ras homolog family member B 101.32
634 GHITM growth hormone inducible transmembrane protein 100.89
635 GNAI3 guanine nucleotide binding protein (G protein), alpha inhibiting activity

polypeptide 3
100.77

636 NDUFA3 99.98
637 SNX3 sorting nexin 3 99.65
638 CDK2AP1 cyclin-dependent kinase 2 associated protein 1 99.39
639 LAP3 leucine aminopeptidase 3 99.09
640 CNDP2 CNDP dipeptidase 2 (metallopeptidase M20 family) 98.99
641 PGK1 phosphoglycerate kinase 1 98.58
642 PSMB1 proteasome subunit beta 1 98.56
643 PRDX3 peroxiredoxin 3 98.43
644 GPC3 glypican 3 98.19
645 NARS asparaginyl-tRNA synthetase 97.99
646 S100A12 S100 calcium binding protein A12 97.67
647 H2AFZ H2A histone family member Z 97.52
648 OAZ2 ornithine decarboxylase antizyme 2 97.46
649 SUMO1 small ubiquitin-like modifier 1 97.45
650 PCBD1 pterin-4 alpha-carbinolamine dehydratase/dimerization cofactor of hepato-

cyte nuclear factor 1 alpha
97.23

651 CYCS cytochrome c, somatic 97.12
652 PGAM1 phosphoglycerate mutase 1 96.60
653 COX7A2L cytochrome c oxidase subunit VIIa polypeptide 2 like 95.78
654 SEPT7 septin 7 95.32
655 VDAC1 voltage-dependent anion channel 1 95.31
656 TXNL1 thioredoxin like 1 95.29
657 WARS tryptophanyl-tRNA synthetase 95.12
658 CCND3 cyclin D3 95.10
659 SERPINH1 serpin peptidase inhibitor, clade H (heat shock protein 47), member 1, (col-

lagen binding protein 1)
94.92

660 GRN granulin 94.67
661 GPX4 glutathione peroxidase 4 94.53
662 STARD10 StAR related lipid transfer domain containing 10 94.43
663 ID2 inhibitor of DNA binding 2, dominant negative helix-loop-helix protein 94.39
664 PRDX2 peroxiredoxin 2 94.34
665 UQCRB ubiquinol-cytochrome c reductase binding protein 94.27
666 AUP1 ancient ubiquitous protein 1 94.20
667 NDUFV2 NADH:ubiquinone oxidoreductase core subunit V2 93.92
668 PSMA6 proteasome subunit alpha 6 93.85
669 FN1 fibronectin 1 93.76
670 C11orf73 chromosome 11 open reading frame 73 93.64
671 TAF15 93.60
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3.2 Ateles fusciceps Placental Gene Expression 3 SPECIES EXPRESSION

Table S6: Ateles fusciceps Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Name FPKM

672 C15orf40 chromosome 15 open reading frame 40 93.25
673 UBXN4 UBX domain protein 4 93.09
674 FAM129B family with sequence similarity 129 member B 93.08
675 MRPL23 mitochondrial ribosomal protein L23 92.99
676 CTSK cathepsin K 92.95
677 SOD1 superoxide dismutase 1, soluble 92.83
678 KRTCAP2 keratinocyte associated protein 2 92.81
679 ADCY7 adenylate cyclase 7 92.57
680 MXRA8 matrix-remodelling associated 8 92.41
681 POMP proteasome maturation protein 92.27
682 SRP9 signal recognition particle 9kDa 92.19
683 DDX3X DEAD (Asp-Glu-Ala-Asp) box helicase 3, X-linked 92.01
684 NR2F6 nuclear receptor subfamily 2 group F member 6 91.90
685 NPC2 Niemann-Pick disease, type C2 91.74
686 FAM3B family with sequence similarity 3 member B 91.43
687 SLC13A4 solute carrier family 13 (sodium/sulfate symporter), member 4 91.39
688 MRPL43 mitochondrial ribosomal protein L43 91.19
689 SNRPF small nuclear ribonucleoprotein polypeptide F 91.09
690 CNPY4 canopy FGF signaling regulator 4 91.04
691 NR5A2 nuclear receptor subfamily 5 group A member 2 90.98
692 GNAI2 90.92
693 RP11-345J4.3 90.90
694 TMEM135 transmembrane protein 135 90.84
695 CCT2 chaperonin containing TCP1, subunit 2 (beta) 90.67
696 ATP1A1 ATPase, Na+/K+ transporting, alpha 1 polypeptide 90.55
697 C18orf32 chromosome 18 open reading frame 32 90.51
698 NDUFA8 NADH:ubiquinone oxidoreductase subunit A8 90.31
699 HLA-DRB5 major histocompatibility complex, class II, DR beta 5 89.96
700 SDHD succinate dehydrogenase complex subunit D, integral membrane protein 89.81
701 RBP7 retinol binding protein 7 89.65
702 ANP32A acidic nuclear phosphoprotein 32 family member A 89.53
703 ARPC4 actin related protein 2/3 complex subunit 4 89.48
704 CEBPB CCAAT/enhancer binding protein (C/EBP), beta 89.47
705 ARPC1A actin related protein 2/3 complex subunit 1A 89.38
706 TMEM104 transmembrane protein 104 89.31
707 ESAM endothelial cell adhesion molecule 89.25
708 ATP6V0C ATPase, H+ transporting, lysosomal 16kDa, V0 subunit c 89.24
709 NDUFS6 NADH:ubiquinone oxidoreductase subunit S6 89.09
710 CCT8 chaperonin containing TCP1, subunit 8 (theta) 88.78
711 HNRNPL heterogeneous nuclear ribonucleoprotein L 88.61
712 ARL6IP5 ADP ribosylation factor like GTPase 6 interacting protein 5 88.47
713 LMNA lamin A/C 88.27
714 IGFBP2 insulin like growth factor binding protein 2 88.19
715 ATP5G1 ATP synthase, H+ transporting, mitochondrial Fo complex subunit C1 (sub-

unit 9)
88.15

716 PSMA5 proteasome subunit alpha 5 88.10
717 ISCU iron-sulfur cluster assembly enzyme 88.07
718 PPP2R1A protein phosphatase 2 regulatory subunit A, alpha 87.94
719 COA3 cytochrome c oxidase assembly factor 3 87.47
720 RANBP6 RAN binding protein 6 86.96
721 ARGLU1 arginine and glutamate rich 1 86.36
722 DDX5 DEAD (Asp-Glu-Ala-Asp) box helicase 5 86.31
723 PSMD4 proteasome 26S subunit, non-ATPase 4 86.30
724 PRKAR1A protein kinase, cAMP-dependent, regulatory subunit type I alpha 85.98
725 APLNR apelin receptor 85.96
726 CHCHD10 coiled-coil-helix-coiled-coil-helix domain containing 10 85.84
727 LMO4 LIM domain only 4 85.80
728 SNRPG small nuclear ribonucleoprotein polypeptide G 85.72
729 C10orf54 chromosome 10 open reading frame 54 85.60
730 RAB5C RAB5C, member RAS oncogene family 85.60
731 FEZ2 fasciculation and elongation protein zeta 2 (zygin II) 85.57
732 CCNYL1 cyclin Y like 1 85.55
733 DOPEY2 dopey family member 2 85.48
734 CCT3 chaperonin containing TCP1, subunit 3 (gamma) 85.45
735 TALDO1 transaldolase 1 85.40
736 CYC1 cytochrome c-1 85.16
737 CHMP5 charged multivesicular body protein 5 85.08
738 LONP1 lon peptidase 1, mitochondrial 84.89
739 FKBP3 FK506 binding protein 3 84.88
740 ANXA7 annexin A7 84.68
741 SFPQ splicing factor proline/glutamine-rich 84.47
742 HNRNPD heterogeneous nuclear ribonucleoprotein D 84.46
743 CYBA cytochrome b-245, alpha polypeptide 84.41
744 EMC10 ER membrane protein complex subunit 10 84.29
745 IL12RB1 interleukin 12 receptor, beta 1 84.28
746 FLOT1 84.07
747 TAF7 TATA-box binding protein associated factor 7 84.04
748 PPP1CB protein phosphatase 1, catalytic subunit, beta isozyme 83.88
749 ZNF845 zinc finger protein 845 83.87
750 HSD11B2 hydroxysteroid (11-beta) dehydrogenase 2 83.68
751 MFGE8 milk fat globule-EGF factor 8 protein 83.38
752 KPNA2 83.34
753 SLC25A3 solute carrier family 25 (mitochondrial carrier; phosphate carrier), member 3 82.64
754 RANBP1 RAN binding protein 1 82.46
755 PSME2 proteasome activator subunit 2 82.46
756 C19orf43 chromosome 19 open reading frame 43 82.45
757 C6orf62 chromosome 6 open reading frame 62 82.20
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Table S6: Ateles fusciceps Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Name FPKM

758 SLC4A8 solute carrier family 4, sodium bicarbonate cotransporter, member 8 82.15
759 ATG10 autophagy related 10 81.93
760 MLF2 myeloid leukemia factor 2 81.91
761 WFDC1 WAP four-disulfide core domain 1 81.83
762 POLR1D polymerase (RNA) I polypeptide D 81.73
763 GLRX3 glutaredoxin 3 81.69
764 UQCRQ ubiquinol-cytochrome c reductase complex III subunit VII 81.66
765 HNRNPC heterogeneous nuclear ribonucleoprotein C (C1/C2) 81.65
766 UQCRC1 ubiquinol-cytochrome c reductase core protein I 81.40
767 RABAC1 81.37
768 SRSF9 serine/arginine-rich splicing factor 9 81.28
769 RAB2A RAB2A, member RAS oncogene family 81.20
770 WDR27 WD repeat domain 27 81.04
771 ZNF225 zinc finger protein 225 80.70
772 BNIP3 BCL2/adenovirus E1B 19kDa interacting protein 3 80.64
773 POLR2K polymerase (RNA) II (DNA directed) polypeptide K, 7.0kDa 80.53
774 NAA20 N(alpha)-acetyltransferase 20, NatB catalytic subunit 80.48
775 MRPS6 mitochondrial ribosomal protein S6 80.35
776 PPA1 pyrophosphatase (inorganic) 1 80.27
777 ATP6V0D1 ATPase, H+ transporting, lysosomal 38kDa, V0 subunit d1 80.16
778 UQCR11 ubiquinol-cytochrome c reductase, complex III subunit XI 80.12
779 BZW1 basic leucine zipper and W2 domains 1 80.03
780 WDR1 WD repeat domain 1 79.96
781 CANX calnexin 79.79
782 MCL1 myeloid cell leukemia 1 79.59
783 CCT6A chaperonin containing TCP1, subunit 6A (zeta 1) 79.54
784 RARS arginyl-tRNA synthetase 79.51
785 ECH1 enoyl-CoA hydratase 1, peroxisomal 79.42
786 LAMB1 laminin subunit beta 1 79.28
787 MAN1A1 mannosidase, alpha, class 1A, member 1 78.95
788 PCBP1 poly(rC) binding protein 1 78.85
789 ZNF709 78.81
790 TRIM60 tripartite motif containing 60 78.56
791 HYAL2 78.55
792 NDUFAB1 NADH:ubiquinone oxidoreductase subunit AB1 78.53
793 SNRPC small nuclear ribonucleoprotein polypeptide C 78.41
794 MYEOV2 myeloma overexpressed 2 78.35
795 BLOC1S1 biogenesis of lysosomal organelles complex-1, subunit 1 78.32
796 SPCS2 signal peptidase complex subunit 2 78.27
797 ASL argininosuccinate lyase 78.27
798 CETP cholesteryl ester transfer protein, plasma 78.24
799 ATP6V1E1 ATPase, H+ transporting, lysosomal 31kDa, V1 subunit E1 78.05
800 NONO non-POU domain containing, octamer-binding 78.01
801 DDX39B 77.67
802 PGD phosphogluconate dehydrogenase 77.63
803 GLRX5 glutaredoxin 5 77.62
804 PPP2CB protein phosphatase 2, catalytic subunit, beta isozyme 77.54
805 BRK1 BRICK1, SCAR/WAVE actin-nucleating complex subunit 77.52
806 SERINC1 serine incorporator 1 77.43
807 VCP valosin containing protein 77.39
808 GTF2IRD2B GTF2I repeat domain containing 2B 77.27
809 ZNF107 zinc finger protein 107 77.21
810 FAM162A family with sequence similarity 162 member A 77.14
811 SORBS3 sorbin and SH3 domain containing 3 76.91
812 SRSF5 serine/arginine-rich splicing factor 5 76.88
813 FCN3 ficolin 3 76.85
814 PDCD4 programmed cell death 4 (neoplastic transformation inhibitor) 76.83
815 BEX4 brain expressed X-linked 4 76.81
816 COPE coatomer protein complex subunit epsilon 76.72
817 TOMM20 translocase of outer mitochondrial membrane 20 homolog (yeast) 76.66
818 VDAC3 voltage-dependent anion channel 3 76.63
819 TMED3 transmembrane p24 trafficking protein 3 76.45
820 TSPAN3 tetraspanin 3 76.45
821 UBE2V2 ubiquitin conjugating enzyme E2 variant 2 76.38
822 DNAJA1 DnaJ heat shock protein family (Hsp40) member A1 76.29
823 KDELR1 76.23
824 ESD esterase D 76.21
825 RPL15 ribosomal protein L15 75.68
826 RAP1B RAP1B, member of RAS oncogene family 75.50
827 ALYREF Aly/REF export factor 75.41
828 C6orf49 75.37
829 SEC61A1 Sec61 translocon alpha 1 subunit 75.35
830 SCG5 secretogranin V 75.33
831 ZFYVE21 zinc finger, FYVE domain containing 21 75.01
832 MAPK1 mitogen-activated protein kinase 1 74.98
833 GPC1 glypican 1 74.98
834 TMEM78 74.94
835 P3H1 prolyl 3-hydroxylase 1 74.94
836 HIST1H2BA histone cluster 1, H2ba 74.93
837 PPP2CA protein phosphatase 2, catalytic subunit, alpha isozyme 74.84
838 FKBP2 FK506 binding protein 2 74.82
839 MLLT1 myeloid/lymphoid or mixed-lineage leukemia; translocated to, 1 74.82
840 C14orf178 chromosome 14 open reading frame 178 74.24
841 SLC20A1 solute carrier family 20 (phosphate transporter), member 1 74.17
842 TRIB2 tribbles pseudokinase 2 74.15
843 NUDC nudC nuclear distribution protein 74.15
844 LMAN2 lectin, mannose-binding 2 74.11
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Table S6: Ateles fusciceps Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Name FPKM

845 EHD1 EH domain containing 1 74.09
846 VAMP3 vesicle associated membrane protein 3 74.05
847 PEG3 paternally expressed 3 74.02
848 GJA5 gap junction protein alpha 5 73.72
849 COX17 COX17, cytochrome c oxidase copper chaperone 73.53
850 PLA2G6 phospholipase A2 group VI 73.52
851 PI3 peptidase inhibitor 3, skin-derived 73.40
852 RPL22L1 ribosomal protein L22 like 1 73.26
853 SEPT2 septin 2 73.06
854 RSL24D1 ribosomal L24 domain containing 1 72.94
855 AKAP12 A-kinase anchoring protein 12 72.93
856 PRELID1 PRELI domain containing 1 72.93
857 GMFG glia maturation factor, gamma 72.91
858 PET100 PET100 homolog 72.73
859 LITAF lipopolysaccharide-induced TNF factor 72.72
860 PTP4A1 protein tyrosine phosphatase type IVA, member 1 72.66
861 CAV1 caveolin 1 72.55
862 LSM5 LSM5 homolog, U6 small nuclear RNA and mRNA degradation associated 72.52
863 FKBP8 FK506 binding protein 8 72.50
864 ERVFRD-1 endogenous retrovirus group FRD, member 1 72.25
865 NDUFS4 NADH:ubiquinone oxidoreductase subunit S4 72.22
866 ISCA1 iron-sulfur cluster assembly 1 72.05
867 PPIP5K1 diphosphoinositol pentakisphosphate kinase 1 72.01
868 MAZ MYC-associated zinc finger protein (purine-binding transcription factor) 71.81
869 AP2S1 adaptor-related protein complex 2 sigma 1 subunit 71.59
870 RAP1A RAP1A, member of RAS oncogene family 71.55
871 PAIP2 poly(A) binding protein interacting protein 2 71.52
872 RBM8A RNA binding motif protein 8A 71.50
873 PXDC1 PX domain containing 1 71.39
874 GABARAPL1 GABA(A) receptor-associated protein like 1 71.38
875 MYH9 myosin, heavy chain 9, non-muscle 71.32
876 EIF4E eukaryotic translation initiation factor 4E 71.28
877 NPLOC4 NPL4 homolog, ubiquitin recognition factor 71.13
878 RNF126 ring finger protein 126 70.99
879 PNP purine nucleoside phosphorylase 70.97
880 NSMCE1 NSE1 homolog, SMC5-SMC6 complex component 70.90
881 RGCC regulator of cell cycle 70.83
882 PKN1 protein kinase N1 70.75
883 COLEC12 collectin subfamily member 12 70.74
884 LIPA lipase A, lysosomal acid, cholesterol esterase 70.55
885 RNF187 ring finger protein 187 70.55
886 ZNF703 zinc finger protein 703 70.46
887 CTD-2006C1.13 70.39
888 HLA-DRA 70.33
889 MEAF6 MYST/Esa1-associated factor 6 70.30
890 PHB2 70.21
891 CYB5A cytochrome b5 type A (microsomal) 70.14
892 EEF1E1 eukaryotic translation elongation factor 1 epsilon 1 70.12
893 CMTM7 CKLF-like MARVEL transmembrane domain containing 7 69.99
894 PTGDS prostaglandin D2 synthase 69.77
895 SYPL1 synaptophysin-like 1 69.77
896 PEF1 penta-EF-hand domain containing 1 69.74
897 PKIB protein kinase (cAMP-dependent, catalytic) inhibitor beta 69.61
898 STARD3NL STARD3 N-terminal like 69.58
899 TMEM150A transmembrane protein 150A 69.50
900 LLPH LLP homolog, long-term synaptic facilitation (Aplysia) 69.44
901 MDH2 69.24
902 YIPF3 Yip1 domain family member 3 69.13
903 TPRKB TP53RK binding protein 69.13
904 LAMC1 laminin subunit gamma 1 69.10
905 ILF2 interleukin enhancer binding factor 2 69.07
906 C7orf73 69.04
907 TMED10 transmembrane p24 trafficking protein 10 68.83
908 CYB5R3 cytochrome b5 reductase 3 68.80
909 TLN1 talin 1 68.62
910 ANXA11 annexin A11 68.61
911 TRIM28 tripartite motif containing 28 68.57
912 MTMR4 myotubularin related protein 4 68.57
913 TSPAN13 tetraspanin 13 68.47
914 VTN vitronectin 68.40
915 STXBP2 syntaxin binding protein 2 68.16
916 MRPL27 mitochondrial ribosomal protein L27 68.14
917 ALDH7A1 aldehyde dehydrogenase 7 family member A1 68.12
918 MYCN v-myc avian myelocytomatosis viral oncogene neuroblastoma derived ho-

molog
68.09

919 NCOA4 nuclear receptor coactivator 4 68.08
920 ADM adrenomedullin 68.04
921 ERVV-2 endogenous retrovirus group V, member 2 68.01
922 PTP4A2 protein tyrosine phosphatase type IVA, member 2 67.99
923 PLS3 plastin 3 67.98
924 RNASEK ribonuclease, RNase K 67.83
925 EIF3D eukaryotic translation initiation factor 3 subunit D 67.67
926 PPDPF pancreatic progenitor cell differentiation and proliferation factor 67.56
927 RBBP4 retinoblastoma binding protein 4 67.46
928 AK9 adenylate kinase 9 67.44
929 CCT7 chaperonin containing TCP1, subunit 7 (eta) 67.25
930 MAP1LC3B microtubule associated protein 1 light chain 3 beta 67.23
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Table S6: Ateles fusciceps Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Name FPKM

931 PPT1 palmitoyl-protein thioesterase 1 67.21
932 RAB11A RAB11A, member RAS oncogene family 67.18
933 TMEM147 transmembrane protein 147 67.12
934 RAD52 RAD52 homolog, DNA repair protein 67.10
935 REEP6 receptor accessory protein 6 67.09
936 HIST1H1C histone cluster 1, H1c 66.94
937 CHD2 chromodomain helicase DNA binding protein 2 66.92
938 VKORC1L1 vitamin K epoxide reductase complex subunit 1 like 1 66.90
939 PSMC1 proteasome 26S subunit, ATPase 1 66.87
940 SARNP SAP domain containing ribonucleoprotein 66.78
941 CITED2 Cbp/p300-interacting transactivator, with Glu/Asp rich carboxy-terminal do-

main, 2
66.70

942 PHF14 PHD finger protein 14 66.67
943 VWA9 von Willebrand factor A domain containing 9 66.64
944 GTF2A2 general transcription factor IIA 2 66.61
945 TUFM Tu translation elongation factor, mitochondrial 66.51
946 MPC2 mitochondrial pyruvate carrier 2 66.39
947 USHBP1 Usher syndrome 1C binding protein 1 66.32
948 GADD45A growth arrest and DNA damage inducible alpha 66.30
949 EIF3F eukaryotic translation initiation factor 3 subunit F 66.27
950 FAM89A family with sequence similarity 89 member A 66.23
951 AC010287.1 66.15
952 PGAP2 post-GPI attachment to proteins 2 66.07
953 ZFP36L1 ZFP36 ring finger protein-like 1 66.02
954 EIF4G2 eukaryotic translation initiation factor 4 gamma, 2 66.02
955 SFN stratifin 65.98
956 KIAA1468 KIAA1468 65.96
957 TOMM5 translocase of outer mitochondrial membrane 5 homolog (yeast) 65.89
958 FERMT2 fermitin family member 2 65.72
959 OBSCN obscurin, cytoskeletal calmodulin and titin-interacting RhoGEF 65.68
960 BAMBI BMP and activin membrane-bound inhibitor 65.56
961 TBX3 T-box 3 65.51
962 SLC7A5 solute carrier family 7 (amino acid transporter light chain, L system), member

5
65.32

963 COPZ1 coatomer protein complex subunit zeta 1 65.25
964 AKT1 v-akt murine thymoma viral oncogene homolog 1 65.19
965 TRIM29 tripartite motif containing 29 65.11
966 RPL7L1 ribosomal protein L7 like 1 65.05
967 RAB1B RAB1B, member RAS oncogene family 65.05
968 WLS wntless Wnt ligand secretion mediator 64.99
969 VPS18 VPS18, CORVET/HOPS core subunit 64.97
970 MDFI MyoD family inhibitor 64.89
971 FUNDC2 FUN14 domain containing 2 64.81
972 UBXN8 64.76
973 PABPN1 poly(A) binding protein, nuclear 1 64.74
974 RAB7A RAB7A, member RAS oncogene family 64.55
975 RAB1A RAB1A, member RAS oncogene family 64.48
976 LSM4 LSM4 homolog, U6 small nuclear RNA and mRNA degradation associated 64.23
977 SSU72 SSU72 homolog, RNA polymerase II CTD phosphatase 64.12
978 CPZ carboxypeptidase Z 64.05
979 VWF von Willebrand factor 64.03
980 CDK7 63.80
981 ABHD17A abhydrolase domain containing 17A 63.72
982 RTCB RNA 2’,3’-cyclic phosphate and 5’-OH ligase 63.68
983 YAP1 Yes associated protein 1 63.61
984 SEC11A SEC11 homolog A, signal peptidase complex subunit 63.59
985 CBX4 chromobox 4 63.58
986 HLA-DRB1 major histocompatibility complex, class II, DR beta 1 63.53
987 NUCB1 nucleobindin 1 63.46
988 CTSA cathepsin A 63.43
989 MSX2 msh homeobox 2 63.41
990 CHMP2A charged multivesicular body protein 2A 63.41
991 ZNF706 zinc finger protein 706 63.28
992 SERINC3 serine incorporator 3 63.26
993 CCNE1 cyclin E1 63.22
994 TCEAL4 transcription elongation factor A (SII)-like 4 63.20
995 PIN4 peptidylprolyl cis/trans isomerase, NIMA-interacting 4 63.18
996 SEPHS2 selenophosphate synthetase 2 63.16
997 NDUFB3 NADH:ubiquinone oxidoreductase subunit B3 63.15
998 HDGF hepatoma-derived growth factor 63.12
999 EPCAM epithelial cell adhesion molecule 63.01
1000 PPP1CC protein phosphatase 1, catalytic subunit, gamma isozyme 63.00
1001 RCN2 reticulocalbin 2 62.89
1002 NSA2 NSA2, ribosome biogenesis homolog 62.80
1003 ANXA3 annexin A3 62.75
1004 PSMD13 proteasome 26S subunit, non-ATPase 13 62.66
1005 LSM3 LSM3 homolog, U6 small nuclear RNA and mRNA degradation associated 62.43
1006 XRCC5 X-ray repair complementing defective repair in Chinese hamster cells 5 62.41
1007 AKT2 v-akt murine thymoma viral oncogene homolog 2 62.18
1008 C17orf89 chromosome 17 open reading frame 89 62.17
1009 MRPL37 mitochondrial ribosomal protein L37 62.16
1010 ESYT2 extended synaptotagmin-like protein 2 62.13
1011 DUSP11 dual specificity phosphatase 11 62.12
1012 ZNF211 zinc finger protein 211 62.06
1013 UFC1 ubiquitin-fold modifier conjugating enzyme 1 61.83
1014 MAP2K2 mitogen-activated protein kinase kinase 2 61.83
1015 HDLBP high density lipoprotein binding protein 61.83
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Table S6: Ateles fusciceps Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Name FPKM

1016 HSPA9 heat shock protein family A (Hsp70) member 9 61.78
1017 CKS1B 61.76
1018 NDUFS3 NADH:ubiquinone oxidoreductase core subunit S3 61.71
1019 UQCRC2 ubiquinol-cytochrome c reductase core protein II 61.70
1020 MRPL32 mitochondrial ribosomal protein L32 61.70
1021 TMEM54 transmembrane protein 54 61.66
1022 BAX BCL2-associated X protein 61.62
1023 PLAC1 placenta specific 1 61.62
1024 SF3B5 splicing factor 3b subunit 5 61.61
1025 SPP1 secreted phosphoprotein 1 61.60
1026 TRA2B transformer 2 beta homolog (Drosophila) 61.59
1027 CDK4 cyclin-dependent kinase 4 61.46
1028 C9orf85 chromosome 9 open reading frame 85 61.45
1029 PCNA proliferating cell nuclear antigen 61.45
1030 SLC1A5 solute carrier family 1 (neutral amino acid transporter), member 5 61.40
1031 TNFRSF1A tumor necrosis factor receptor superfamily member 1A 61.36
1032 CSNK2B 61.31
1033 TOMM22 translocase of outer mitochondrial membrane 22 homolog (yeast) 61.29
1034 IDH3G isocitrate dehydrogenase 3 (NAD+) gamma 61.29
1035 MRPL36 mitochondrial ribosomal protein L36 61.27
1036 PSMD10 proteasome 26S subunit, non-ATPase 10 61.27
1037 PABPC4 poly(A) binding protein, cytoplasmic 4 (inducible form) 61.25
1038 POLR2B polymerase (RNA) II (DNA directed) polypeptide B, 140kDa 61.21
1039 TSC22D3 TSC22 domain family member 3 61.00
1040 ZNF428 zinc finger protein 428 60.94
1041 FILIP1L filamin A interacting protein 1-like 60.91
1042 FAHD1 fumarylacetoacetate hydrolase domain containing 1 60.89
1043 ST13 suppression of tumorigenicity 13 (colon carcinoma) (Hsp70 interacting pro-

tein)
60.83

1044 YPEL5 yippee like 5 60.81
1045 ALAS2 5’-aminolevulinate synthase 2 60.76
1046 CYBRD1 cytochrome b reductase 1 60.73
1047 GREB1 growth regulation by estrogen in breast cancer 1 60.69
1048 SCP2 sterol carrier protein 2 60.63
1049 MRPL18 mitochondrial ribosomal protein L18 60.63
1050 CKS2 CDC28 protein kinase regulatory subunit 2 60.55
1051 ARPC1B actin related protein 2/3 complex subunit 1B 60.51
1052 PFKM phosphofructokinase, muscle 60.50
1053 PRKCSH protein kinase C substrate 80K-H 60.48
1054 HSD17B10 hydroxysteroid (17-beta) dehydrogenase 10 60.44
1055 SDHA succinate dehydrogenase complex subunit A, flavoprotein (Fp) 60.40
1056 PSMD7 proteasome 26S subunit, non-ATPase 7 60.20
1057 SMIM11 60.17
1058 ZNF676 60.04
1059 PMP22 peripheral myelin protein 22 60.03
1060 F3 coagulation factor III (thromboplastin, tissue factor) 60.03
1061 ZCCHC13 zinc finger, CCHC domain containing 13 60.02
1062 ZNF564 zinc finger protein 564 60.01
1063 METTL2B methyltransferase like 2B 60.00
1064 STT3A STT3A, subunit of the oligosaccharyltransferase complex (catalytic) 59.99
1065 DDX24 DEAD (Asp-Glu-Ala-Asp) box helicase 24 59.88
1066 HAX1 HCLS1 associated protein X-1 59.85
1067 RPA1 replication protein A1 59.81
1068 VAMP5 vesicle associated membrane protein 5 59.76
1069 AGBL5 ATP/GTP binding protein-like 5 59.72
1070 AL354828.1 59.51
1071 LAMA5 laminin subunit alpha 5 59.50
1072 PUS1 pseudouridylate synthase 1 59.46
1073 POLD2 polymerase (DNA directed), delta 2, accessory subunit 59.34
1074 ATP6V1D ATPase, H+ transporting, lysosomal 34kDa, V1 subunit D 59.22
1075 SORBS1 sorbin and SH3 domain containing 1 59.19
1076 EIF4A2 eukaryotic translation initiation factor 4A2 58.92
1077 SNRPB small nuclear ribonucleoprotein polypeptides B and B1 58.90
1078 SCPEP1 serine carboxypeptidase 1 58.81
1079 FAM127A family with sequence similarity 127 member A 58.81
1080 HES1 hes family bHLH transcription factor 1 58.80
1081 SRRM2 serine/arginine repetitive matrix 2 58.78
1082 PSMA7 proteasome subunit alpha 7 58.66
1083 DNAJC8 DnaJ heat shock protein family (Hsp40) member C8 58.55
1084 CASP4 caspase 4 58.45
1085 PDIA4 protein disulfide isomerase family A member 4 58.22
1086 GNA12 guanine nucleotide binding protein (G protein) alpha 12 58.13
1087 CHMP1B charged multivesicular body protein 1B 58.10
1088 AP2A1 adaptor-related protein complex 2, alpha 1 subunit 58.09
1089 AIMP1 aminoacyl tRNA synthetase complex-interacting multifunctional protein 1 58.07
1090 PARP1 poly(ADP-ribose) polymerase 1 58.02
1091 TMEM120A 58.00
1092 CAPZA2 capping protein (actin filament) muscle Z-line, alpha 2 57.97
1093 MMP2 matrix metallopeptidase 2 57.95
1094 PHF23 PHD finger protein 23 57.91
1095 SYNGR2 57.85
1096 MT-CO3 mitochondrially encoded cytochrome c oxidase III 57.84
1097 VKORC1 vitamin K epoxide reductase complex subunit 1 57.70
1098 NHP2 NHP2 ribonucleoprotein 57.56
1099 KL klotho 57.45
1100 SIPA1L3 signal-induced proliferation-associated 1 like 3 57.41
1101 PDCL3 phosducin like 3 57.40
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Table S6: Ateles fusciceps Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Name FPKM

1102 RARRES2 retinoic acid receptor responder (tazarotene induced) 2 57.35
1103 STIP1 stress induced phosphoprotein 1 57.21
1104 CMC2 C-x(9)-C motif containing 2 57.17
1105 SEC61B Sec61 translocon beta subunit 57.13
1106 PSMA2 proteasome subunit alpha 2 57.10
1107 MAPRE1 microtubule associated protein RP/EB family member 1 57.08
1108 ATP6V1B1 57.04
1109 EIF3M eukaryotic translation initiation factor 3 subunit M 57.04
1110 CREG1 cellular repressor of E1A-stimulated genes 1 56.98
1111 ARL6IP1 ADP ribosylation factor like GTPase 6 interacting protein 1 56.90
1112 MSN moesin 56.87
1113 ERVV-1 endogenous retrovirus group V, member 1 56.85
1114 WBSCR22 56.79
1115 UQCRFS1 ubiquinol-cytochrome c reductase, Rieske iron-sulfur polypeptide 1 56.77
1116 TRIM56 tripartite motif containing 56 56.71
1117 CARD6 caspase recruitment domain family member 6 56.58
1118 TCTEX1D2 Tctex1 domain containing 2 56.57
1119 BACE2 beta-site APP-cleaving enzyme 2 56.52
1120 CTNNBL1 catenin beta like 1 56.44
1121 COMMD6 COMM domain containing 6 56.40
1122 NR1H2 nuclear receptor subfamily 1 group H member 2 56.38
1123 PVRL2 poliovirus receptor-related 2 (herpesvirus entry mediator B) 56.37
1124 GLRX glutaredoxin 56.21
1125 TMEM165 transmembrane protein 165 56.21
1126 CRIP1 56.16
1127 RAD23B RAD23 homolog B, nucleotide excision repair protein 56.14
1128 GLDC glycine dehydrogenase (decarboxylating) 56.14
1129 HDAC2 histone deacetylase 2 56.08
1130 CTNNB1 catenin beta 1 55.97
1131 CHCHD1 coiled-coil-helix-coiled-coil-helix domain containing 1 55.96
1132 PSMC6 proteasome 26S subunit, ATPase 6 55.86
1133 PSME1 proteasome activator subunit 1 55.83
1134 MYDGF myeloid-derived growth factor 55.81
1135 ACTN1 actinin, alpha 1 55.76
1136 ARHGDIB Rho GDP dissociation inhibitor (GDI) beta 55.75
1137 CKAP5 cytoskeleton associated protein 5 55.71
1138 HMGB3 high mobility group box 3 55.68
1139 CRABP2 cellular retinoic acid binding protein 2 55.66
1140 ZNF765 zinc finger protein 765 55.58
1141 NDUFA7 55.57
1142 PITHD1 PITH (C-terminal proteasome-interacting domain of thioredoxin-like) do-

main containing 1
55.52

1143 QARS glutaminyl-tRNA synthetase 55.45
1144 TMEM161B transmembrane protein 161B 55.36
1145 ACAT1 acetyl-CoA acetyltransferase 1 55.05
1146 PSMD2 proteasome 26S subunit, non-ATPase 2 54.94
1147 PTDSS1 phosphatidylserine synthase 1 54.89
1148 CYFIP1 54.88
1149 PKIG protein kinase (cAMP-dependent, catalytic) inhibitor gamma 54.83
1150 SDC4 syndecan 4 54.81
1151 IGFBP6 insulin like growth factor binding protein 6 54.73
1152 PPAP2B 54.72
1153 EPHB4 EPH receptor B4 54.71
1154 HIGD1A HIG1 hypoxia inducible domain family member 1A 54.63
1155 NCKAP1 NCK-associated protein 1 54.59
1156 SERPING1 serpin peptidase inhibitor, clade G (C1 inhibitor), member 1 54.50
1157 AZIN1 antizyme inhibitor 1 54.50
1158 TM9SF3 transmembrane 9 superfamily member 3 54.43
1159 CHPF chondroitin polymerizing factor 54.31
1160 IK IK cytokine, down-regulator of HLA II 54.24
1161 IST1 increased sodium tolerance 1 homolog (yeast) 54.22
1162 SAR1A secretion associated, Ras related GTPase 1A 54.18
1163 MGST2 microsomal glutathione S-transferase 2 53.98
1164 LRPAP1 LDL receptor related protein associated protein 1 53.94
1165 HLA-B major histocompatibility complex, class I, B 53.88
1166 PTPRS protein tyrosine phosphatase, receptor type, S 53.81
1167 EVA1B eva-1 homolog B (C. elegans) 53.80
1168 EIF3C eukaryotic translation initiation factor 3 subunit C 53.74
1169 GUK1 guanylate kinase 1 53.69
1170 NDUFB7 NADH:ubiquinone oxidoreductase subunit B7 53.68
1171 IL10RB interleukin 10 receptor, beta 53.67
1172 APBA2 53.57
1173 ETFA electron-transfer-flavoprotein, alpha polypeptide 53.56
1174 WNT11 wingless-type MMTV integration site family member 11 53.53
1175 KHSRP KH-type splicing regulatory protein 53.52
1176 HNRNPF heterogeneous nuclear ribonucleoprotein F 53.50
1177 CAPRIN1 cell cycle associated protein 1 53.50
1178 CHI3L1 chitinase 3 like 1 53.43
1179 LAMTOR4 late endosomal/lysosomal adaptor, MAPK and MTOR activator 4 53.39
1180 CETN3 centrin 3 53.26
1181 FAM96B family with sequence similarity 96 member B 53.20
1182 ARHGAP23 53.15
1183 CIB1 calcium and integrin binding 1 53.15
1184 ADIRF adipogenesis regulatory factor 53.13
1185 ZNF430 zinc finger protein 430 53.12
1186 GARS glycyl-tRNA synthetase 53.12
1187 STOML2 stomatin like 2 53.05
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Table S6: Ateles fusciceps Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Name FPKM

1188 NRBP1 nuclear receptor binding protein 1 53.04
1189 BET1L Bet1 golgi vesicular membrane trafficking protein like 53.04
1190 MAP1LC3A microtubule associated protein 1 light chain 3 alpha 53.04
1191 UCK2 uridine-cytidine kinase 2 53.02
1192 AAR2 AAR2 splicing factor homolog 53.02
1193 SLBP stem-loop binding protein 53.02
1194 KCNN4 potassium channel, calcium activated intermediate/small conductance sub-

family N alpha, member 4
52.96

1195 NAP1L1 nucleosome assembly protein 1-like 1 52.94
1196 SF3B6 splicing factor 3b subunit 6 52.88
1197 UBE2B ubiquitin conjugating enzyme E2B 52.86
1198 RNF167 ring finger protein 167 52.86
1199 HNRNPAB heterogeneous nuclear ribonucleoprotein A/B 52.82
1200 HMG20B high mobility group 20B 52.70
1201 HMGN3 high mobility group nucleosomal binding domain 3 52.70
1202 DCTN2 dynactin subunit 2 52.69
1203 SYNE2 spectrin repeat containing, nuclear envelope 2 52.69
1204 INF2 inverted formin, FH2 and WH2 domain containing 52.60
1205 COPG2 coatomer protein complex subunit gamma 2 52.51
1206 C1orf54 52.49
1207 EFEMP1 EGF containing fibulin-like extracellular matrix protein 1 52.45
1208 CDC37 cell division cycle 37 52.42
1209 RRAGA Ras-related GTP binding A 52.39
1210 EMP1 epithelial membrane protein 1 52.35
1211 APMAP adipocyte plasma membrane associated protein 52.32
1212 ARMCX3 armadillo repeat containing, X-linked 3 52.29
1213 MKRN1 makorin ring finger protein 1 52.27
1214 ZFAND6 zinc finger, AN1-type domain 6 52.24
1215 SHISA5 shisa family member 5 52.24
1216 YBX3 Y-box binding protein 3 52.24
1217 HYPK 52.23
1218 NOS3 nitric oxide synthase 3 52.18
1219 AKT1S1 AKT1 substrate 1 (proline rich) 52.08
1220 DFFA DNA fragmentation factor, 45kDa, alpha polypeptide 52.05
1221 RING1 52.05
1222 CD164 CD164 molecule, sialomucin 52.04
1223 AHSA1 AHA1, activator of heat shock 90kDa protein ATPase homolog 1 (yeast) 51.98
1224 CETN2 centrin 2 51.98
1225 FBLN5 fibulin 5 51.91
1226 IARS isoleucyl-tRNA synthetase 51.89
1227 ZNF823 zinc finger protein 823 51.77
1228 SLC22A25 solute carrier family 22 member 25 51.76
1229 VASP 51.74
1230 COPS5 COP9 signalosome subunit 5 51.67
1231 MAD2L2 MAD2 mitotic arrest deficient-like 2 (yeast) 51.62
1232 ZFAT zinc finger and AT-hook domain containing 51.61
1233 LRRC37A3 leucine-rich repeat containing 37 member A3 51.61
1234 CCM2L cerebral cavernous malformation 2-like 51.56
1235 SDHB succinate dehydrogenase complex subunit B, iron sulfur (Ip) 51.54
1236 PACSIN2 protein kinase C and casein kinase substrate in neurons 2 51.43
1237 RNASE6 ribonuclease, RNase A family, k6 51.41
1238 TIMM17A translocase of inner mitochondrial membrane 17 homolog A (yeast) 51.41
1239 NDUFA12 NADH:ubiquinone oxidoreductase subunit A12 51.41
1240 PSD3 pleckstrin and Sec7 domain containing 3 51.38
1241 RNF11 ring finger protein 11 51.30
1242 PCTP phosphatidylcholine transfer protein 51.28
1243 FAM104B family with sequence similarity 104 member B 51.28
1244 TGIF1 TGFB-induced factor homeobox 1 51.27
1245 UBE2M ubiquitin conjugating enzyme E2M 51.15
1246 ZNF410 zinc finger protein 410 51.10
1247 EPHB2 EPH receptor B2 51.07
1248 SLC39A8 solute carrier family 39 (zinc transporter), member 8 51.07
1249 BCR breakpoint cluster region 51.04
1250 CNN2 calponin 2 51.00
1251 HMGN4 high mobility group nucleosomal binding domain 4 50.91
1252 OGT O-linked N-acetylglucosamine (GlcNAc) transferase 50.88
1253 C20orf24 chromosome 20 open reading frame 24 50.84
1254 PGRMC2 progesterone receptor membrane component 2 50.84
1255 MRPL3 mitochondrial ribosomal protein L3 50.79
1256 LYZ lysozyme 50.79
1257 NUP93 nucleoporin 93kDa 50.73
1258 APLP2 amyloid beta (A4) precursor-like protein 2 50.69
1259 TGFB1 transforming growth factor beta 1 50.69
1260 S100A9 S100 calcium binding protein A9 50.66
1261 NFE2L2 nuclear factor, erythroid 2 like 2 50.64
1262 C9orf3 chromosome 9 open reading frame 3 50.55
1263 KLHDC3 kelch domain containing 3 50.41
1264 KHDRBS1 KH domain containing, RNA binding, signal transduction associated 1 50.35
1265 COL18A1 collagen, type XVIII, alpha 1 50.33
1266 AHCY adenosylhomocysteinase 50.24
1267 PKP3 plakophilin 3 50.24
1268 MCTS1 malignant T-cell amplified sequence 1 50.19
1269 RASIP1 Ras interacting protein 1 50.17
1270 NDUFB6 NADH:ubiquinone oxidoreductase subunit B6 50.15
1271 EIF5 eukaryotic translation initiation factor 5 50.15
1272 NID1 nidogen 1 50.12
1273 EFNA1 ephrin-A1 50.00
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Table S6: Ateles fusciceps Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Name FPKM
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3.3 Homo sapiens Placental Gene Expression

Table S7: Homo sapiens Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Name FPKM

1 CSH1 chorionic somatomammotropin hormone 1 (placental lactogen) 72129.03
2 CSH2 chorionic somatomammotropin hormone 2 44756.23
3 MT-ATP8 mitochondrially encoded ATP synthase 8 32912.05
4 MT-ND3 mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 3 19408.14
5 TFPI2 tissue factor pathway inhibitor 2 10477.27
6 MT-CO2 mitochondrially encoded cytochrome c oxidase II 9338.13
7 MT-ND4L mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 4L 8315.94
8 MT-ATP6 mitochondrially encoded ATP synthase 6 8251.42
9 MT-ND4 mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 4 7062.45
10 CGA glycoprotein hormones, alpha polypeptide 6646.02
11 CSHL1 chorionic somatomammotropin hormone-like 1 6526.88
12 MT-CO3 mitochondrially encoded cytochrome c oxidase III 6332.35
13 MT-CO1 mitochondrially encoded cytochrome c oxidase I 5655.40
14 MT-ND2 mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 2 5443.72
15 MT-ND1 mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 1 5194.14
16 MT-ND6 mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 6 5130.56
17 PSG1 pregnancy specific beta-1-glycoprotein 1 4872.50
18 H19 H19, imprinted maternally expressed transcript (non-protein coding) 4827.48
19 CYP19A1 cytochrome P450 family 19 subfamily A member 1 4618.55
20 MT-CYB mitochondrially encoded cytochrome b 4582.98
21 MT-RNR2 mitochondrially encoded 16S RNA 4241.72
22 PSG4 pregnancy specific beta-1-glycoprotein 4 3993.96
23 AC026803.1 3807.91
24 MTATP6P1 mitochondrially encoded ATP synthase 6 pseudogene 1 3513.75
25 MALAT1 metastasis associated lung adenocarcinoma transcript 1 (non-protein coding) 3210.10
26 PSG2 pregnancy specific beta-1-glycoprotein 2 3139.72
27 AC004556.2 3110.29
28 H19_3 3075.67
29 PSG3 pregnancy specific beta-1-glycoprotein 3 2976.94
30 MTND1P23 mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 1

pseudogene 23
2792.70

31 TPT1 tumor protein, translationally-controlled 1 2630.23
32 MT-ND5 mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 5 2478.72
33 S100P S100 calcium binding protein P 2424.24
34 ADAM12 ADAM metallopeptidase domain 12 2386.64
35 PSG9 pregnancy specific beta-1-glycoprotein 9 2321.06
36 PSG5 pregnancy specific beta-1-glycoprotein 5 2156.18
37 HBA2 hemoglobin subunit alpha 2 1797.55
38 HBB hemoglobin subunit beta 1719.47
39 HBA1 hemoglobin subunit alpha 1 1719.20
40 PSG6 pregnancy specific beta-1-glycoprotein 6 1704.68
41 PSG11 pregnancy specific beta-1-glycoprotein 11 1679.01
42 KISS1 KiSS-1 metastasis-suppressor 1626.47
43 EIF4G2 eukaryotic translation initiation factor 4 gamma, 2 1609.59
44 RP5-857K21.6 1555.60
45 GH2 growth hormone 2 1545.89
46 NEAT1 nuclear paraspeckle assembly transcript 1 (non-protein coding) 1495.73
47 HBG2 hemoglobin subunit gamma 2 1467.77
48 RPL37 ribosomal protein L37 1446.84
49 MTND2P28 mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 2

pseudogene 28
1367.17

50 EEF1A1 eukaryotic translation elongation factor 1 alpha 1 1358.47
51 RPS29 ribosomal protein S29 1338.31
52 FBLN1 fibulin 1 1333.94
53 RP5-857K21.11 1270.50
54 RP11-40C6.2 1162.72
55 B2M beta-2-microglobulin 1093.89
56 MT-RNR1 mitochondrially encoded 12S RNA 1091.78
57 SAT1 spermidine/spermine N1-acetyltransferase 1 1068.23
58 EEF2 eukaryotic translation elongation factor 2 1065.35
59 PAPPA-AS1 PAPPA antisense RNA 1 1052.46
60 ACTB actin, beta 1041.00
61 PSMB1 proteasome subunit beta 1 1035.55
62 ITM2B integral membrane protein 2B 1004.57
63 PAPPA pregnancy-associated plasma protein A, pappalysin 1 994.05
64 P4HB prolyl 4-hydroxylase, beta polypeptide 949.27
65 RP11-761N21.2 933.83
66 IGF2 insulin like growth factor 2 931.10
67 RP11-323N12.5 869.04
68 CD59 CD59 molecule, complement regulatory protein 867.22
69 NEAT1_3 844.12
70 PAGE4 PAGE family member 4 811.57
71 CD63 CD63 molecule 803.82
72 RP11-175B9.3 802.96
73 SPP1 secreted phosphoprotein 1 799.16
74 HSD3B1 hydroxy-delta-5-steroid dehydrogenase, 3 beta- and steroid delta-isomerase 1 796.34
75 ANXA1 annexin A1 795.14
76 AC132217.4 779.49
77 RPL14 ribosomal protein L14 772.75
78 RPL31 ribosomal protein L31 766.88
79 RPS8 ribosomal protein S8 747.26
80 RPL37A ribosomal protein L37a 736.79
81 PSG8 pregnancy specific beta-1-glycoprotein 8 705.47
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Table S7: Homo sapiens Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Name FPKM

82 GDF15 growth differentiation factor 15 687.75
83 GNB2L1 guanine nucleotide binding protein (G protein), beta polypeptide 2-like 1 681.74
84 PSG7 pregnancy specific beta-1-glycoprotein 7 (gene/pseudogene) 673.18
85 AC006483.1 663.70
86 RPS24 ribosomal protein S24 662.68
87 S100A11 S100 calcium binding protein A11 660.15
88 RPS23P8 ribosomal protein S23 pseudogene 8 656.37
89 HSP90B1 heat shock protein 90kDa beta family member 1 650.88
90 EEF1A1P5 eukaryotic translation elongation factor 1 alpha 1 pseudogene 5 647.74
91 ALPP alkaline phosphatase, placental 645.17
92 RP5-857K21.7 630.48
93 PEG10 paternally expressed 10 629.32
94 RPL30 ribosomal protein L30 626.50
95 PLAC4 placenta specific 4 625.12
96 CALM1 calmodulin 1 (phosphorylase kinase, delta) 623.53
97 RPL23 ribosomal protein L23 622.99
98 RPL27A ribosomal protein L27a 618.62
99 RPS20 ribosomal protein S20 600.28
100 EPAS1 endothelial PAS domain protein 1 599.42
101 HTRA1 HtrA serine peptidase 1 594.02
102 GPC3 glypican 3 587.19
103 UBB ubiquitin B 583.17
104 RPLP2 ribosomal protein, large, P2 579.51
105 RPL4 ribosomal protein L4 573.60
106 RPLP1 ribosomal protein, large, P1 568.78
107 RPS11 ribosomal protein S11 557.09
108 GH1 growth hormone 1 556.14
109 RPL34 ribosomal protein L34 552.14
110 LAPTM4A lysosomal protein transmembrane 4 alpha 552.04
111 HSPB1 heat shock protein family B (small) member 1 548.59
112 RPS3 ribosomal protein S3 548.04
113 FN1 fibronectin 1 546.84
114 FTL ferritin, light polypeptide 543.83
115 ACADVL acyl-CoA dehydrogenase, very long chain 541.26
116 RPL11 ribosomal protein L11 541.12
117 RPS6 ribosomal protein S6 540.10
118 SLC2A1 solute carrier family 2 (facilitated glucose transporter), member 1 531.62
119 AC016739.2 524.68
120 DCN decorin 512.60
121 RPL26 ribosomal protein L26 503.22
122 RPL41 ribosomal protein L41 501.68
123 RPL38 ribosomal protein L38 500.18
124 HOPX HOP homeobox 496.17
125 SCIN scinderin 492.52
126 TFPI tissue factor pathway inhibitor 488.05
127 DAB2 Dab, mitogen-responsive phosphoprotein, homolog 2 (Drosophila) 487.18
128 RPL27 ribosomal protein L27 484.58
129 EEF1A1P6 eukaryotic translation elongation factor 1 alpha 1 pseudogene 6 484.27
130 LGALS14 lectin, galactoside-binding, soluble, 14 476.63
131 EBI3 Epstein-Barr virus induced 3 470.62
132 RP11-478C6.4 469.29
133 AES amino-terminal enhancer of split 468.70
134 SPARC secreted protein, acidic, cysteine-rich (osteonectin) 468.20
135 TGM2 transglutaminase 2 467.24
136 MYL6 myosin light chain 6 462.78
137 RP11-466H18.1 456.10
138 RPL35A ribosomal protein L35a 452.49
139 TMSB4XP6 thymosin beta 4, X-linked pseudogene 6 452.04
140 CRYAB crystallin alpha B 451.31
141 MIR622 microRNA 622 449.57
142 TIMP2 TIMP metallopeptidase inhibitor 2 449.39
143 UBC ubiquitin C 447.28
144 GRN granulin 445.26
145 RPS15A ribosomal protein S15a 445.00
146 CRH corticotropin releasing hormone 443.06
147 CALR calreticulin 428.53
148 RPS13 ribosomal protein S13 427.83
149 CSF3R colony stimulating factor 3 receptor 427.30
150 AC021066.1 424.38
151 RPL10 ribosomal protein L10 423.85
152 BACE2-IT1 BACE2 intronic transcript 1 423.41
153 TMSB4X thymosin beta 4, X-linked 421.52
154 NACA nascent polypeptide-associated complex alpha subunit 420.04
155 TMSB10 thymosin beta 10 417.21
156 RPL13AP5 ribosomal protein L13a pseudogene 5 416.93
157 RPS23 ribosomal protein S23 413.73
158 AL354933.1 410.09
159 RPL24P4 ribosomal protein L24 pseudogene 4 406.90
160 RBM39 RNA binding motif protein 39 405.34
161 SRSF5 serine/arginine-rich splicing factor 5 405.24
162 UBA52 ubiquitin A-52 residue ribosomal protein fusion product 1 403.40
163 ATP5B ATP synthase, H+ transporting, mitochondrial F1 complex, beta polypeptide 397.62
164 RPS21 ribosomal protein S21 397.40
165 SDC1 syndecan 1 397.31
166 RPS16 ribosomal protein S16 396.37
167 HSPA8 heat shock protein family A (Hsp70) member 8 395.07
168 RPL8 ribosomal protein L8 388.68
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Table S7: Homo sapiens Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Name FPKM

169 HNRNPH1 heterogeneous nuclear ribonucleoprotein H1 (H) 380.40
170 RHOBTB3 Rho-related BTB domain containing 3 377.20
171 7SK 376.59
172 RPL39P3 ribosomal protein L39 pseudogene 3 375.20
173 HPGD hydroxyprostaglandin dehydrogenase 15-(NAD) 372.64
174 RPS12 ribosomal protein S12 367.48
175 ERVW-1 endogenous retrovirus group W, member 1 366.43
176 RPN2 ribophorin II 364.52
177 HDLBP high density lipoprotein binding protein 362.69
178 HEXB hexosaminidase B (beta polypeptide) 361.83
179 PTMA prothymosin, alpha 360.56
180 HMGB3 high mobility group box 3 360.34
181 MIR3655 microRNA 3655 360.33
182 RPL3P4 ribosomal protein L3 pseudogene 4 354.98
183 PDCD4 programmed cell death 4 (neoplastic transformation inhibitor) 354.05
184 AC104389.2 353.20
185 CANX calnexin 351.46
186 MEG3 maternally expressed 3 (non-protein coding) 350.52
187 TMSB4XP1 thymosin beta 4, X-linked pseudogene 1 349.95
188 RPL32 ribosomal protein L32 348.58
189 ANXA5 annexin A5 345.26
190 SERPINB2 serpin peptidase inhibitor, clade B (ovalbumin), member 2 345.08
191 TMEM59 transmembrane protein 59 344.45
192 PABPC1 poly(A) binding protein, cytoplasmic 1 341.68
193 NMT1 N-myristoyltransferase 1 341.14
194 KRT18 keratin 18, type I 339.79
195 SLC44A2 solute carrier family 44 (choline transporter), member 2 339.46
196 HSD17B1 hydroxysteroid (17-beta) dehydrogenase 1 338.63
197 SEMA3B sema domain, immunoglobulin domain (Ig), short basic domain, secreted,

(semaphorin) 3B
335.95

198 ACTG1 actin gamma 1 335.91
199 IGFBP3 insulin like growth factor binding protein 3 335.05
200 RPL26P19 ribosomal protein L26 pseudogene 19 333.62
201 KRT8 keratin 8, type II 326.53
202 HNRNPA2B1 heterogeneous nuclear ribonucleoprotein A2/B1 325.90
203 RPL35 ribosomal protein L35 325.74
204 CH507-513H4.4 324.64
205 CH507-513H4.6 324.64
206 MBD2 methyl-CpG binding domain protein 2 324.50
207 CH507-513H4.3 324.44
208 SERF2 small EDRK-rich factor 2 323.73
209 COX7C cytochrome c oxidase subunit VIIc 323.50
210 RPL39 ribosomal protein L39 322.20
211 AC004453.8 319.37
212 RASA1 RAS p21 protein activator (GTPase activating protein) 1 318.48
213 GNAS GNAS complex locus 318.00
214 AC139149.1 316.18
215 CASP4 caspase 4 315.33
216 TFRC transferrin receptor 314.95
217 CAPN6 calpain 6 314.62
218 RPS27 ribosomal protein S27 312.69
219 RPLP0 ribosomal protein, large, P0 310.86
220 EIF3L eukaryotic translation initiation factor 3 subunit L 310.46
221 PPIB peptidylprolyl isomerase B (cyclophilin B) 309.55
222 UBE2Q2P6 ubiquitin conjugating enzyme E2Q family member 2 pseudogene 6 305.87
223 RPL28 ribosomal protein L28 305.12
224 ALDOA aldolase, fructose-bisphosphate A 304.93
225 RPL19 ribosomal protein L19 301.85
226 EZR ezrin 300.68
227 RPL18 ribosomal protein L18 300.63
228 PKIB protein kinase (cAMP-dependent, catalytic) inhibitor beta 297.52
229 PSAP prosaposin 296.20
230 RPS14 ribosomal protein S14 295.36
231 CD46 CD46 molecule, complement regulatory protein 295.09
232 IFI6 interferon, alpha-inducible protein 6 293.27
233 CRIM1 cysteine rich transmembrane BMP regulator 1 (chordin-like) 292.69
234 NUCB2 nucleobindin 2 289.29
235 ATRAID all-trans retinoic acid induced differentiation factor 288.50
236 GSTP1 glutathione S-transferase pi 1 285.84
237 FAU Finkel-Biskis-Reilly murine sarcoma virus (FBR-MuSV) ubiquitously ex-

pressed
285.35

238 EPS8L1 EPS8 like 1 285.23
239 RPL3 ribosomal protein L3 282.89
240 BPGM bisphosphoglycerate mutase 281.23
241 SKP1 S-phase kinase-associated protein 1 280.92
242 RPL5 ribosomal protein L5 278.45
243 TUSC3 tumor suppressor candidate 3 277.09
244 MTND6P4 mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 6

pseudogene 4
276.46

245 SQSTM1 sequestosome 1 274.92
246 PTMAP5 prothymosin, alpha pseudogene 5 273.64
247 RPS18 ribosomal protein S18 272.40
248 ANK3 ankyrin 3, node of Ranvier (ankyrin G) 270.60
249 ANXA11 annexin A11 270.25
250 RPL41P1 ribosomal protein L41 pseudogene 1 270.21
251 CYP11A1 cytochrome P450 family 11 subfamily A member 1 268.17
252 CD164 CD164 molecule, sialomucin 267.37
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Table S7: Homo sapiens Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Name FPKM

253 LCMT1-AS2 LCMT1 antisense RNA 2 267.04
254 COBLL1 cordon-bleu WH2 repeat protein like 1 266.17
255 RPL24 ribosomal protein L24 264.65
256 PDIA3 protein disulfide isomerase family A member 3 264.33
257 FTH1 ferritin, heavy polypeptide 1 263.77
258 RPL6 ribosomal protein L6 263.50
259 HNRNPC heterogeneous nuclear ribonucleoprotein C (C1/C2) 262.73
260 RPL34P18 ribosomal protein L34 pseudogene 18 261.71
261 ARPC2 actin related protein 2/3 complex subunit 2 260.56
262 BGN biglycan 259.45
263 MYL12A myosin light chain 12A 259.27
264 BSG basigin (Ok blood group) 257.09
265 EFHD1 EF-hand domain family member D1 255.74
266 GABARAP GABA(A) receptor-associated protein 254.94
267 TMBIM6 transmembrane BAX inhibitor motif containing 6 254.77
268 LUZP6 leucine zipper protein 6 254.75
269 CTSL cathepsin L 253.98
270 S100A6 S100 calcium binding protein A6 253.49
271 PGF placental growth factor 253.22
272 PFDN5 prefoldin subunit 5 252.85
273 CTA-276O3.4 252.61
274 OAZ1 ornithine decarboxylase antizyme 1 252.47
275 MFSD2A major facilitator superfamily domain containing 2A 251.54
276 VIM vimentin 249.86
277 CH507-513H4.5 248.88
278 MIR126 microRNA 126 248.83
279 RP11-475C16.1 248.63
280 RPS4X ribosomal protein S4, X-linked 246.12
281 RP11-641D5.1 245.91
282 RNASE1 ribonuclease, RNase A family, 1 (pancreatic) 245.88
283 DLK1 delta-like 1 homolog (Drosophila) 244.45
284 BTF3 basic transcription factor 3 242.81
285 RP11-3P17.5 242.46
286 FLT1 fms-related tyrosine kinase 1 242.43
287 ECH1 enoyl-CoA hydratase 1, peroxisomal 241.15
288 RAB7A RAB7A, member RAS oncogene family 239.69
289 GABRE gamma-aminobutyric acid (GABA) A receptor, epsilon 239.53
290 HSPB1P1 heat shock protein family B (small) member 1 pseudogene 1 238.98
291 MYL12B myosin light chain 12B 238.82
292 COX4I1 cytochrome c oxidase subunit IV isoform 1 237.67
293 LGMN legumain 237.60
294 LUM lumican 237.24
295 AC002075.4 232.69
296 RPL7 ribosomal protein L7 232.46
297 KRT7 keratin 7, type II 232.35
298 RPL41P5 ribosomal protein L41 pseudogene 5 231.87
299 RN7SL2 RNA, 7SL, cytoplasmic 2 230.67
300 RPS28P7 ribosomal protein S28 pseudogene 7 229.90
301 COX7CP1 cytochrome c oxidase subunit VIIc pseudogene 1 229.42
302 RP11-425L10.1 229.25
303 TPM4 tropomyosin 4 228.83
304 CTSB cathepsin B 228.12
305 RPL10A ribosomal protein L10a 228.05
306 BZW2 basic leucine zipper and W2 domains 2 226.13
307 SEPP1 selenoprotein P, plasma, 1 225.66
308 RPS19 ribosomal protein S19 225.40
309 S100A9 S100 calcium binding protein A9 224.92
310 HSP90AA1 heat shock protein 90kDa alpha family class A member 1 224.22
311 CTD-2031P19.4 224.01
312 RPS2 ribosomal protein S2 223.39
313 SPTLC1P2 serine palmitoyltransferase, long chain base subunit 1 pseudogene 2 223.14
314 ATP1B3 ATPase, Na+/K+ transporting, beta 3 polypeptide 222.56
315 PLAC1 placenta specific 1 221.75
316 H3F3B H3 histone, family 3B (H3.3B) 221.26
317 RP11-864N7.2 220.95
318 GABARAPL1 GABA(A) receptor-associated protein like 1 219.24
319 STT3B STT3B, subunit of the oligosaccharyltransferase complex (catalytic) 218.57
320 GLRX glutaredoxin 218.26
321 RP11-51O6.1 217.92
322 GAPDH glyceraldehyde-3-phosphate dehydrogenase 217.53
323 AC108933.1 217.48
324 EIF1 eukaryotic translation initiation factor 1 215.86
325 KRT19 keratin 19, type I 215.52
326 HNRNPA1 heterogeneous nuclear ribonucleoprotein A1 215.25
327 IFI30 interferon, gamma-inducible protein 30 213.71
328 SF3B1 splicing factor 3b subunit 1 212.79
329 HSPB8 heat shock protein family B (small) member 8 212.58
330 SLC3A2 solute carrier family 3 (amino acid transporter heavy chain), member 2 212.28
331 SRRM2 serine/arginine repetitive matrix 2 210.04
332 YWHAZ tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein,

zeta
209.32

333 HBG1 hemoglobin subunit gamma 1 209.01
334 PRDX1 peroxiredoxin 1 207.24
335 RPL23A ribosomal protein L23a 207.22
336 RBMS1 RNA binding motif, single stranded interacting protein 1 206.84
337 AP000936.1 206.14
338 EIF3E eukaryotic translation initiation factor 3 subunit E 204.68
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Table S7: Homo sapiens Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Name FPKM

339 RAB11A RAB11A, member RAS oncogene family 204.01
340 RPL13 ribosomal protein L13 203.31
341 PTP4A1 protein tyrosine phosphatase type IVA, member 1 203.25
342 MAN1C1 mannosidase, alpha, class 1C, member 1 203.25
343 RP11-229E13.4 202.83
344 SNAP23 synaptosome associated protein 23kDa 202.79
345 DDX5 DEAD (Asp-Glu-Ala-Asp) box helicase 5 202.29
346 ADM adrenomedullin 201.06
347 RHOBTB1 Rho-related BTB domain containing 1 200.60
348 TMSB10P1 thymosin beta 10 pseudogene 1 199.77
349 DYNLRB1 dynein, light chain, roadblock-type 1 198.81
350 COL3A1 collagen, type III, alpha 1 198.80
351 TMSB4XP8 thymosin beta 4, X-linked pseudogene 8 198.68
352 LAMB2 laminin subunit beta 2 197.99
353 RPL12 ribosomal protein L12 197.59
354 COX7A2 cytochrome c oxidase subunit VIIa polypeptide 2 (liver) 197.53
355 RPL37P23 ribosomal protein L37 pseudogene 23 197.29
356 ANXA2 annexin A2 196.36
357 SVEP1 sushi, von Willebrand factor type A, EGF and pentraxin domain containing 1 196.12
358 RPL18AP3 ribosomal protein L18a pseudogene 3 196.00
359 AOC1 amine oxidase, copper containing 1 195.55
360 COX6C cytochrome c oxidase subunit VIc 195.28
361 DYNLL1 dynein, light chain, LC8-type 1 194.60
362 UBE2B ubiquitin conjugating enzyme E2B 194.24
363 CALD1 caldesmon 1 193.68
364 IFITM3 interferon induced transmembrane protein 3 193.39
365 VGLL3 vestigial like family member 3 192.70
366 RPL9 ribosomal protein L9 192.32
367 EIF4A1 eukaryotic translation initiation factor 4A1 192.00
368 PCBP2 poly(rC) binding protein 2 191.97
369 HNRNPK heterogeneous nuclear ribonucleoprotein K 191.67
370 AP2M1 adaptor-related protein complex 2, mu 1 subunit 190.94
371 RP11-543P15.1 190.37
372 C14orf2 chromosome 14 open reading frame 2 190.08
373 RN7SK RNA, 7SK small nuclear 190.02
374 ADAMTSL4 ADAMTS like 4 189.30
375 ERVH48-1 endogenous retrovirus group 48, member 1 189.20
376 DDB1 damage-specific DNA binding protein 1 188.55
377 UQCRB ubiquinol-cytochrome c reductase binding protein 188.49
378 PRG2 proteoglycan 2, bone marrow (natural killer cell activator, eosinophil granule

major basic protein)
188.17

379 RPS25 ribosomal protein S25 187.99
380 RPL36 ribosomal protein L36 187.80
381 EIF4A2 eukaryotic translation initiation factor 4A2 187.71
382 RP11-234A1.1 187.62
383 TRIM28 tripartite motif containing 28 186.60
384 TIMP3 TIMP metallopeptidase inhibitor 3 186.10
385 LUC7L3 LUC7-like 3 pre-mRNA splicing factor 185.43
386 IQGAP1 IQ motif containing GTPase activating protein 1 185.30
387 PAPPA2 pappalysin 2 184.41
388 BMP1 bone morphogenetic protein 1 183.21
389 ATP5L ATP synthase, H+ transporting, mitochondrial Fo complex subunit G 183.03
390 RPL15 ribosomal protein L15 182.93
391 RHOA ras homolog family member A 182.80
392 UQCRQ ubiquinol-cytochrome c reductase complex III subunit VII 182.63
393 MFAP5 microfibrillar associated protein 5 182.63
394 LINC00967 long intergenic non-protein coding RNA 967 182.12
395 RPL23AP42 ribosomal protein L23a pseudogene 42 181.62
396 MTATP8P1 mitochondrially encoded ATP synthase 8 pseudogene 1 181.49
397 RPL6P27 ribosomal protein L6 pseudogene 27 181.35
398 XAGE3 X antigen family member 3 181.05
399 VGLL1 vestigial like family member 1 180.92
400 RPL13A ribosomal protein L13a 180.11
401 RPS3A ribosomal protein S3A 179.71
402 TOMM7 translocase of outer mitochondrial membrane 7 homolog (yeast) 178.44
403 DNAJB11 DnaJ heat shock protein family (Hsp40) member B11 177.87
404 TCL6 T-cell leukemia/lymphoma 6 (non-protein coding) 177.86
405 RPL9P7 ribosomal protein L9 pseudogene 7 177.74
406 RPL7P9 ribosomal protein L7 pseudogene 9 177.37
407 HNRNPD heterogeneous nuclear ribonucleoprotein D 177.22
408 ARF1 ADP ribosylation factor 1 176.47
409 SPINT2 serine peptidase inhibitor, Kunitz type, 2 175.57
410 TPPP3 tubulin polymerization-promoting protein family member 3 174.30
411 GPNMB glycoprotein (transmembrane) nmb 173.54
412 SPINT1 serine peptidase inhibitor, Kunitz type 1 173.32
413 RPS27A ribosomal protein S27a 172.81
414 MAN1A2 mannosidase, alpha, class 1A, member 2 172.67
415 MUC15 mucin 15, cell surface associated 172.67
416 CD200 CD200 molecule 172.18
417 PSMA3 proteasome subunit alpha 3 172.05
418 ATP5J2 ATP synthase, H+ transporting, mitochondrial Fo complex subunit F2 171.90
419 TALDO1 transaldolase 1 171.15
420 CALM2 calmodulin 2 (phosphorylase kinase, delta) 170.96
421 SPTLC3 serine palmitoyltransferase, long chain base subunit 3 170.68
422 RNF10 ring finger protein 10 170.66
423 ITGB1 integrin beta 1 170.38
424 PTTG1IP pituitary tumor-transforming 1 interacting protein 170.36
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Table S7: Homo sapiens Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Name FPKM

425 RN7SL1 RNA, 7SL, cytoplasmic 1 170.15
426 NCL nucleolin 168.86
427 RP11-386G11.10 168.86
428 RPS7 ribosomal protein S7 168.71
429 CD55 CD55 molecule, decay accelerating factor for complement (Cromer blood

group)
168.68

430 TMED10 transmembrane p24 trafficking protein 10 168.39
431 SOD1 superoxide dismutase 1, soluble 168.39
432 ATF4 activating transcription factor 4 168.00
433 CFL1 cofilin 1 (non-muscle) 167.69
434 TPT1P9 tumor protein, translationally-controlled 1 pseudogene 9 167.47
435 PICALM phosphatidylinositol binding clathrin assembly protein 167.47
436 PPAP2B 167.34
437 A2M alpha-2-macroglobulin 166.89
438 CTD-2287O16.1 166.68
439 AC016700.6 166.48
440 PHLDB2 pleckstrin homology-like domain, family B, member 2 166.06
441 GLUL glutamate-ammonia ligase 165.94
442 RPL7P1 ribosomal protein L7 pseudogene 1 165.34
443 ATP6V0E1 ATPase, H+ transporting, lysosomal 9kDa, V0 subunit e1 164.79
444 RP11-452N17.1 164.44
445 PLIN2 perilipin 2 164.13
446 COX6A1 cytochrome c oxidase subunit VIa polypeptide 1 164.11
447 AC007969.5 163.94
448 PECAM1 platelet/endothelial cell adhesion molecule 1 163.93
449 SUB1 SUB1 homolog, transcriptional regulator 163.69
450 SAP18 Sin3A associated protein 18kDa 163.46
451 SERPINF1 serpin peptidase inhibitor, clade F (alpha-2 antiplasmin, pigment epithelium

derived factor), member 1
163.28

452 FBN2 fibrillin 2 162.63
453 SERPINE2 serpin peptidase inhibitor, clade E (nexin, plasminogen activator inhibitor type

1), member 2
162.07

454 SLIRP SRA stem-loop interacting RNA binding protein 161.99
455 FABP4 fatty acid binding protein 4, adipocyte 160.67
456 TECRP1 trans-2,3-enoyl-CoA reductase pseudogene 1 159.13
457 FUS FUS RNA binding protein 159.02
458 GLTSCR2 glioma tumor suppressor candidate region gene 2 158.83
459 C7 complement component 7 158.68
460 SON SON DNA binding protein 158.44
461 PTPN12 protein tyrosine phosphatase, non-receptor type 12 158.28
462 RPS5 ribosomal protein S5 158.28
463 PRKCZ protein kinase C, zeta 157.83
464 DSTN destrin (actin depolymerizing factor) 157.72
465 FOS FBJ murine osteosarcoma viral oncogene homolog 156.95
466 LDHB lactate dehydrogenase B 156.58
467 HSD17B4 hydroxysteroid (17-beta) dehydrogenase 4 156.47
468 UCK2 uridine-cytidine kinase 2 156.22
469 SFPQ splicing factor proline/glutamine-rich 156.07
470 C10orf54 chromosome 10 open reading frame 54 155.38
471 PSME2 proteasome activator subunit 2 154.36
472 PSG10P pregnancy specific beta-1-glycoprotein 10, pseudogene 154.09
473 EEF1A1P13 eukaryotic translation elongation factor 1 alpha 1 pseudogene 13 153.88
474 XAGE2 X antigen family member 2 153.30
475 TBC1D1 TBC1 domain family member 1 152.83
476 CSDE1 cold shock domain containing E1, RNA binding 152.70
477 PRDX6 peroxiredoxin 6 152.70
478 AC018738.2 151.69
479 AC107983.4 151.69
480 S100A10 S100 calcium binding protein A10 151.21
481 FSTL1 follistatin like 1 150.81
482 YWHAE tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein,

epsilon
150.81

483 RPS17 ribosomal protein S17 150.05
484 PGRMC2 progesterone receptor membrane component 2 149.75
485 CTB-63M22.1 149.55
486 HSPA9 heat shock protein family A (Hsp70) member 9 149.34
487 TPI1 triosephosphate isomerase 1 149.05
488 TMEM2 transmembrane protein 2 148.62
489 TARDBP TAR DNA binding protein 148.25
490 NEAT1_2 148.06
491 SRP14 signal recognition particle 14kDa 147.35
492 ARGLU1 arginine and glutamate rich 1 146.97
493 LMNA lamin A/C 146.89
494 HSPA5 heat shock protein family A (Hsp70) member 5 145.06
495 TCF25 transcription factor 25 (basic helix-loop-helix) 144.83
496 HNRNPDL heterogeneous nuclear ribonucleoprotein D like 144.00
497 RPL14P1 ribosomal protein L14 pseudogene 1 143.67
498 ANXA2P2 annexin A2 pseudogene 2 143.20
499 SEC31A SEC31 homolog A, COPII coat complex component 143.13
500 ST3GAL4 ST3 beta-galactoside alpha-2,3-sialyltransferase 4 143.07
501 FAM129B family with sequence similarity 129 member B 142.91
502 DDX17 DEAD (Asp-Glu-Ala-Asp) box helicase 17 142.73
503 AZIN1 antizyme inhibitor 1 142.62
504 ANXA6 annexin A6 142.55
505 CALU calumenin 142.09
506 VAMP8 vesicle associated membrane protein 8 141.99
507 RPS3AP6 ribosomal protein S3A pseudogene 6 141.86
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Table S7: Homo sapiens Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Name FPKM

508 MEST mesoderm specific transcript 141.27
509 ARHGAP17 Rho GTPase activating protein 17 140.91
510 CCNL1 cyclin L1 140.84
511 SLC38A2 solute carrier family 38 member 2 140.69
512 C11orf58 chromosome 11 open reading frame 58 140.51
513 CLIC3 chloride intracellular channel 3 140.27
514 NPM1 nucleophosmin (nucleolar phosphoprotein B23, numatrin) 139.99
515 JUND jun D proto-oncogene 139.97
516 CLTC clathrin, heavy chain (Hc) 139.86
517 IFITM2 interferon induced transmembrane protein 2 139.78
518 RPL17 ribosomal protein L17 139.75
519 CTD-2192J16.15 139.14
520 EGFR epidermal growth factor receptor 139.13
521 ITGB1P1 integrin beta 1 pseudogene 1 138.38
522 SEC62 SEC62 homolog, preprotein translocation factor 137.96
523 ASAH1 N-acylsphingosine amidohydrolase (acid ceramidase) 1 137.83
524 EEF1G eukaryotic translation elongation factor 1 gamma 136.90
525 MIR503HG MIR503 host gene 136.36
526 CTNNA1 catenin alpha 1 136.32
527 ATP6V1G1 ATPase, H+ transporting, lysosomal 13kDa, V1 subunit G1 136.06
528 TBX3 T-box 3 136.03
529 ARF4 ADP ribosylation factor 4 135.81
530 PDIA3P1 protein disulfide isomerase family A member 3 pseudogene 1 135.68
531 PEG3 paternally expressed 3 135.63
532 PFN1 profilin 1 135.57
533 ATP6V0C ATPase, H+ transporting, lysosomal 16kDa, V0 subunit c 135.54
534 UBE2A ubiquitin conjugating enzyme E2A 135.37
535 ACTA2 actin, alpha 2, smooth muscle, aorta 135.13
536 ORMDL3 ORMDL sphingolipid biosynthesis regulator 3 135.08
537 CLTA clathrin, light chain A 135.05
538 MORF4L2 mortality factor 4 like 2 134.60
539 ERGIC3 ERGIC and golgi 3 134.38
540 RPS28 ribosomal protein S28 134.36
541 MIR3614 microRNA 3614 134.27
542 CD36 CD36 molecule (thrombospondin receptor) 133.97
543 APP amyloid beta (A4) precursor protein 133.95
544 RCN1 reticulocalbin 1 133.76
545 ESAM endothelial cell adhesion molecule 133.36
546 MORF4L1P1 mortality factor 4 like 1 pseudogene 1 133.24
547 PABPN1 poly(A) binding protein, nuclear 1 132.79
548 RNASEK ribonuclease, RNase K 132.71
549 PSMA1 proteasome subunit alpha 1 132.42
550 UBL5 ubiquitin like 5 132.34
551 RP4-706A16.3 131.94
552 COX6B1 cytochrome c oxidase subunit VIb polypeptide 1 (ubiquitous) 131.78
553 TFAP2A transcription factor AP-2 alpha (activating enhancer binding protein 2 alpha) 131.58
554 RP11-572P18.1 131.49
555 BCAR4 breast cancer anti-estrogen resistance 4 (non-protein coding) 130.99
556 RPS15 ribosomal protein S15 130.74
557 SRSF11 serine/arginine-rich splicing factor 11 130.34
558 HM13 histocompatibility (minor) 13 130.27
559 UBE2D3 ubiquitin conjugating enzyme E2D 3 130.13
560 ITGA5 integrin alpha 5 130.10
561 ITGB4 integrin beta 4 130.09
562 CD74 CD74 molecule, major histocompatibility complex, class II invariant chain 130.04
563 NCSTN nicastrin 129.95
564 ATP5C1 ATP synthase, H+ transporting, mitochondrial F1 complex, gamma polypep-

tide 1
129.42

565 ARPC5 actin related protein 2/3 complex subunit 5 129.31
566 DAD1 defender against cell death 1 128.61
567 RPL15P3 ribosomal protein L15 pseudogene 3 128.50
568 PTBP1 polypyrimidine tract binding protein 1 128.33
569 SLC39A8 solute carrier family 39 (zinc transporter), member 8 128.03
570 FURIN furin (paired basic amino acid cleaving enzyme) 127.87
571 COX6A1P2 cytochrome c oxidase subunit VIa polypeptide 1 pseudogene 2 127.76
572 RPL23AP65 ribosomal protein L23a pseudogene 65 127.74
573 RP5-940J5.9 127.67
574 CIRBP cold inducible RNA binding protein 127.58
575 TRA2B transformer 2 beta homolog (Drosophila) 127.51
576 PVRL3 poliovirus receptor-related 3 126.89
577 RAB1A RAB1A, member RAS oncogene family 126.83
578 SDCBP syndecan binding protein 126.66
579 TECR trans-2,3-enoyl-CoA reductase 126.54
580 ANXA4 annexin A4 126.05
581 MAFF v-maf avian musculoaponeurotic fibrosarcoma oncogene homolog F 125.97
582 AL162151.3 125.88
583 ERV3-1 endogenous retrovirus group 3, member 1 125.79
584 CTC-575D19.1 125.63
585 KATNBL1 katanin p80 subunit B-like 1 125.62
586 CAPNS1 calpain, small subunit 1 125.54
587 SIAH1 siah E3 ubiquitin protein ligase 1 125.53
588 RP11-433J22.2 125.44
589 STAT5B signal transducer and activator of transcription 5B 125.12
590 PRPF40A pre-mRNA processing factor 40 homolog A 125.03
591 STT3A STT3A, subunit of the oligosaccharyltransferase complex (catalytic) 124.80
592 POR P450 (cytochrome) oxidoreductase 124.64
593 TUG1_1 124.59
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Table S7: Homo sapiens Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Name FPKM

594 NPC2 Niemann-Pick disease, type C2 124.23
595 UGP2 UDP-glucose pyrophosphorylase 2 123.97
596 RP11-20O24.4 123.90
597 NUCKS1 nuclear casein kinase and cyclin-dependent kinase substrate 1 123.90
598 RN7SL4P RNA, 7SL, cytoplasmic 4, pseudogene 123.78
599 RPSA ribosomal protein SA 123.61
600 RP3-417G15.1 123.59
601 RPS3AP26 ribosomal protein S3a pseudogene 26 123.50
602 RPS7P1 ribosomal protein S7 pseudogene 1 123.41
603 WSB1 WD repeat and SOCS box containing 1 123.40
604 CAV1 caveolin 1 123.38
605 PTP4A2 protein tyrosine phosphatase type IVA, member 2 123.30
606 TAGLN2 transgelin 2 123.27
607 CLIP1 CAP-Gly domain containing linker protein 1 123.18
608 FBXO9 F-box protein 9 122.83
609 SARAF store-operated calcium entry-associated regulatory factor 122.71
610 ACTN4 actinin, alpha 4 122.69
611 RPS15AP38 ribosomal protein S15a pseudogene 38 122.63
612 PTMAP2 prothymosin, alpha pseudogene 2 122.37
613 FTH1P2 ferritin, heavy polypeptide 1 pseudogene 2 122.37
614 INHBA inhibin beta A 122.35
615 DNAJB9 DnaJ heat shock protein family (Hsp40) member B9 121.65
616 DDOST dolichyl-diphosphooligosaccharide–protein glycosyltransferase subunit (non-

catalytic)
121.48

617 SLC25A3 solute carrier family 25 (mitochondrial carrier; phosphate carrier), member 3 121.47
618 TRIM25 tripartite motif containing 25 121.20
619 MDM2 MDM2 proto-oncogene, E3 ubiquitin protein ligase 121.12
620 RAN RAN, member RAS oncogene family 120.91
621 STOM stomatin 120.54
622 SRSF1 serine/arginine-rich splicing factor 1 120.33
623 TCEB2 transcription elongation factor B (SIII), polypeptide 2 (18kDa, elongin B) 120.32
624 CSRP1 cysteine and glycine rich protein 1 120.23
625 COPE coatomer protein complex subunit epsilon 119.87
626 RAB2A RAB2A, member RAS oncogene family 119.76
627 RPL29 ribosomal protein L29 119.67
628 AP003041.1 119.65
629 PDCD6IP programmed cell death 6 interacting protein 119.59
630 RBBP6 retinoblastoma binding protein 6 119.59
631 ATP5J ATP synthase, H+ transporting, mitochondrial Fo complex subunit F6 119.47
632 AC084854.1 119.27
633 CDKN1C cyclin-dependent kinase inhibitor 1C (p57, Kip2) 119.14
634 SEPT2 septin 2 119.07
635 EDF1 endothelial differentiation-related factor 1 119.04
636 PABPC4 poly(A) binding protein, cytoplasmic 4 (inducible form) 118.90
637 SSR4 signal sequence receptor, delta 118.54
638 MAOA monoamine oxidase A 118.16
639 WARS tryptophanyl-tRNA synthetase 118.12
640 COX17P1 COX17, cytochrome c oxidase copper chaperone pseudogene 1 117.94
641 TINAGL1 tubulointerstitial nephritis antigen-like 1 117.91
642 RTN4 reticulon 4 117.89
643 MIR675 microRNA 675 117.84
644 THOC7 THO complex 7 117.53
645 SRSF2 serine/arginine-rich splicing factor 2 117.34
646 HIST1H1C histone cluster 1, H1c 117.25
647 HSD11B2 hydroxysteroid (11-beta) dehydrogenase 2 117.19
648 AHR aryl hydrocarbon receptor 117.17
649 MTND4P12 mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 4

pseudogene 12
116.76

650 XPO1 exportin 1 116.56
651 AC034236.2 116.40
652 RGCC regulator of cell cycle 116.36
653 TM9SF3 transmembrane 9 superfamily member 3 116.28
654 MATR3 116.26
655 RBBP7 retinoblastoma binding protein 7 116.10
656 PAM peptidylglycine alpha-amidating monooxygenase 115.84
657 CTC-242N15.1 115.69
658 HNRNPU heterogeneous nuclear ribonucleoprotein U (scaffold attachment factor A) 115.65
659 TBCA tubulin folding cofactor A 115.64
660 SLC40A1 solute carrier family 40 (iron-regulated transporter), member 1 115.52
661 EIF5 eukaryotic translation initiation factor 5 115.47
662 FKBP2 FK506 binding protein 2 115.27
663 ERH enhancer of rudimentary homolog (Drosophila) 115.22
664 DUSP1 dual specificity phosphatase 1 115.18
665 HSP90AB1 heat shock protein 90kDa alpha family class B member 1 115.12
666 RP13-258O15.1 114.99
667 ERGIC2 ERGIC and golgi 2 114.62
668 ARL6IP5 ADP ribosylation factor like GTPase 6 interacting protein 5 114.57
669 CTDSP1 CTD small phosphatase 1 114.52
670 KDELR2 KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein retention receptor

2
114.40

671 NDUFA13 NADH:ubiquinone oxidoreductase subunit A13 113.57
672 LDHA lactate dehydrogenase A 113.55
673 GM2A GM2 ganglioside activator 113.20
674 EFEMP1 EGF containing fibulin-like extracellular matrix protein 1 113.20
675 AHSA1 AHA1, activator of heat shock 90kDa protein ATPase homolog 1 (yeast) 112.93
676 SLAIN2 SLAIN motif family member 2 112.83
677 SHFM1 split hand/foot malformation (ectrodactyly) type 1 112.73
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Table S7: Homo sapiens Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Name FPKM

678 LTBP3 latent transforming growth factor beta binding protein 3 112.72
679 CLK1 CDC like kinase 1 112.44
680 MMP11 matrix metallopeptidase 11 112.40
681 FKBP1A FK506 binding protein 1A 112.36
682 PPP1CB protein phosphatase 1, catalytic subunit, beta isozyme 112.33
683 SEP15 112.30
684 FTLP3 ferritin, light polypeptide pseudogene 3 112.24
685 CCT5 chaperonin containing TCP1, subunit 5 (epsilon) 112.18
686 CLIC4 chloride intracellular channel 4 112.08
687 RPL21P119 ribosomal protein L21 pseudogene 119 111.90
688 POSTN periostin, osteoblast specific factor 111.86
689 EIF4H eukaryotic translation initiation factor 4H 111.67
690 LAMB1 laminin subunit beta 1 111.47
691 MORF4L1 mortality factor 4 like 1 111.46
692 TRA2A transformer 2 alpha homolog (Drosophila) 111.29
693 SERPINE1 serpin peptidase inhibitor, clade E (nexin, plasminogen activator inhibitor type

1), member 1
111.20

694 PCBP1 poly(rC) binding protein 1 111.16
695 ADGRG6 adhesion G protein-coupled receptor G6 111.03
696 BCAP29 B-cell receptor-associated protein 29 110.99
697 CNPY2 canopy FGF signaling regulator 2 110.48
698 ZFP36L1 ZFP36 ring finger protein-like 1 110.41
699 TACC2 transforming, acidic coiled-coil containing protein 2 110.14
700 ADHFE1 alcohol dehydrogenase, iron containing 1 109.98
701 CHD4 chromodomain helicase DNA binding protein 4 109.98
702 DDX3X DEAD (Asp-Glu-Ala-Asp) box helicase 3, X-linked 109.96
703 ATP1A1 ATPase, Na+/K+ transporting, alpha 1 polypeptide 109.87
704 GPX4 glutathione peroxidase 4 109.81
705 AFF1 AF4/FMR2 family member 1 109.79
706 RP11-466P24.2 109.68
707 APLP2 amyloid beta (A4) precursor-like protein 2 109.67
708 ZNF83 zinc finger protein 83 109.66
709 FAM46A family with sequence similarity 46 member A 109.61
710 SNX3 sorting nexin 3 109.34
711 RSRP1 arginine/serine-rich protein 1 109.28
712 GULP1 GULP, engulfment adaptor PTB domain containing 1 109.13
713 TGFB1 transforming growth factor beta 1 108.81
714 PLD3 phospholipase D family member 3 108.77
715 REEP5 receptor accessory protein 5 108.69
716 FHL1 four and a half LIM domains 1 108.63
717 PGK1 phosphoglycerate kinase 1 108.59
718 STS steroid sulfatase (microsomal), isozyme S 108.47
719 SH3GLB2 SH3-domain GRB2-like endophilin B2 108.27
720 EPS8L2 EPS8-like 2 108.14
721 SEPT11 septin 11 108.12
722 GS1-309P15.3 108.07
723 PSMA6 proteasome subunit alpha 6 108.04
724 SNRPGP15 small nuclear ribonucleoprotein polypeptide G pseudogene 15 108.02
725 TXNIP thioredoxin interacting protein 108.02
726 QSOX1 quiescin sulfhydryl oxidase 1 107.94
727 SRSF4 serine/arginine-rich splicing factor 4 107.90
728 BEX4 brain expressed X-linked 4 107.45
729 TMBIM1 transmembrane BAX inhibitor motif containing 1 107.18
730 TAX1BP1 Tax1 (human T-cell leukemia virus type I) binding protein 1 107.11
731 STRA6 stimulated by retinoic acid 6 106.82
732 LVRN laeverin 106.57
733 RBM3 RNA binding motif (RNP1, RRM) protein 3 106.42
734 COL4A1 collagen, type IV, alpha 1 106.39
735 ATP6V1F ATPase, H+ transporting, lysosomal 14kDa, V1 subunit F 106.37
736 PPP2R1A protein phosphatase 2 regulatory subunit A, alpha 106.34
737 SPCS2 signal peptidase complex subunit 2 106.07
738 PPIA peptidylprolyl isomerase A (cyclophilin A) 105.86
739 RNU6-1039P RNA, U6 small nuclear 1039, pseudogene 105.65
740 ANKRD10 ankyrin repeat domain 10 105.44
741 SLC9A1 solute carrier family 9, subfamily A (NHE1, cation proton antiporter 1), mem-

ber 1
105.44

742 NDUFC2 NADH:ubiquinone oxidoreductase subunit C2 105.43
743 USMG5 up-regulated during skeletal muscle growth 5 homolog (mouse) 105.40
744 AMFR autocrine motility factor receptor, E3 ubiquitin protein ligase 105.38
745 ARL8B ADP ribosylation factor like GTPase 8B 105.35
746 HERPUD1 homocysteine-inducible, endoplasmic reticulum stress-inducible, ubiquitin-

like domain member 1
105.31

747 SNRPD2 small nuclear ribonucleoprotein D2 polypeptide 105.20
748 SIL1 SIL1 nucleotide exchange factor 105.02
749 AMD1 adenosylmethionine decarboxylase 1 104.96
750 MLLT1 myeloid/lymphoid or mixed-lineage leukemia; translocated to, 1 104.43
751 WBP5 WW domain binding protein 5 104.33
752 EGLN2 egl-9 family hypoxia-inducible factor 2 104.24
753 NONO non-POU domain containing, octamer-binding 104.20
754 SNX2 sorting nexin 2 104.00
755 CNN3 calponin 3, acidic 103.99
756 ARPC1B actin related protein 2/3 complex subunit 1B 103.87
757 SLC4A2 solute carrier family 4 (anion exchanger), member 2 103.82
758 ITFG1 integrin alpha FG-GAP repeat containing 1 103.49
759 WDR45 WD repeat domain 45 103.13
760 MARCH7 membrane associated ring-CH-type finger 7 103.08
761 ENDOU endonuclease, poly(U) specific 103.03

36

http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=LTBP3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=LTBP3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CLK1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CLK1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MMP11
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MMP11
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FKBP1A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FKBP1A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PPP1CB
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PPP1CB
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SEP15
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FTLP3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FTLP3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CCT5
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CCT5
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CLIC4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CLIC4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL21P119
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL21P119
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=POSTN
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=POSTN
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EIF4H
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EIF4H
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=LAMB1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=LAMB1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MORF4L1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MORF4L1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TRA2A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TRA2A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SERPINE1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SERPINE1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SERPINE1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PCBP1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PCBP1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ADGRG6
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ADGRG6
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=BCAP29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=BCAP29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CNPY2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CNPY2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ZFP36L1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ZFP36L1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TACC2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TACC2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ADHFE1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ADHFE1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CHD4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CHD4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=DDX3X
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=DDX3X
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ATP1A1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ATP1A1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GPX4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GPX4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=AFF1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=AFF1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RP11-466P24.2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=APLP2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=APLP2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ZNF83
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ZNF83
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FAM46A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FAM46A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SNX3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SNX3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RSRP1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RSRP1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GULP1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GULP1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TGFB1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TGFB1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PLD3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PLD3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=REEP5
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=REEP5
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FHL1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FHL1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PGK1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PGK1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=STS
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=STS
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SH3GLB2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SH3GLB2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EPS8L2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EPS8L2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SEPT11
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SEPT11
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GS1-309P15.3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PSMA6
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PSMA6
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SNRPGP15
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SNRPGP15
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TXNIP
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TXNIP
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=QSOX1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=QSOX1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SRSF4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SRSF4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=BEX4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=BEX4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TMBIM1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TMBIM1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TAX1BP1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TAX1BP1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=STRA6
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=STRA6
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=LVRN
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=LVRN
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RBM3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RBM3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=COL4A1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=COL4A1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ATP6V1F
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ATP6V1F
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PPP2R1A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PPP2R1A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SPCS2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SPCS2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PPIA
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PPIA
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RNU6-1039P
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RNU6-1039P
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ANKRD10
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ANKRD10
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SLC9A1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SLC9A1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SLC9A1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NDUFC2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NDUFC2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=USMG5
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=USMG5
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=AMFR
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=AMFR
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ARL8B
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ARL8B
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HERPUD1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HERPUD1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HERPUD1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SNRPD2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SNRPD2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SIL1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SIL1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=AMD1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=AMD1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MLLT1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MLLT1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=WBP5
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=WBP5
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EGLN2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EGLN2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NONO
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NONO
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SNX2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SNX2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CNN3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CNN3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ARPC1B
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ARPC1B
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SLC4A2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SLC4A2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ITFG1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ITFG1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=WDR45
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=WDR45
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MARCH7
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MARCH7
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ENDOU
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ENDOU


3.3 Homo sapiens Placental Gene Expression 3 SPECIES EXPRESSION

Table S7: Homo sapiens Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Name FPKM

762 KRT23 keratin 23, type I 102.94
763 PCNP PEST proteolytic signal containing nuclear protein 102.90
764 RPL21P75 ribosomal protein L21 pseudogene 75 102.84
765 CLTB clathrin, light chain B 102.83
766 RBM5 RNA binding motif protein 5 102.68
767 SSFA2 sperm specific antigen 2 102.59
768 SBDS Shwachman-Bodian-Diamond syndrome 102.57
769 KRTCAP2 keratinocyte associated protein 2 102.54
770 DAPK1 death-associated protein kinase 1 102.47
771 TFDP2 transcription factor Dp-2 (E2F dimerization partner 2) 102.28
772 NDUFB4 NADH:ubiquinone oxidoreductase subunit B4 102.18
773 MGAT1 mannosyl (alpha-1,3-)-glycoprotein beta-1,2-N-

acetylglucosaminyltransferase
101.98

774 CGB chorionic gonadotropin, beta polypeptide 101.92
775 LAMP1 lysosomal-associated membrane protein 1 101.79
776 COL1A2 collagen, type I, alpha 2 101.70
777 SHISA5 shisa family member 5 101.69
778 REXO2 RNA exonuclease 2 101.64
779 TMEM54 transmembrane protein 54 101.55
780 TMED9 transmembrane p24 trafficking protein 9 101.42
781 ADAM10 ADAM metallopeptidase domain 10 101.40
782 UQCRC1 ubiquinol-cytochrome c reductase core protein I 101.29
783 RPL21 ribosomal protein L21 101.09
784 HNRNPL heterogeneous nuclear ribonucleoprotein L 101.01
785 AC007881.4 100.56
786 COL4A2 collagen, type IV, alpha 2 100.45
787 NAP1L1 nucleosome assembly protein 1-like 1 100.44
788 FAM13A family with sequence similarity 13 member A 100.42
789 CTSD cathepsin D 100.16
790 C19orf43 chromosome 19 open reading frame 43 100.11
791 SLC5A6 solute carrier family 5 (sodium/multivitamin and iodide cotransporter), mem-

ber 6
100.11

792 CNBP CCHC-type zinc finger, nucleic acid binding protein 99.93
793 PAPOLA poly(A) polymerase alpha 99.92
794 EIF3M eukaryotic translation initiation factor 3 subunit M 99.85
795 SCARB1 scavenger receptor class B, member 1 99.67
796 RPL13AP25 ribosomal protein L13a pseudogene 25 99.37
797 H3F3AP4 H3 histone, family 3A, pseudogene 4 99.33
798 SRSF3 serine/arginine-rich splicing factor 3 99.31
799 RPL7AP6 ribosomal protein L7a pseudogene 6 99.30
800 PSMD8 proteasome 26S subunit, non-ATPase 8 99.22
801 CGB8 chorionic gonadotropin, beta polypeptide 8 98.92
802 RP11-587D21.1 98.91
803 HP1BP3 heterochromatin protein 1, binding protein 3 98.84
804 NXF1 nuclear RNA export factor 1 98.75
805 ACVRL1 activin A receptor type IL 98.69
806 RCN2 reticulocalbin 2 98.59
807 KDELR1 KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein retention receptor

1
98.57

808 LRRC75A-AS1 LRRC75A antisense RNA 1 98.56
809 SET SET nuclear proto-oncogene 98.32
810 RP11-488C13.1 98.15
811 LGALS13 lectin, galactoside-binding, soluble, 13 98.08
812 ETFA electron-transfer-flavoprotein, alpha polypeptide 97.92
813 IL6ST interleukin 6 signal transducer 97.80
814 ARPC3 actin related protein 2/3 complex subunit 3 97.74
815 MRPL20 mitochondrial ribosomal protein L20 97.67
816 MBNL3 muscleblind-like splicing regulator 3 97.59
817 AKR1B1 aldo-keto reductase family 1, member B1 (aldose reductase) 97.58
818 SGCE sarcoglycan epsilon 97.57
819 ATF3 activating transcription factor 3 97.33
820 ACTR10 actin-related protein 10 homolog (S. cerevisiae) 97.25
821 PARK7 parkinson protein 7 97.18
822 OST4 oligosaccharyltransferase complex subunit 4 (non-catalytic) 96.92
823 IQGAP2 IQ motif containing GTPase activating protein 2 96.82
824 COX7B cytochrome c oxidase subunit VIIb 96.71
825 ATG9B autophagy related 9B 96.64
826 BZW1 basic leucine zipper and W2 domains 1 96.47
827 Y_RNA 96.31
828 EWSR1 EWS RNA binding protein 1 96.24
829 ST5 suppression of tumorigenicity 5 96.07
830 SAP30BP SAP30 binding protein 96.01
831 XRCC6 X-ray repair complementing defective repair in Chinese hamster cells 6 95.97
832 TSG101 tumor susceptibility 101 95.92
833 MCL1 myeloid cell leukemia 1 95.90
834 QRICH1 glutamine-rich 1 95.87
835 FBL fibrillarin 95.81
836 F13A1 coagulation factor XIII, A1 polypeptide 95.64
837 SUMO2 small ubiquitin-like modifier 2 95.57
838 MARCKS myristoylated alanine-rich protein kinase C substrate 95.56
839 TMBIM4 transmembrane BAX inhibitor motif containing 4 95.53
840 FNDC3A fibronectin type III domain containing 3A 95.52
841 RPL36AL ribosomal protein L36a like 95.37
842 RP1-159A19.3 95.37
843 RPL23AP2 ribosomal protein L23a pseudogene 2 95.30
844 HNRNPH3 heterogeneous nuclear ribonucleoprotein H3 (2H9) 95.28
845 SNRNP70 small nuclear ribonucleoprotein, U1 70kDa subunit 95.22
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Table S7: Homo sapiens Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Name FPKM

846 SPG20 spastic paraplegia 20 (Troyer syndrome) 95.16
847 NDUFS5 NADH:ubiquinone oxidoreductase subunit S5 95.13
848 RP11-50D9.1 94.97
849 Xist_exon4 94.93
850 NSA2 NSA2, ribosome biogenesis homolog 94.83
851 ATP5I ATP synthase, H+ transporting, mitochondrial Fo complex subunit E 94.68
852 UQCR11 ubiquinol-cytochrome c reductase, complex III subunit XI 94.58
853 RP11-138C9.1 94.33
854 NGFRAP1 nerve growth factor receptor (TNFRSF16) associated protein 1 94.25
855 RPL35P5 ribosomal protein L35 pseudogene 5 94.25
856 NDUFB1 NADH:ubiquinone oxidoreductase subunit B1 93.88
857 MIF macrophage migration inhibitory factor (glycosylation-inhibiting factor) 93.80
858 UBE2Q1 ubiquitin conjugating enzyme E2Q family member 1 93.62
859 PRKCSH protein kinase C substrate 80K-H 93.54
860 PSMA4 proteasome subunit alpha 4 93.48
861 PSMD4 proteasome 26S subunit, non-ATPase 4 93.12
862 STARD10 StAR related lipid transfer domain containing 10 92.71
863 DDX41 DEAD (Asp-Glu-Ala-Asp) box polypeptide 41 92.67
864 CGB5 chorionic gonadotropin, beta polypeptide 5 92.56
865 GRINA glutamate receptor, ionotropic, N-methyl D-aspartate-associated protein 1

(glutamate binding)
92.24

866 SLC16A4 solute carrier family 16 member 4 91.88
867 GNG5 guanine nucleotide binding protein (G protein), gamma 5 91.86
868 MYLIP myosin regulatory light chain interacting protein 91.85
869 NDUFA4 NDUFA4, mitochondrial complex associated 91.65
870 CYB5R1 cytochrome b5 reductase 1 91.35
871 EEF1B2 eukaryotic translation elongation factor 1 beta 2 91.30
872 SC22CB-1E7.1 91.27
873 RPL21P28 ribosomal protein L21 pseudogene 28 91.25
874 RPL13AP7 ribosomal protein L13a pseudogene 7 91.13
875 TRPV6 transient receptor potential cation channel, subfamily V, member 6 91.05
876 HNRNPM heterogeneous nuclear ribonucleoprotein M 90.94
877 C1orf115 chromosome 1 open reading frame 115 90.71
878 GTF2I general transcription factor IIi 90.58
879 RRBP1 ribosome binding protein 1 90.56
880 OLAH oleoyl-ACP hydrolase 90.44
881 QARS glutaminyl-tRNA synthetase 90.44
882 CDC42 cell division cycle 42 90.34
883 NABP1 nucleic acid binding protein 1 90.20
884 MIR3661 microRNA 3661 90.06
885 EGFL6 EGF-like-domain, multiple 6 89.99
886 PTEN phosphatase and tensin homolog 89.98
887 GPN2 GPN-loop GTPase 2 89.94
888 PPIAP22 peptidylprolyl isomerase A (cyclophilin A) pseudogene 22 89.92
889 SERINC1 serine incorporator 1 89.69
890 DUT deoxyuridine triphosphatase 89.49
891 YWHAB tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein,

beta
89.31

892 PDIA6 protein disulfide isomerase family A member 6 89.23
893 TNKS1BP1 tankyrase 1 binding protein 1 89.16
894 CCT6A chaperonin containing TCP1, subunit 6A (zeta 1) 89.12
895 ZFAND5 zinc finger, AN1-type domain 5 89.11
896 RHOC ras homolog family member C 89.02
897 TMED2 transmembrane p24 trafficking protein 2 88.93
898 EIF3H eukaryotic translation initiation factor 3 subunit H 88.84
899 CRIP2 cysteine-rich protein 2 88.84
900 MARS methionyl-tRNA synthetase 88.76
901 SRP9P1 signal recognition particle 9 pseudogene 1 88.66
902 CEBPB CCAAT/enhancer binding protein (C/EBP), beta 88.62
903 CAST calpastatin 88.59
904 YBX3 Y-box binding protein 3 88.49
905 LAMTOR5 late endosomal/lysosomal adaptor, MAPK and MTOR activator 5 88.44
906 DEPDC1B DEP domain containing 1B 88.38
907 XBP1 X-box binding protein 1 87.94
908 LAMC1 laminin subunit gamma 1 87.78
909 EEF1A1P11 eukaryotic translation elongation factor 1 alpha 1 pseudogene 11 87.75
910 RP11-34P1.2 87.49
911 PNRC2 proline rich nuclear receptor coactivator 2 87.34
912 SLC20A1 solute carrier family 20 (phosphate transporter), member 1 87.21
913 FXYD3 FXYD domain containing ion transport regulator 3 87.21
914 RP11-2K6.1 87.15
915 XPO6 exportin 6 87.01
916 RIMKLB ribosomal modification protein rimK-like family member B 87.01
917 RP11-543B16.1 86.73
918 RP11-397A15.4 86.70
919 AC005944.2 86.66
920 NEAT1_1 86.61
921 MRFAP1 Morf4 family associated protein 1 86.51
922 ATP6V1E1 ATPase, H+ transporting, lysosomal 31kDa, V1 subunit E1 86.50
923 TSC22D1 TSC22 domain family member 1 86.43
924 DNAJA1 DnaJ heat shock protein family (Hsp40) member A1 86.39
925 ITIH5 inter-alpha-trypsin inhibitor heavy chain family member 5 86.33
926 RAC1 ras-related C3 botulinum toxin substrate 1 (rho family, small GTP binding

protein Rac1)
86.29

927 HMGN2 high mobility group nucleosomal binding domain 2 86.21
928 TGFBI transforming growth factor beta induced 86.18
929 ISCU iron-sulfur cluster assembly enzyme 86.07
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Table S7: Homo sapiens Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Name FPKM

930 UQCRC2 ubiquinol-cytochrome c reductase core protein II 86.06
931 NUTF2 nuclear transport factor 2 86.06
932 ATP5F1 ATP synthase, H+ transporting, mitochondrial Fo complex subunit B1 85.80
933 SEPT7 septin 7 85.79
934 PAIP2 poly(A) binding protein interacting protein 2 85.76
935 TIAL1 TIA1 cytotoxic granule-associated RNA binding protein-like 1 85.72
936 CSF2RA colony stimulating factor 2 receptor, alpha, low-affinity (granulocyte-

macrophage)
85.29

937 RDX radixin 85.13
938 MGST3 microsomal glutathione S-transferase 3 85.11
939 MCM4 minichromosome maintenance complex component 4 85.10
940 CTC-260E6.2 85.05
941 RPL22 ribosomal protein L22 85.00
942 RPS11P5 ribosomal protein S11 pseudogene 5 84.87
943 FOXO4 forkhead box O4 84.64
944 NDRG1 N-myc downstream regulated 1 84.42
945 PPP2CA protein phosphatase 2, catalytic subunit, alpha isozyme 84.40
946 CCNI cyclin I 84.30
947 HSD17B2 hydroxysteroid (17-beta) dehydrogenase 2 84.24
948 ARHGDIA Rho GDP dissociation inhibitor (GDI) alpha 84.04
949 TUBA1C tubulin, alpha 1c 83.94
950 TRAM1 translocation associated membrane protein 1 83.88
951 RPL41P2 ribosomal protein L41 pseudogene 2 83.86
952 LRPAP1 LDL receptor related protein associated protein 1 83.78
953 TXN thioredoxin 83.74
954 SS18 synovial sarcoma translocation, chromosome 18 83.66
955 CALM2P2 calmodulin 2 pseudogene 2 83.62
956 SDHB succinate dehydrogenase complex subunit B, iron sulfur (Ip) 83.58
957 MIR4647 microRNA 4647 83.39
958 ATP5H ATP synthase, H+ transporting, mitochondrial Fo complex subunit D 83.21
959 AL161784.1 83.17
960 PFN1P1 profilin 1 pseudogene 1 82.93
961 DGKA diacylglycerol kinase alpha 82.82
962 SEC63 SEC63 homolog, protein translocation regulator 82.81
963 C14orf166 chromosome 14 open reading frame 166 82.78
964 ENSAP2 endosulfine alpha pseudogene 2 82.76
965 B4GALT1 UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 1 82.71
966 MRPS10P1 mitochondrial ribosomal protein S10 pseudogene 1 82.62
967 RPL4P4 ribosomal protein L4 pseudogene 4 82.61
968 NDUFV2 NADH:ubiquinone oxidoreductase core subunit V2 82.58
969 USP7 ubiquitin specific peptidase 7 (herpes virus-associated) 82.57
970 LAMP2 lysosomal-associated membrane protein 2 82.53
971 AK2 adenylate kinase 2 82.46
972 PSMB4 proteasome subunit beta 4 82.40
973 PNISR PNN-interacting serine/arginine-rich protein 82.19
974 ZNF117 zinc finger protein 117 82.02
975 COL1A1 collagen, type I, alpha 1 81.74
976 TUBA1B tubulin, alpha 1b 81.73
977 PLTP phospholipid transfer protein 81.64
978 ZNF207 zinc finger protein 207 81.61
979 NEK7 NIMA-related kinase 7 81.60
980 CAP1 CAP, adenylate cyclase-associated protein 1 (yeast) 81.48
981 H3F3A H3 histone, family 3A 81.37
982 NDUFB5 NADH:ubiquinone oxidoreductase subunit B5 81.19
983 COPS3 COP9 signalosome subunit 3 81.14
984 RP11-380M21.2 81.11
985 PHYHIPL phytanoyl-CoA 2-hydroxylase interacting protein-like 81.09
986 GNAI2 guanine nucleotide binding protein (G protein), alpha inhibiting activity

polypeptide 2
81.07

987 RPS20P14 ribosomal protein S20 pseudogene 14 81.05
988 NET1 neuroepithelial cell transforming 1 80.86
989 LGALS1 lectin, galactoside-binding, soluble, 1 80.68
990 RAD23B RAD23 homolog B, nucleotide excision repair protein 80.47
991 SLC13A4 solute carrier family 13 (sodium/sulfate symporter), member 4 80.41
992 XRCC5 X-ray repair complementing defective repair in Chinese hamster cells 5 80.39
993 PDE4DIP phosphodiesterase 4D interacting protein 80.31
994 RPLP0P6 ribosomal protein, large, P0 pseudogene 6 80.28
995 SNX14 sorting nexin 14 80.20
996 CCNDBP1 cyclin D-type binding-protein 1 80.18
997 GDPD5 glycerophosphodiester phosphodiesterase domain containing 5 80.06
998 TAF10 TATA-box binding protein associated factor 10 80.01
999 CTDNEP1 CTD nuclear envelope phosphatase 1 79.93
1000 PRDX5 peroxiredoxin 5 79.84
1001 EMC7 ER membrane protein complex subunit 7 79.78
1002 SUMO1P3 SUMO1 pseudogene 3 (functional) 79.68
1003 RP11-498C9.2 79.57
1004 RAI14 retinoic acid induced 14 79.56
1005 RP11-632C17__A.1 79.55
1006 ATP5O ATP synthase, H+ transporting, mitochondrial F1 complex, O subunit 79.53
1007 AIM1 absent in melanoma 1 79.49
1008 ATP5EP2 ATP synthase, H+ transporting, mitochondrial F1 complex, epsilon subunit

pseudogene 2
79.48

1009 TM9SF2 transmembrane 9 superfamily member 2 79.44
1010 NPM1P27 nucleophosmin 1 (nucleolar phosphoprotein B23, numatrin) pseudogene 27 79.44
1011 PLXNB2 plexin B2 79.43
1012 NRD1 79.37
1013 HNRNPR heterogeneous nuclear ribonucleoprotein R 79.28
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Table S7: Homo sapiens Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Name FPKM

1014 NEDD8 neural precursor cell expressed, developmentally down-regulated 8 79.19
1015 SEC61G Sec61 translocon gamma subunit 79.01
1016 MGP matrix Gla protein 78.95
1017 LGALS8 lectin, galactoside-binding, soluble, 8 78.93
1018 UBL5P2 ubiquitin like 5 pseudogene 2 78.91
1019 CUL3 cullin 3 78.86
1020 PDHA1 pyruvate dehydrogenase (lipoamide) alpha 1 78.81
1021 RHOB ras homolog family member B 78.77
1022 CTSC cathepsin C 78.73
1023 HIST1H2BK histone cluster 1, H2bk 78.64
1024 CAPRIN1 cell cycle associated protein 1 78.63
1025 SSR2 signal sequence receptor, beta (translocon-associated protein beta) 78.59
1026 PRMT5 protein arginine methyltransferase 5 78.48
1027 GLG1 golgi glycoprotein 1 78.39
1028 UBE2I ubiquitin conjugating enzyme E2I 77.99
1029 SCARB2 scavenger receptor class B, member 2 77.95
1030 CAPZA2 capping protein (actin filament) muscle Z-line, alpha 2 77.86
1031 GANAB glucosidase, alpha; neutral AB 77.86
1032 FAM96A family with sequence similarity 96 member A 77.76
1033 DHX15 DEAH (Asp-Glu-Ala-His) box helicase 15 77.55
1034 MCFD2 multiple coagulation factor deficiency 2 77.53
1035 DAZAP2 DAZ associated protein 2 77.53
1036 SLC43A2 solute carrier family 43 (amino acid system L transporter), member 2 77.51
1037 LYPLA1 lysophospholipase I 77.40
1038 PPP2CB protein phosphatase 2, catalytic subunit, beta isozyme 77.24
1039 ISYNA1 inositol-3-phosphate synthase 1 77.23
1040 EMP2 epithelial membrane protein 2 77.18
1041 VCP valosin containing protein 77.15
1042 CNOT7 CCR4-NOT transcription complex subunit 7 77.05
1043 RER1 retention in endoplasmic reticulum sorting receptor 1 76.99
1044 SEPT2P1 septin 2 pseudogene 1 76.97
1045 ARIH1 ariadne RBR E3 ubiquitin protein ligase 1 76.89
1046 HDGF hepatoma-derived growth factor 76.84
1047 GRAMD3 GRAM domain containing 3 76.73
1048 PKM pyruvate kinase, muscle 76.56
1049 SNRPG small nuclear ribonucleoprotein polypeptide G 76.46
1050 PDCD5 programmed cell death 5 76.45
1051 SNORA8 small nucleolar RNA, H/ACA box 8 76.43
1052 SF3B2 splicing factor 3b subunit 2 76.34
1053 TNFRSF1A tumor necrosis factor receptor superfamily member 1A 76.32
1054 IGHA1 immunoglobulin heavy constant alpha 1 76.17
1055 TLN1 talin 1 76.15
1056 TRIM33 tripartite motif containing 33 76.01
1057 INPPL1 inositol polyphosphate phosphatase like 1 75.99
1058 CHCHD2 coiled-coil-helix-coiled-coil-helix domain containing 2 75.74
1059 ALPPL2 alkaline phosphatase, placental like 2 75.73
1060 RNF13 ring finger protein 13 75.71
1061 CCT7 chaperonin containing TCP1, subunit 7 (eta) 75.64
1062 CNOT1 CCR4-NOT transcription complex subunit 1 75.57
1063 SERINC3 serine incorporator 3 75.56
1064 RNF11 ring finger protein 11 75.42
1065 MYLK myosin light chain kinase 75.34
1066 CTSA cathepsin A 75.32
1067 PPP1R13L protein phosphatase 1 regulatory subunit 13 like 75.29
1068 NOP10 NOP10 ribonucleoprotein 75.20
1069 ATP5G2 ATP synthase, H+ transporting, mitochondrial Fo complex subunit C2 (sub-

unit 9)
75.04

1070 HEBP2 heme binding protein 2 74.96
1071 C8orf59 chromosome 8 open reading frame 59 74.86
1072 EIF4G1 eukaryotic translation initiation factor 4 gamma, 1 74.78
1073 FEZ2 fasciculation and elongation protein zeta 2 (zygin II) 74.77
1074 RPN1 ribophorin I 74.76
1075 UBALD2 UBA-like domain containing 2 74.71
1076 C10orf10 chromosome 10 open reading frame 10 74.67
1077 OCIAD1 OCIA domain containing 1 74.66
1078 GLDN gliomedin 74.54
1079 STEAP4 STEAP4 metalloreductase 74.51
1080 ADIPOR1 adiponectin receptor 1 74.40
1081 CSNK1A1 casein kinase 1, alpha 1 74.33
1082 CDO1 cysteine dioxygenase type 1 74.25
1083 INSIG1 insulin induced gene 1 74.23
1084 ENSA endosulfine alpha 74.20
1085 FAM120AOS family with sequence similarity 120A opposite strand 74.14
1086 USF2 upstream transcription factor 2, c-fos interacting 74.06
1087 GTF2IP1 general transcription factor IIi pseudogene 1 74.02
1088 TAGLN transgelin 73.89
1089 RP11-138I1.4 73.86
1090 MORC4 MORC family CW-type zinc finger 4 73.83
1091 NAPA N-ethylmaleimide-sensitive factor attachment protein, alpha 73.81
1092 TIMMDC1 translocase of inner mitochondrial membrane domain containing 1 73.81
1093 CCSAP centriole, cilia and spindle-associated protein 73.74
1094 ZSWIM8 zinc finger, SWIM-type containing 8 73.73
1095 TPM1 tropomyosin 1 (alpha) 73.56
1096 FCGR2B Fc fragment of IgG, low affinity IIb, receptor (CD32) 73.42
1097 GSTK1 glutathione S-transferase kappa 1 73.31
1098 OS9 osteosarcoma amplified 9, endoplasmic reticulum lectin 73.30
1099 CREB3L2 cAMP responsive element binding protein 3-like 2 73.21
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Table S7: Homo sapiens Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Name FPKM

1100 RBM17 RNA binding motif protein 17 73.18
1101 SLC38A1 solute carrier family 38 member 1 73.17
1102 PLA2G2A phospholipase A2 group IIA 73.16
1103 ZFAT zinc finger and AT-hook domain containing 73.07
1104 AC079250.1 73.06
1105 MAP1LC3B microtubule associated protein 1 light chain 3 beta 73.03
1106 SETD5 SET domain containing 5 73.01
1107 BRI3 brain protein I3 72.92
1108 STMN1 stathmin 1 72.90
1109 EEF1D eukaryotic translation elongation factor 1 delta (guanine nucleotide exchange

protein)
72.89

1110 CAPZB capping protein (actin filament) muscle Z-line, beta 72.85
1111 PFDN2 prefoldin subunit 2 72.63
1112 EIF5A eukaryotic translation initiation factor 5A 72.45
1113 ATPIF1 ATPase inhibitory factor 1 72.38
1114 SCFD1 sec1 family domain containing 1 72.36
1115 CARHSP1 calcium regulated heat stable protein 1 72.27
1116 SERPINH1 serpin peptidase inhibitor, clade H (heat shock protein 47), member 1, (col-

lagen binding protein 1)
72.18

1117 SPIRE2 spire-type actin nucleation factor 2 72.18
1118 NAGK N-acetylglucosamine kinase 72.11
1119 PTPRF protein tyrosine phosphatase, receptor type, F 71.99
1120 RP11-69H7.3 71.94
1121 HMGN3P1 high mobility group nucleosomal binding domain 3 pseudogene 1 71.93
1122 SF1 splicing factor 1 71.92
1123 GABARAPL2 GABA(A) receptor-associated protein like 2 71.77
1124 SLC25A5 solute carrier family 25 (mitochondrial carrier; adenine nucleotide transloca-

tor), member 5
71.76

1125 CD44 CD44 molecule (Indian blood group) 71.68
1126 SELT 71.54
1127 PXDC1 PX domain containing 1 71.52
1128 NFKBIA nuclear factor of kappa light polypeptide gene enhancer in B-cells inhibitor,

alpha
71.49

1129 TIMP1 TIMP metallopeptidase inhibitor 1 71.35
1130 MIR492 microRNA 492 71.33
1131 SECISBP2L SECIS binding protein 2-like 71.23
1132 PTGES3 prostaglandin E synthase 3 71.17
1133 CPSF3L cleavage and polyadenylation specific factor 3-like 71.11
1134 IFNGR1 interferon gamma receptor 1 71.01
1135 EIF3C eukaryotic translation initiation factor 3 subunit C 70.99
1136 BASP1 brain abundant, membrane attached signal protein 1 70.85
1137 EIF3K eukaryotic translation initiation factor 3 subunit K 70.81
1138 TCL6_2 70.76
1139 AC243587.1 70.71
1140 HMGN2P5 high mobility group nucleosomal binding domain 2 pseudogene 5 70.71
1141 SNORA31 small nucleolar RNA, H/ACA box 31 70.67
1142 BET1 Bet1 golgi vesicular membrane trafficking protein 70.64
1143 CSF1R colony stimulating factor 1 receptor 70.53
1144 COX8A cytochrome c oxidase subunit VIIIA (ubiquitous) 70.52
1145 CCT2 chaperonin containing TCP1, subunit 2 (beta) 70.51
1146 TOP2B topoisomerase (DNA) II beta 70.40
1147 FNBP4 formin binding protein 4 70.35
1148 TNNT3 troponin T type 3 (skeletal, fast) 70.30
1149 LNPEP leucyl/cystinyl aminopeptidase 70.23
1150 COASY Coenzyme A synthase 70.20
1151 CDC42P6 cell division cycle 42 pseudogene 6 70.17
1152 IL1R1 interleukin 1 receptor, type I 70.12
1153 IGF2BP3 insulin like growth factor 2 mRNA binding protein 3 70.08
1154 TPP1 tripeptidyl peptidase I 70.07
1155 TMEM258 transmembrane protein 258 70.00
1156 RP1-278E11.3 70.00
1157 TFG TRK-fused gene 69.94
1158 AC079922.2 69.72
1159 RPL24P8 ribosomal protein L24 pseudogene 8 69.62
1160 PRKAR1A protein kinase, cAMP-dependent, regulatory subunit type I alpha 69.60
1161 NCOA4 nuclear receptor coactivator 4 69.59
1162 SF3B3 splicing factor 3b subunit 3 69.56
1163 CD163 CD163 molecule 69.50
1164 AP1G2 adaptor-related protein complex 1 gamma 2 subunit 69.46
1165 RAC1P2 ras-related C3 botulinum toxin substrate 1 pseudogene 2 69.46
1166 FAM156A family with sequence similarity 156 member A 69.38
1167 CORO6 coronin 6 69.34
1168 RPL13P12 ribosomal protein L13 pseudogene 12 69.30
1169 PLEKHG6 pleckstrin homology and RhoGEF domain containing G6 69.29
1170 N4BP2L2 NEDD4 binding protein 2-like 2 69.26
1171 CHSY1 chondroitin sulfate synthase 1 69.22
1172 H3F3AP6 H3 histone, family 3A, pseudogene 6 69.22
1173 MSL1 male-specific lethal 1 homolog (Drosophila) 69.18
1174 ORMDL1 ORMDL sphingolipid biosynthesis regulator 1 69.17
1175 EEF1A1P12 eukaryotic translation elongation factor 1 alpha 1 pseudogene 12 69.01
1176 PAK1 p21 protein (Cdc42/Rac)-activated kinase 1 68.94
1177 KDELC2 KDEL (Lys-Asp-Glu-Leu) containing 2 68.90
1178 GDI2 GDP dissociation inhibitor 2 68.84
1179 GCM1 glial cells missing homolog 1 (Drosophila) 68.84
1180 MBD6 methyl-CpG binding domain protein 6 68.82
1181 CRTC2 CREB regulated transcription coactivator 2 68.75
1182 ANP32B acidic nuclear phosphoprotein 32 family member B 68.42
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Table S7: Homo sapiens Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Name FPKM

1183 COPB2 coatomer protein complex subunit beta 2 (beta prime) 68.41
1184 PSMC5 proteasome 26S subunit, ATPase 5 68.30
1185 WAC WW domain containing adaptor with coiled-coil 68.29
1186 C1QA complement component 1, q subcomponent, A chain 68.28
1187 UBE2D3P1 ubiquitin conjugating enzyme E2D 3 pseudogene 1 68.24
1188 PSMB5 proteasome subunit beta 5 68.21
1189 RHBDD2 rhomboid domain containing 2 68.18
1190 CLDN1 claudin 1 68.11
1191 YWHAZP3 tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein,

zeta pseudogene 3
67.99

1192 C1QB complement component 1, q subcomponent, B chain 67.95
1193 DYNC1LI2 dynein, cytoplasmic 1, light intermediate chain 2 67.90
1194 TYROBP TYRO protein tyrosine kinase binding protein 67.75
1195 SMS spermine synthase 67.72
1196 SPTAN1 spectrin, alpha, non-erythrocytic 1 67.71
1197 SNRPGP10 small nuclear ribonucleoprotein polypeptide G pseudogene 10 67.62
1198 CCDC47 coiled-coil domain containing 47 67.61
1199 SRGN serglycin 67.45
1200 PNRC1 proline rich nuclear receptor coactivator 1 67.41
1201 RAB5A RAB5A, member RAS oncogene family 67.34
1202 PIP5K1A phosphatidylinositol-4-phosphate 5-kinase, type I, alpha 67.32
1203 RPL30P4 ribosomal protein L30 pseudogene 4 67.31
1204 UBAP2L ubiquitin associated protein 2 like 67.30
1205 CTNNB1 catenin beta 1 67.29
1206 WDR83OS WD repeat domain 83 opposite strand 67.29
1207 TMEM123 transmembrane protein 123 67.17
1208 BTG2 BTG family member 2 67.16
1209 CPVL carboxypeptidase, vitellogenic-like 67.16
1210 SLC25A6 solute carrier family 25 (mitochondrial carrier; adenine nucleotide transloca-

tor), member 6
67.13

1211 PSMA7 proteasome subunit alpha 7 67.04
1212 CHCHD10 coiled-coil-helix-coiled-coil-helix domain containing 10 66.92
1213 TMEM8A transmembrane protein 8A 66.86
1214 KIF5B kinesin family member 5B 66.81
1215 FXYD5 FXYD domain containing ion transport regulator 5 66.80
1216 DYNC1H1 dynein, cytoplasmic 1, heavy chain 1 66.73
1217 ADD1 adducin 1 66.70
1218 GNG12 guanine nucleotide binding protein (G protein), gamma 12 66.69
1219 MYH9 myosin, heavy chain 9, non-muscle 66.65
1220 HECTD1 HECT domain containing E3 ubiquitin protein ligase 1 66.65
1221 RNU6-118P RNA, U6 small nuclear 118, pseudogene 66.64
1222 AF111168.2 66.63
1223 PTGES3P1 prostaglandin E synthase 3 (cytosolic) pseudogene 1 66.57
1224 CERS2 ceramide synthase 2 66.54
1225 EEF1A1P19 eukaryotic translation elongation factor 1 alpha 1 pseudogene 19 66.51
1226 GSE1 Gse1 coiled-coil protein 66.42
1227 LMAN2 lectin, mannose-binding 2 66.34
1228 MS4A6A membrane-spanning 4-domains, subfamily A, member 6A 66.22
1229 SRRM1 serine/arginine repetitive matrix 1 66.19
1230 ATP5A1 ATP synthase, H+ transporting, mitochondrial F1 complex, alpha subunit 1,

cardiac muscle
66.15

1231 CHMP2A charged multivesicular body protein 2A 66.14
1232 TRAPPC1 trafficking protein particle complex 1 66.11
1233 FRZB frizzled-related protein 66.11
1234 GATA3 GATA binding protein 3 66.11
1235 PSME1 proteasome activator subunit 1 65.98
1236 FMR1 fragile X mental retardation 1 65.96
1237 LITAF lipopolysaccharide-induced TNF factor 65.93
1238 TAF1D TATA-box binding protein associated factor, RNA polymerase I, D 65.90
1239 RPS27L ribosomal protein S27 like 65.86
1240 YPEL5 yippee like 5 65.82
1241 RPS27P29 ribosomal protein S27 pseudogene 29 65.79
1242 HNRNPA3 heterogeneous nuclear ribonucleoprotein A3 65.78
1243 USP15 ubiquitin specific peptidase 15 65.75
1244 ABHD12 abhydrolase domain containing 12 65.74
1245 RSRC2 arginine/serine-rich coiled-coil 2 65.63
1246 SF3B6 splicing factor 3b subunit 6 65.62
1247 MRPL9 mitochondrial ribosomal protein L9 65.60
1248 SLC7A2 solute carrier family 7 (cationic amino acid transporter, y+ system), member

2
65.53

1249 LMAN1 lectin, mannose-binding, 1 65.53
1250 PCM1 pericentriolar material 1 65.43
1251 RP11-265N6.1 65.42
1252 RBM23 RNA binding motif protein 23 65.40
1253 PSMC3 proteasome 26S subunit, ATPase 3 65.40
1254 DCAF8 DDB1 and CUL4 associated factor 8 65.35
1255 RP11-467L13.4 65.34
1256 UBQLN1 ubiquilin 1 65.33
1257 UBE2D2 ubiquitin conjugating enzyme E2D 2 65.32
1258 PSMC1P5 proteasome (prosome, macropain) 26S subunit, ATPase, 1 pseudogene 5 65.24
1259 RP11-592N21.1 65.18
1260 EEF1B2P3 eukaryotic translation elongation factor 1 beta 2 pseudogene 3 65.17
1261 AC107016.1 65.14
1262 CALM3 calmodulin 3 (phosphorylase kinase, delta) 65.09
1263 MMP2 matrix metallopeptidase 2 65.09
1264 NFE2L2 nuclear factor, erythroid 2 like 2 65.05
1265 MACF1 microtubule-actin crosslinking factor 1 65.03
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Table S7: Homo sapiens Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Name FPKM

1266 CTNND1 catenin delta 1 65.02
1267 ARRDC3 arrestin domain containing 3 64.97
1268 RPL36A ribosomal protein L36a 64.94
1269 PPP1R14B protein phosphatase 1 regulatory inhibitor subunit 14B 64.90
1270 TCP1 t-complex 1 64.75
1271 TPM3 tropomyosin 3 64.74
1272 KIF2A kinesin heavy chain member 2A 64.67
1273 RPS24P8 ribosomal protein S24 pseudogene 8 64.64
1274 NDUFB2 NADH:ubiquinone oxidoreductase subunit B2 64.61
1275 ACSL4 acyl-CoA synthetase long-chain family member 4 64.57
1276 INSL4 insulin like 4 64.56
1277 ANKRD13A ankyrin repeat domain 13A 64.51
1278 DBI diazepam binding inhibitor (GABA receptor modulator, acyl-CoA binding

protein)
64.47

1279 XIST X inactive specific transcript (non-protein coding) 64.40
1280 IST1 increased sodium tolerance 1 homolog (yeast) 64.39
1281 FIP1L1 factor interacting with PAPOLA and CPSF1 64.38
1282 ISM2 isthmin 2 64.33
1283 ENG endoglin 64.25
1284 AC005255.3 64.19
1285 SGK1 serum/glucocorticoid regulated kinase 1 64.09
1286 SPCS1 signal peptidase complex subunit 1 64.07
1287 CST3 cystatin C 64.05
1288 PNP purine nucleoside phosphorylase 64.02
1289 GATA2 GATA binding protein 2 64.01
1290 RP11-349N19.2 63.77
1291 RNF167 ring finger protein 167 63.64
1292 FUBP1 far upstream element (FUSE) binding protein 1 63.57
1293 NME2P1 NME/NM23 nucleoside diphosphate kinase 2 pseudogene 1 63.38
1294 FDFT1 farnesyl-diphosphate farnesyltransferase 1 63.18
1295 CDC42SE1 CDC42 small effector 1 63.12
1296 RBPMS RNA binding protein with multiple splicing 63.05
1297 FIS1 fission, mitochondrial 1 62.95
1298 SRRT serrate, RNA effector molecule 62.91
1299 SMAGP small cell adhesion glycoprotein 62.89
1300 YIPF3 Yip1 domain family member 3 62.80
1301 FTH1P7 ferritin, heavy polypeptide 1 pseudogene 7 62.80
1302 CHD2 chromodomain helicase DNA binding protein 2 62.79
1303 FLII flightless I actin binding protein 62.73
1304 NASP nuclear autoantigenic sperm protein (histone-binding) 62.68
1305 FLNA filamin A, alpha 62.63
1306 RP11-809N8.5 62.61
1307 NFE2L1 nuclear factor, erythroid 2 like 1 62.59
1308 MTMR4 myotubularin related protein 4 62.55
1309 CPNE1 copine I 62.55
1310 CTD-3073N11.9 62.49
1311 AF274855.1 62.48
1312 FABP5P7 fatty acid binding protein 5 pseudogene 7 62.44
1313 CTD-2545M3.2 62.44
1314 HSBP1 heat shock factor binding protein 1 62.41
1315 ATP6V0B ATPase, H+ transporting, lysosomal 21kDa, V0 subunit b 62.41
1316 NUCB1 nucleobindin 1 62.32
1317 RPSAP58 ribosomal protein SA pseudogene 58 62.27
1318 PLEKHA6 pleckstrin homology domain containing A6 62.18
1319 RPL18A ribosomal protein L18a 62.16
1320 FAM107B family with sequence similarity 107 member B 62.06
1321 PSMD7 proteasome 26S subunit, non-ATPase 7 61.88
1322 CCAR1 cell division cycle and apoptosis regulator 1 61.85
1323 GTF2A2 general transcription factor IIA 2 61.85
1324 ERRFI1 ERBB receptor feedback inhibitor 1 61.83
1325 SEC61B Sec61 translocon beta subunit 61.82
1326 EIF2A eukaryotic translation initiation factor 2A 61.81
1327 HNRNPA3P6 heterogeneous nuclear ribonucleoprotein A3 pseudogene 6 61.77
1328 RP4-800G7.1 61.69
1329 RNF181 ring finger protein 181 61.65
1330 TMF1 TATA element modulatory factor 1 61.52
1331 NDUFA12 NADH:ubiquinone oxidoreductase subunit A12 61.46
1332 ATP6V0A1 ATPase, H+ transporting, lysosomal V0 subunit a1 61.44
1333 CKS1BP3 CDC28 protein kinase regulatory subunit 1B pseudogene 3 61.43
1334 CBX3 chromobox 3 61.34
1335 RAB8A RAB8A, member RAS oncogene family 61.33
1336 AC004057.1 61.32
1337 UQCR10 ubiquinol-cytochrome c reductase, complex III subunit X 61.31
1338 NDUFB9 NADH:ubiquinone oxidoreductase subunit B9 61.30
1339 CD81 CD81 molecule 61.29
1340 ATP6V1C2 ATPase, H+ transporting, lysosomal 42kDa, V1 subunit C2 61.25
1341 GADD45G growth arrest and DNA damage inducible gamma 61.22
1342 PLXND1 plexin D1 61.22
1343 AP3S1 adaptor-related protein complex 3, sigma 1 subunit 61.13
1344 SPPL2A signal peptide peptidase like 2A 61.03
1345 PSMD11 proteasome 26S subunit, non-ATPase 11 61.01
1346 YPEL3 yippee like 3 61.00
1347 UBR5 ubiquitin protein ligase E3 component n-recognin 5 61.00
1348 GPBP1 GC-rich promoter binding protein 1 60.99
1349 MPRIP myosin phosphatase Rho interacting protein 60.88
1350 ACIN1 apoptotic chromatin condensation inducer 1 60.87
1351 SURF4 surfeit 4 60.85
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Table S7: Homo sapiens Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Name FPKM

1352 MAFK v-maf avian musculoaponeurotic fibrosarcoma oncogene homolog K 60.81
1353 PRR13 proline rich 13 60.79
1354 TMEM50A transmembrane protein 50A 60.76
1355 MRPL33 mitochondrial ribosomal protein L33 60.74
1356 C1orf43 chromosome 1 open reading frame 43 60.72
1357 HES1 hes family bHLH transcription factor 1 60.71
1358 RAB5B RAB5B, member RAS oncogene family 60.66
1359 CPM carboxypeptidase M 60.59
1360 SMARCE1 SWI/SNF related, matrix associated, actin dependent regulator of chromatin,

subfamily e, member 1
60.57

1361 TCEAL8 transcription elongation factor A (SII)-like 8 60.56
1362 SRP19 signal recognition particle 19kDa 60.49
1363 RN7SL5P RNA, 7SL, cytoplasmic 5, pseudogene 60.48
1364 CLDN4 claudin 4 60.47
1365 RP11-311C24.1 60.45
1366 CRIP1 60.37
1367 SRSF6 serine/arginine-rich splicing factor 6 60.20
1368 M6PR mannose-6-phosphate receptor (cation dependent) 60.19
1369 HEXA hexosaminidase A (alpha polypeptide) 60.11
1370 PNN pinin, desmosome associated protein 60.00
1371 HMGN1 high mobility group nucleosome binding domain 1 60.00
1372 MYO1E myosin IE 59.95
1373 RPL12P4 ribosomal protein L12 pseudogene 4 59.91
1374 ZNF706 zinc finger protein 706 59.86
1375 GRB2 growth factor receptor bound protein 2 59.85
1376 PSMB6 proteasome subunit beta 6 59.77
1377 AL928768.3 59.75
1378 SPARCL1 SPARC like 1 59.57
1379 ATP6AP1 ATPase, H+ transporting, lysosomal accessory protein 1 59.54
1380 CALCOCO2 calcium binding and coiled-coil domain 2 59.50
1381 KLF5 Kruppel-like factor 5 (intestinal) 59.50
1382 POMP proteasome maturation protein 59.48
1383 ARHGDIB Rho GDP dissociation inhibitor (GDI) beta 59.47
1384 GUK1 guanylate kinase 1 59.45
1385 PET100 PET100 homolog 59.44
1386 RSL1D1 ribosomal L1 domain containing 1 59.44
1387 GPX3 glutathione peroxidase 3 59.43
1388 GMPR2 guanosine monophosphate reductase 2 59.43
1389 ATIC 5-aminoimidazole-4-carboxamide ribonucleotide formyltransferase/IMP cy-

clohydrolase
59.32

1390 NDUFA11 NADH:ubiquinone oxidoreductase subunit A11 59.30
1391 UNC13D unc-13 homolog D (C. elegans) 59.30
1392 HMGB1 high mobility group box 1 59.26
1393 NFE2L3 nuclear factor, erythroid 2 like 3 59.23
1394 EIF2AK1 eukaryotic translation initiation factor 2 alpha kinase 1 59.23
1395 TEAD3 TEA domain family member 3 59.21
1396 PSMD2 proteasome 26S subunit, non-ATPase 2 59.16
1397 UBR4 ubiquitin protein ligase E3 component n-recognin 4 59.14
1398 DEGS1 delta(4)-desaturase, sphingolipid 1 59.11
1399 COX5A cytochrome c oxidase subunit Va 59.05
1400 COPZ1 coatomer protein complex subunit zeta 1 59.02
1401 BNIP3L BCL2/adenovirus E1B 19kDa interacting protein 3-like 58.95
1402 EMC4 ER membrane protein complex subunit 4 58.94
1403 DLG1 discs, large homolog 1 (Drosophila) 58.91
1404 CAPZA1 capping protein (actin filament) muscle Z-line, alpha 1 58.84
1405 PSMD1 proteasome 26S subunit, non-ATPase 1 58.81
1406 MFAP2 microfibrillar associated protein 2 58.79
1407 SMARCA5 SWI/SNF related, matrix associated, actin dependent regulator of chromatin,

subfamily a, member 5
58.78

1408 RAB10 RAB10, member RAS oncogene family 58.72
1409 BZW1P2 basic leucine zipper and W2 domains 1 pseudogene 2 58.69
1410 CCNL2 cyclin L2 58.64
1411 ENY2 enhancer of yellow 2 homolog (Drosophila) 58.63
1412 UBE2V1 ubiquitin conjugating enzyme E2 variant 1 58.56
1413 SLTM SAFB-like, transcription modulator 58.54
1414 INTS10 integrator complex subunit 10 58.54
1415 SNRPA small nuclear ribonucleoprotein polypeptide A 58.50
1416 PAFAH1B1 platelet activating factor acetylhydrolase 1b regulatory subunit 1 58.47
1417 STK3 serine/threonine kinase 3 58.47
1418 BUD31 BUD31 homolog 58.46
1419 TRMT112 tRNA methyltransferase 11-2 homolog (S. cerevisiae) 58.46
1420 TUG1 taurine up-regulated 1 (non-protein coding) 58.39
1421 SUPT5H SPT5 homolog, DSIF elongation factor subunit 58.37
1422 ARL6IP1 ADP ribosylation factor like GTPase 6 interacting protein 1 58.29
1423 VAPA VAMP associated protein A 58.24
1424 AHNAK AHNAK nucleoprotein 58.18
1425 DNAJB1 DnaJ heat shock protein family (Hsp40) member B1 58.18
1426 CD47 CD47 molecule 58.17
1427 RSU1 Ras suppressor protein 1 58.15
1428 ERBB2 erb-b2 receptor tyrosine kinase 2 58.10
1429 SEMA7A semaphorin 7A, GPI membrane anchor (John Milton Hagen blood group) 58.09
1430 AKR1A1 aldo-keto reductase family 1, member A1 (aldehyde reductase) 58.07
1431 SGPP1 sphingosine-1-phosphate phosphatase 1 57.92
1432 BCLAF1 BCL2-associated transcription factor 1 57.91
1433 CREG1 cellular repressor of E1A-stimulated genes 1 57.88
1434 VAMP3 vesicle associated membrane protein 3 57.87
1435 TOM1 target of myb1 membrane trafficking protein 57.82
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Table S7: Homo sapiens Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Name FPKM

1436 SPG21 spastic paraplegia 21 (autosomal recessive, Mast syndrome) 57.67
1437 YY1 YY1 transcription factor 57.65
1438 YBX1 Y-box binding protein 1 57.55
1439 ZDHHC20 zinc finger, DHHC-type containing 20 57.49
1440 TMED4 transmembrane p24 trafficking protein 4 57.34
1441 USP33 ubiquitin specific peptidase 33 57.18
1442 GOLGA4 golgin A4 57.15
1443 GOLPH3 golgi phosphoprotein 3 (coat-protein) 57.12
1444 RP11-492M23.2 57.06
1445 ETF1 eukaryotic translation termination factor 1 57.06
1446 ZBTB38 zinc finger and BTB domain containing 38 57.03
1447 TRAPPC3 trafficking protein particle complex 3 57.01
1448 FAM192A family with sequence similarity 192 member A 56.94
1449 RAB18 RAB18, member RAS oncogene family 56.93
1450 APMAP adipocyte plasma membrane associated protein 56.92
1451 VTI1B vesicle transport through interaction with t-SNAREs 1B 56.91
1452 SRI sorcin 56.90
1453 NIPBL Nipped-B homolog (Drosophila) 56.88
1454 IMPA2 inositol(myo)-1(or 4)-monophosphatase 2 56.87
1455 RPL7A ribosomal protein L7a 56.83
1456 CCT3 chaperonin containing TCP1, subunit 3 (gamma) 56.76
1457 UXT ubiquitously expressed prefoldin like chaperone 56.76
1458 APOD apolipoprotein D 56.62
1459 KLHL5 kelch like family member 5 56.59
1460 COL6A1 collagen, type VI, alpha 1 56.55
1461 GAS5 growth arrest specific 5 (non-protein coding) 56.53
1462 D4S234E 56.53
1463 TRIP10 thyroid hormone receptor interactor 10 56.49
1464 TOR1AIP2 torsin A interacting protein 2 56.48
1465 TGFBR3 transforming growth factor beta receptor III 56.48
1466 VAV3 vav guanine nucleotide exchange factor 3 56.45
1467 COMT catechol-O-methyltransferase 56.38
1468 EIF3G eukaryotic translation initiation factor 3 subunit G 56.32
1469 STIP1 stress induced phosphoprotein 1 56.28
1470 CTB-79E8.3 56.21
1471 SEC11C SEC11 homolog C, signal peptidase complex subunit 56.16
1472 PKIG protein kinase (cAMP-dependent, catalytic) inhibitor gamma 56.15
1473 NDUFB8 NADH:ubiquinone oxidoreductase subunit B8 56.14
1474 SRSF10 serine/arginine-rich splicing factor 10 56.14
1475 RPS13P2 ribosomal protein S13 pseudogene 2 56.13
1476 PSMC6 proteasome 26S subunit, ATPase 6 56.11
1477 FCGR2C Fc fragment of IgG, low affinity IIc, receptor for (CD32) (gene/pseudogene) 56.11
1478 TWIST1 twist family bHLH transcription factor 1 56.11
1479 PPP2R2A protein phosphatase 2 regulatory subunit B, alpha 56.10
1480 DDX42 DEAD (Asp-Glu-Ala-Asp) box helicase 42 56.08
1481 TLE3 transducin like enhancer of split 3 56.08
1482 RPS3AP5 ribosomal protein S3A pseudogene 5 56.02
1483 RAP1B RAP1B, member of RAS oncogene family 55.83
1484 TRIP12 thyroid hormone receptor interactor 12 55.83
1485 EIF4HP1 eukaryotic translation initiation factor 4H pseudogene 1 55.81
1486 RPS2P46 ribosomal protein S2 pseudogene 46 55.75
1487 PDXK pyridoxal (pyridoxine, vitamin B6) kinase 55.72
1488 GSN gelsolin 55.72
1489 UBE2K ubiquitin conjugating enzyme E2K 55.71
1490 PRRC2C proline-rich coiled-coil 2C 55.70
1491 FKBP8 FK506 binding protein 8 55.70
1492 CMAHP cytidine monophospho-N-acetylneuraminic acid hydroxylase, pseudogene 55.69
1493 PEA15 phosphoprotein enriched in astrocytes 15 55.67
1494 RANBP1 RAN binding protein 1 55.67
1495 HMGN3 high mobility group nucleosomal binding domain 3 55.61
1496 ILF3 interleukin enhancer binding factor 3 55.58
1497 AC027307.1 55.58
1498 SMAD4 SMAD family member 4 55.58
1499 MAGED2 MAGE family member D2 55.56
1500 SEC11A SEC11 homolog A, signal peptidase complex subunit 55.54
1501 DOCK9 dedicator of cytokinesis 9 55.53
1502 NPLOC4 NPL4 homolog, ubiquitin recognition factor 55.50
1503 AC003991.3 55.44
1504 MANF mesencephalic astrocyte-derived neurotrophic factor 55.40
1505 AC011933.2 55.35
1506 IDH3A isocitrate dehydrogenase 3 (NAD+) alpha 55.31
1507 TIA1 TIA1 cytotoxic granule-associated RNA binding protein 55.24
1508 AC073046.1 55.18
1509 LINC01420 long intergenic non-protein coding RNA 1420 55.16
1510 TKT transketolase 55.15
1511 ATP10D ATPase, class V, type 10D 55.12
1512 FNDC3B fibronectin type III domain containing 3B 55.12
1513 RP11-318C24.1 55.09
1514 DNMT1 DNA (cytosine-5-)-methyltransferase 1 55.05
1515 BABAM1 BRISC and BRCA1 A complex member 1 55.05
1516 ATXN2 ataxin 2 55.04
1517 ZFAND3 zinc finger, AN1-type domain 3 55.01
1518 PDLIM2 PDZ and LIM domain 2 (mystique) 54.94
1519 MDH2 malate dehydrogenase 2 54.87
1520 PROSER1 proline and serine rich 1 54.84
1521 RP11-480I12.2 54.81
1522 SEMA6A sema domain, transmembrane domain (TM), and cytoplasmic domain,

(semaphorin) 6A
54.79
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Table S7: Homo sapiens Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Name FPKM

1523 EID1 EP300 interacting inhibitor of differentiation 1 54.78
1524 WWC1 WW and C2 domain containing 1 54.78
1525 SIN3B SIN3 transcription regulator family member B 54.76
1526 SRSF7 serine/arginine-rich splicing factor 7 54.75
1527 ATP5E ATP synthase, H+ transporting, mitochondrial F1 complex, epsilon subunit 54.72
1528 UQCRH ubiquinol-cytochrome c reductase hinge protein 54.71
1529 SIGLEC6 sialic acid binding Ig-like lectin 6 54.71
1530 ARL1 ADP ribosylation factor like GTPase 1 54.63
1531 QKI QKI, KH domain containing, RNA binding 54.62
1532 RPS10 ribosomal protein S10 54.62
1533 ANP32A acidic nuclear phosphoprotein 32 family member A 54.62
1534 CCT4 chaperonin containing TCP1, subunit 4 (delta) 54.61
1535 DVL3 dishevelled segment polarity protein 3 54.58
1536 RNU6-698P RNA, U6 small nuclear 698, pseudogene 54.57
1537 SOCS2 suppressor of cytokine signaling 2 54.52
1538 SNX6 sorting nexin 6 54.51
1539 ZNF638 zinc finger protein 638 54.45
1540 FCER1G Fc fragment of IgE, high affinity I, receptor for; gamma polypeptide 54.45
1541 FERMT2 fermitin family member 2 54.44
1542 LINC01578 long intergenic non-protein coding RNA 1578 54.40
1543 FDX1 ferredoxin 1 54.38
1544 TNFAIP8 TNF alpha induced protein 8 54.34
1545 BRD8 bromodomain containing 8 54.33
1546 PDCD10 programmed cell death 10 54.25
1547 CCK cholecystokinin 54.24
1548 TMEM40 transmembrane protein 40 54.23
1549 CDK16 cyclin-dependent kinase 16 54.21
1550 COPG1 coatomer protein complex subunit gamma 1 54.20
1551 SNHG6 small nucleolar RNA host gene 6 54.19
1552 TMEM179B transmembrane protein 179B 54.09
1553 DHPS deoxyhypusine synthase 54.06
1554 VMP1 vacuole membrane protein 1 54.05
1555 SSU72 SSU72 homolog, RNA polymerase II CTD phosphatase 53.96
1556 STRAP serine/threonine kinase receptor associated protein 53.92
1557 TMEM259 transmembrane protein 259 53.86
1558 CD24 CD24 molecule 53.85
1559 RP11-270C12.3 53.82
1560 ITGB5 integrin beta 5 53.79
1561 PTOV1 prostate tumor overexpressed 1 53.72
1562 VDAC2 voltage-dependent anion channel 2 53.72
1563 ENO1 enolase 1, (alpha) 53.72
1564 AUP1 ancient ubiquitous protein 1 53.67
1565 AC255560.1 53.66
1566 KTN1 kinectin 1 53.66
1567 EVA1B eva-1 homolog B (C. elegans) 53.63
1568 BNIP2 BCL2/adenovirus E1B 19kDa interacting protein 2 53.60
1569 AL512428.1 53.59
1570 NME1-NME2 NME1-NME2 readthrough 53.56
1571 CGB1 chorionic gonadotropin, beta polypeptide 1 53.55
1572 RBPJ recombination signal binding protein for immunoglobulin kappa J region 53.52
1573 STK24 serine/threonine kinase 24 53.50
1574 PHACTR2 phosphatase and actin regulator 2 53.50
1575 BST2 bone marrow stromal cell antigen 2 53.41
1576 FTH1P11 ferritin, heavy polypeptide 1 pseudogene 11 53.41
1577 PRCC papillary renal cell carcinoma (translocation-associated) 53.36
1578 SLC19A3 solute carrier family 19 (thiamine transporter), member 3 53.36
1579 AL021326.1 53.31
1580 GHITM growth hormone inducible transmembrane protein 53.28
1581 SLC7A8 solute carrier family 7 (amino acid transporter light chain, L system), member

8
53.26

1582 AC011737.2 53.25
1583 ANGPTL4 angiopoietin like 4 53.21
1584 RAB11B RAB11B, member RAS oncogene family 53.21
1585 ANXA3 annexin A3 53.18
1586 EIF4E2 eukaryotic translation initiation factor 4E family member 2 53.10
1587 MAGED1 MAGE family member D1 52.96
1588 HIF1A hypoxia inducible factor 1, alpha subunit (basic helix-loop-helix transcription

factor)
52.90

1589 CLU clusterin 52.90
1590 SLC22A11 solute carrier family 22 (organic anion/urate transporter), member 11 52.84
1591 RNU2-52P RNA, U2 small nuclear 52, pseudogene 52.83
1592 ACKR2 atypical chemokine receptor 2 52.80
1593 RP11-421N8.1 52.80
1594 ZC3H7A zinc finger CCCH-type containing 7A 52.73
1595 RPL7P23 ribosomal protein L7 pseudogene 23 52.67
1596 VEZT vezatin, adherens junctions transmembrane protein 52.66
1597 TXNDC12 thioredoxin domain containing 12 (endoplasmic reticulum) 52.63
1598 AIM1L absent in melanoma 1-like 52.58
1599 RABAC1 Rab acceptor 1 (prenylated) 52.54
1600 MAN2A2 mannosidase, alpha, class 2A, member 2 52.43
1601 MDH1 malate dehydrogenase 1 52.34
1602 UCA1 urothelial cancer associated 1 (non-protein coding) 52.33
1603 TMEM14C transmembrane protein 14C 52.32
1604 HNRNPCP2 heterogeneous nuclear ribonucleoprotein C pseudogene 2 52.30
1605 OLR1 oxidized low density lipoprotein (lectin-like) receptor 1 52.28
1606 CMAS cytidine monophosphate N-acetylneuraminic acid synthetase 52.27
1607 TMCO1 transmembrane and coiled-coil domains 1 52.24
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Table S7: Homo sapiens Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Name FPKM

1608 SRP72 signal recognition particle 72kDa 52.17
1609 ARHGAP26 Rho GTPase activating protein 26 52.10
1610 PPP1R15B protein phosphatase 1 regulatory subunit 15B 52.07
1611 RP11-92K2.2 51.98
1612 AKAP2 A-kinase anchoring protein 2 51.98
1613 ROMO1 reactive oxygen species modulator 1 51.94
1614 HSPD1 heat shock protein family D (Hsp60) member 1 51.91
1615 BANF1 barrier to autointegration factor 1 51.86
1616 ADIRF-AS1 ADIRF antisense RNA 1 51.81
1617 FER1L4 fer-1-like family member 4, pseudogene (functional) 51.73
1618 ACSS1 acyl-CoA synthetase short-chain family member 1 51.68
1619 HSPE1 heat shock protein family E (Hsp10) member 1 51.67
1620 EIF3D eukaryotic translation initiation factor 3 subunit D 51.62
1621 SNHG8 small nucleolar RNA host gene 8 51.61
1622 GOLGA2 golgin A2 51.55
1623 VDAC1 voltage-dependent anion channel 1 51.55
1624 DEK DEK proto-oncogene 51.54
1625 RP11-889L3.1 51.53
1626 TOMM6 translocase of outer mitochondrial membrane 6 homolog (yeast) 51.47
1627 PDZD2 PDZ domain containing 2 51.44
1628 GLRX5 glutaredoxin 5 51.42
1629 STAT6 signal transducer and activator of transcription 6, interleukin-4 induced 51.41
1630 CDH5 cadherin 5, type 2 (vascular endothelium) 51.41
1631 RP11-124D2.3 51.41
1632 PAQR7 progestin and adipoQ receptor family member VII 51.35
1633 ATP5G3 ATP synthase, H+ transporting, mitochondrial Fo complex subunit C3 (sub-

unit 9)
51.34

1634 VPS29 VPS29 retromer complex component 51.31
1635 INO80C INO80 complex subunit C 51.25
1636 MIA3 melanoma inhibitory activity family member 3 51.24
1637 NT5E 5’-nucleotidase, ecto (CD73) 51.24
1638 DCTN2 dynactin subunit 2 51.23
1639 ACTR2 ARP2 actin-related protein 2 homolog (yeast) 51.19
1640 SAR1A secretion associated, Ras related GTPase 1A 51.19
1641 HSPA4 heat shock protein family A (Hsp70) member 4 51.18
1642 RIOK3 RIO kinase 3 51.17
1643 UBA2 ubiquitin-like modifier activating enzyme 2 51.17
1644 HMGB1P5 high mobility group box 1 pseudogene 5 51.15
1645 ATXN2L ataxin 2-like 51.08
1646 C1QC complement component 1, q subcomponent, C chain 51.07
1647 RAD21 RAD21 cohesin complex component 51.05
1648 IGFBP5 insulin like growth factor binding protein 5 51.04
1649 GNB1 guanine nucleotide binding protein (G protein), beta polypeptide 1 51.01
1650 KIAA0195 51.00
1651 RHEB Ras homolog enriched in brain 50.98
1652 PPP4R1 protein phosphatase 4 regulatory subunit 1 50.90
1653 OSMR oncostatin M receptor 50.89
1654 YTHDC1 YTH domain containing 1 50.86
1655 WDR1 WD repeat domain 1 50.83
1656 PSMB7 proteasome subunit beta 7 50.82
1657 RP11-192N10.2 50.81
1658 MTA3 metastasis associated 1 family member 3 50.70
1659 F5 coagulation factor V (proaccelerin, labile factor) 50.69
1660 TUG1_3 50.67
1661 SRSF9 serine/arginine-rich splicing factor 9 50.64
1662 AGFG1 ArfGAP with FG repeats 1 50.61
1663 FNTA farnesyltransferase, CAAX box, alpha 50.59
1664 UFM1 ubiquitin-fold modifier 1 50.58
1665 RAB1B RAB1B, member RAS oncogene family 50.57
1666 NRP1 neuropilin 1 50.50
1667 SLC39A1 solute carrier family 39 (zinc transporter), member 1 50.49
1668 SEC61A1 Sec61 translocon alpha 1 subunit 50.47
1669 RP11-367G18.2 50.47
1670 CWC15 CWC15 spliceosome-associated protein 50.45
1671 PSMA5 proteasome subunit alpha 5 50.43
1672 FLOT2 flotillin 2 50.40
1673 GNGT1 guanine nucleotide binding protein (G protein), gamma transducing activity

polypeptide 1
50.35

1674 GSTA3 glutathione S-transferase alpha 3 50.35
1675 SLC39A6 solute carrier family 39 (zinc transporter), member 6 50.26
1676 SLC35B1 solute carrier family 35 member B1 50.21
1677 SYF2 SYF2 pre-mRNA-splicing factor 50.19
1678 BCAM basal cell adhesion molecule (Lutheran blood group) 50.16
1679 SNRPFP1 small nuclear ribonucleoprotein polypeptide F pseudogene 1 50.15
1680 TTC7B tetratricopeptide repeat domain 7B 50.11
1681 ATP6V1D ATPase, H+ transporting, lysosomal 34kDa, V1 subunit D 50.09
1682 MT2A metallothionein 2A 50.09
1683 PRDX4 peroxiredoxin 4 50.06
1684 ARPP19 cAMP regulated phosphoprotein 19kDa 50.04
1685 SARS seryl-tRNA synthetase 50.02
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3.4 Pan paniscus Placental Gene Expression

Table S8: Pan paniscus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

1 MT-CO2 MT-CO2 mitochondrially encoded cytochrome c oxidase II 16008.70
2 PRG2 PRG2 proteoglycan 2, bone marrow (natural killer cell activator, eosinophil granule

major basic protein)
14178.50

3 MT-ND3 MT-ND3 mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 3 8299.36
4 MT-ATP6 MT-ATP6 mitochondrially encoded ATP synthase 6 5803.80
5 IGFBP3 IGFBP3 insulin like growth factor binding protein 3 5776.06
6 FN1 FN1 fibronectin 1 5719.82
7 ENSPTRG00000030979 5531.16
8 MT-CO3 MT-CO3 mitochondrially encoded cytochrome c oxidase III 5029.00
9 ENSPTRG00000040209 4948.49
10 GAPDH GAPDH glyceraldehyde-3-phosphate dehydrogenase 4806.32
11 TMSB10 TMSB10 thymosin beta 10 4457.73
12 MT-ND4L MT-ND4L mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 4L 3751.46
13 MT-ND4 MT-ND4 mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 4 3613.97
14 ENSPTRG00000042645 3533.64
15 UBB (UBC) ubiquitin C 3100.52
16 HSPA1A HSPA1A heat shock protein family A (Hsp70) member 1A 3050.05
17 SERPINE2 SERPINE2 serpin peptidase inhibitor, clade E (nexin, plasminogen activator inhibitor type

1), member 2
2957.04

18 HSPA5 HSPA5 heat shock protein family A (Hsp70) member 5 2932.75
19 ACTB ACTB actin, beta 2906.77
20 SAT1 SAT1 spermidine/spermine N1-acetyltransferase 1 2883.85
21 ENSPTRG00000042634 2622.61
22 RPL32 RPL32 ribosomal protein L32 2465.89
23 ENSPTRG00000041745 (RPS11) ribosomal protein S11 2407.79
24 GDF15 GDF15 growth differentiation factor 15 2285.75
25 ENSPTRG00000039769 (RPL41) ribosomal protein L41 2240.54
26 MT-CO1 MT-CO1 mitochondrially encoded cytochrome c oxidase I 2186.69
27 S100A11 S100A11 S100 calcium binding protein A11 2004.98
28 TIMP3 TIMP3 TIMP metallopeptidase inhibitor 3 1920.49
29 RPS29 RPS29 ribosomal protein S29 1854.92
30 RPS18 RPS18 ribosomal protein S18 1851.65
31 ADM ADM adrenomedullin 1831.28
32 ENSPTRG00000011268 (FTL) ferritin, light polypeptide 1803.14
33 SERPINE1 SERPINE1 serpin peptidase inhibitor, clade E (nexin, plasminogen activator inhibitor type

1), member 1
1790.73

34 HSP90B1 HSP90B1 heat shock protein 90kDa beta family member 1 1779.00
35 KRT18 KRT18 keratin 18, type I 1732.41
36 RPS27 (RPS27) ribosomal protein S27 1712.10
37 RPL23 RPL23 ribosomal protein L23 1501.68
38 B2M B2M beta-2-microglobulin 1492.36
39 NOTUM NOTUM notum pectinacetylesterase homolog (Drosophila) 1455.28
40 TPT1 (TPT1) tumor protein, translationally-controlled 1 1450.18
41 MYL6 MYL6 myosin light chain 6 1444.66
42 RPL35 RPL35 ribosomal protein L35 1442.99
43 KRT19 KRT19 keratin 19, type I 1428.75
44 MT-ND1 MT-ND1 mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 1 1425.01
45 ENSPTRG00000021516 1385.26
46 ENSPTRG00000042420 1365.73
47 RPL19 RPL19 ribosomal protein L19 1334.32
48 AOC1 AOC1 amine oxidase, copper containing 1 1328.07
49 RPL38 RPL38 ribosomal protein L38 1316.07
50 HSPB1 HSPB1 heat shock protein family B (small) member 1 1308.15
51 RPS20 RPS20 ribosomal protein S20 1300.23
52 NFKBIA NFKBIA nuclear factor of kappa light polypeptide gene enhancer in B-cells inhibitor,

alpha
1300.06

53 S100A6 S100A6 S100 calcium binding protein A6 1297.79
54 RPL8 RPL8 ribosomal protein L8 1289.04
55 MT-CYB MT-CYB mitochondrially encoded cytochrome b 1259.06
56 RPL27 RPL27 ribosomal protein L27 1258.52
57 HIST2H2AA4 (HIST2H2AA4) histone cluster 2, H2aa4 1248.04
58 KRT7 KRT7 keratin 7, type II 1233.62
59 ENSPTRG00000023851 (RPLP1) ribosomal protein, large, P1 1229.10
60 ENSPTRG00000023227 (RPS27A) ribosomal protein S27a 1204.90
61 MT-ND6 MT-ND6 mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 6 1188.68
62 RPL30 RPL30 ribosomal protein L30 1180.82
63 IFI6 IFI6 interferon, alpha-inducible protein 6 1168.18
64 RPS12 RPS12 ribosomal protein S12 1158.43
65 RPL18 RPL18 ribosomal protein L18 1150.65
66 ENSPTRG00000034098 RPL39 ribosomal protein L39 1145.98
67 ENSPTRG00000023171 RPS17 ribosomal protein S17 1128.62
68 ITM2B ITM2B integral membrane protein 2B 1118.90
69 RPL36 RPL36 ribosomal protein L36 1111.90
70 RPS6 RPS6 ribosomal protein S6 1089.68
71 MT-ND2 MT-ND2 mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 2 1078.02
72 ENSPTRG00000040730 RPS21 ribosomal protein S21 1069.83
73 RPL14 RPL14 ribosomal protein L14 1069.50
74 RPS14 RPS14 ribosomal protein S14 1057.17
75 ANXA2 ANXA2 annexin A2 1041.30
76 DNAJB1 DNAJB1 DnaJ heat shock protein family (Hsp40) member B1 1038.87
77 RPS16 RPS16 ribosomal protein S16 1038.50
78 RPLP2 RPLP2 ribosomal protein, large, P2 1036.19
79 CALR CALR calreticulin 1022.34
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Table S8: Pan paniscus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

80 RPS23 RPS23 ribosomal protein S23 1021.91
81 UBA52 UBA52 ubiquitin A-52 residue ribosomal protein fusion product 1 1021.16
82 DUSP1 DUSP1 dual specificity phosphatase 1 1017.09
83 PFN1 PFN1 profilin 1 1009.10
84 DLK1 DLK1 delta-like 1 homolog (Drosophila) 999.46
85 RPL23A RPL23A ribosomal protein L23a 986.70
86 ENSPTRG00000029670 (RPL24) ribosomal protein L24 980.93
87 ENSPTRG00000042646 978.29
88 ENSPTRG00000042642 976.76
89 RPS24 RPS24 ribosomal protein S24 968.60
90 RPS17 (RPS17) ribosomal protein S17 959.99
91 SPARC SPARC secreted protein, acidic, cysteine-rich (osteonectin) 951.66
92 ENSPTRG00000008742 RPL26 ribosomal protein L26 942.70
93 MT2A MT1E metallothionein 1E 941.29
94 C-FOS FOS FBJ murine osteosarcoma viral oncogene homolog 913.93
95 RPL10A RPL10A ribosomal protein L10a 893.69
96 RPL31 RPL31 ribosomal protein L31 887.57
97 RPL18A RPL18A ribosomal protein L18a 882.86
98 RPL35A (RPL35A) ribosomal protein L35a 879.92
99 ENSPTRG00000039478 RPS8 ribosomal protein S8 879.27
100 IGF2 IGF2 insulin like growth factor 2 871.76
101 ENO1 ENO1 enolase 1, (alpha) 859.38
102 U3 835.82
103 MT-ND5 MT-ND5 mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 5 827.45
104 PPIB PPIB peptidylprolyl isomerase B (cyclophilin B) 821.65
105 ENSPTRG00000042497 811.83
106 ENSPTRG00000042625 800.40
107 HIST1H1C HIST1H1C histone cluster 1, H1c 799.32
108 ENSPTRG00000034284 (TPT1) tumor protein, translationally-controlled 1 771.61
109 LGALS1 LGALS1 lectin, galactoside-binding, soluble, 1 769.22
110 RPL9 RPL9 ribosomal protein L9 759.42
111 HILPDA HILPDA hypoxia inducible lipid droplet-associated 758.86
112 ENSPTRG00000040263 751.55
113 KRT17 KRT17 keratin 17, type I 737.29
114 ENSPTRG00000038867 (RPS15A) ribosomal protein S15a 728.67
115 ENSPTRG00000033768 (CRIP1) 726.28
116 ENSPTRG00000029113 (RPL10) ribosomal protein L10 724.87
117 ENSPTRG00000042283 718.92
118 HSP90AA1 HSP90AA1 heat shock protein 90kDa alpha family class A member 1 714.62
119 P4HB P4HB prolyl 4-hydroxylase, beta polypeptide 696.54
120 IFITM3 IFITM3 interferon induced transmembrane protein 3 686.72
121 RPS26 (RPS26) ribosomal protein S26 672.72
122 MT-ATP8 MT-ATP8 mitochondrially encoded ATP synthase 8 666.35
123 RPS5 RPS5 ribosomal protein S5 652.35
124 ENSPTRG00000042351 641.35
125 ALDOA ALDOA aldolase, fructose-bisphosphate A 639.69
126 NDRG1 NDRG1 N-myc downstream regulated 1 638.24
127 ENSPTRG00000023483 (RPL13A) ribosomal protein L13a 634.04
128 RPL36AL RPL36A ribosomal protein L36a 631.81
129 Metazoa_SRP RN7SL2 RNA, 7SL, cytoplasmic 2 628.54
130 PDIA4 PDIA4 protein disulfide isomerase family A member 4 619.98
131 EEF1A1 (EEF1A1) eukaryotic translation elongation factor 1 alpha 1 619.89
132 MIF MIF macrophage migration inhibitory factor (glycosylation-inhibiting factor) 619.35
133 VIM VIM vimentin 613.30
134 ENSPTRG00000041655 607.63
135 CD63 CD63 CD63 molecule 605.66
136 RPL12 (RPL12) ribosomal protein L12 600.60
137 RPL5 RPL5 ribosomal protein L5 599.66
138 ENSPTRG00000040744 (RPS15) ribosomal protein S15 598.74
139 BHLHE40 BHLHE40 basic helix-loop-helix family member e40 596.69
140 TPM1 TPM1 tropomyosin 1 (alpha) 589.88
141 EDF1 EDF1 endothelial differentiation-related factor 1 587.47
142 RPLP1 (RPLP1) ribosomal protein, large, P1 569.81
143 TNFSF10 TNFSF10 tumor necrosis factor superfamily member 10 568.78
144 RPL7A (RPL7A) ribosomal protein L7a 565.38
145 ENSPTRG00000011449 (RPS9) ribosomal protein S9 551.33
146 TXN TXN thioredoxin 546.49
147 RPL34 RPL34 ribosomal protein L34 544.72
148 GNB2L1 GNB2L1 guanine nucleotide binding protein (G protein), beta polypeptide 2-like 1 530.20
149 RPL11 RPL11 ribosomal protein L11 529.88
150 RPLP0 RPLP0 ribosomal protein, large, P0 528.41
151 GADD45B GADD45B growth arrest and DNA damage inducible beta 527.96
152 RRAD RRAD Ras-related associated with diabetes 525.54
153 S100A10 S100A10 S100 calcium binding protein A10 524.25
154 DDIT4 DDIT4 DNA damage inducible transcript 4 522.73
155 SLC2A3 SLC2A3 solute carrier family 2 (facilitated glucose transporter), member 3 514.48
156 LDHA LDHA lactate dehydrogenase A 513.30
157 RPS3 RPS3 ribosomal protein S3 500.10
158 GH1 GH1 growth hormone 1 496.75
159 RPL13 RPL13 ribosomal protein L13 481.98
160 RPS25 (RPS25) ribosomal protein S25 478.92
161 DDIT3 DDIT3 DNA damage inducible transcript 3 464.82
162 ENSPTRG00000006838 460.08
163 TAGLN2 TAGLN2 transgelin 2 450.57
164 ENSPTRG00000028317 (TMSB4X) thymosin beta 4, X-linked 445.04
165 EEF1G EEF1G eukaryotic translation elongation factor 1 gamma 442.60
166 KRT8 KRT8 keratin 8, type II 442.12
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3.4 Pan paniscus Placental Gene Expression 3 SPECIES EXPRESSION

Table S8: Pan paniscus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

167 ENSPTRG00000003182 (CDKN1C) cyclin-dependent kinase inhibitor 1C (p57, Kip2) 442.05
168 RPL27A RPL27A ribosomal protein L27a 439.28
169 SOD2 SOD2 superoxide dismutase 2, mitochondrial 439.22
170 ISM2 ISM2 isthmin 2 431.40
171 XAGE3 XAGE3 X antigen family member 3 422.65
172 CRYAB (CRYAB) crystallin alpha B 422.49
173 HTRA1 HTRA1 HtrA serine peptidase 1 422.10
174 JUNB JUNB jun B proto-oncogene 414.43
175 KRT14 KRT14 keratin 14, type I 412.75
176 ANXA5 ANXA5 annexin A5 410.27
177 5_8S_rRNA 400.25
178 RPL4 RPL4 ribosomal protein L4 399.06
179 GPX3 GPX3 glutathione peroxidase 3 398.32
180 CTSL1 CTSL cathepsin L 398.28
181 H3F3A H3F3A H3 histone, family 3A 396.63
182 RPS4X (RPS4X) ribosomal protein S4, X-linked 393.11
183 RPL6 RPL6 ribosomal protein L6 386.88
184 ENSPTRG00000020865 (ANXA2) annexin A2 386.55
185 EIF1 EIF1 eukaryotic translation initiation factor 1 386.29
186 JUN JUN jun proto-oncogene 385.42
187 RPS15 RPS15 ribosomal protein S15 383.76
188 RPL29 RPL29 ribosomal protein L29 376.78
189 CSTB CSTB cystatin B (stefin B) 376.70
190 FBLN1 FBLN1 fibulin 1 373.72
191 RPS3A RPS3A ribosomal protein S3A 373.20
192 FAU FAU Finkel-Biskis-Reilly murine sarcoma virus (FBR-MuSV) ubiquitously ex-

pressed
370.82

193 DYNLL1 DYNLL1 dynein, light chain, LC8-type 1 369.00
194 RPL15 RPL15 ribosomal protein L15 364.15
195 TNNI2 TNNI2 troponin I type 2 (skeletal, fast) 362.91
196 ENSPTRG00000016219 362.14
197 RPS9 RPS9 ribosomal protein S9 361.78
198 RHOB RHOB ras homolog family member B 360.89
199 CYR61 CYR61 cysteine-rich, angiogenic inducer, 61 360.58
200 HSPA8 HSPA8 heat shock protein family A (Hsp70) member 8 358.26
201 DCN DCN decorin 355.37
202 S100A4 S100A4 S100 calcium binding protein A4 352.13
203 PPP1R15A PPP1R15A protein phosphatase 1 regulatory subunit 15A 349.72
204 NDUFS5 NDUFS5 NADH:ubiquinone oxidoreductase subunit S5 347.59
205 EFNA1 EFNA1 ephrin-A1 337.56
206 HSP90AB1 HSP90AB1 heat shock protein 90kDa alpha family class B member 1 337.11
207 HBB HBB hemoglobin subunit beta 337.00
208 ATP5E ATP5E ATP synthase, H+ transporting, mitochondrial F1 complex, epsilon subunit 336.74
209 PATR-B HLA-B major histocompatibility complex, class I, B 334.69
210 ENSPTRG00000028538 RPSA ribosomal protein SA 332.40
211 RPL37 RPL37 ribosomal protein L37 325.26
212 ENSPTRG00000039091 324.04
213 OAZ1 OAZ1 ornithine decarboxylase antizyme 1 322.58
214 RPS27A RPS27A ribosomal protein S27a 321.68
215 TAGLN TAGLN transgelin 319.74
216 C10orf10 C10orf10 chromosome 10 open reading frame 10 317.93
217 RPL13A RPL13A ribosomal protein L13a 315.14
218 SELM SELM 314.11
219 RPS15A RPS15A ribosomal protein S15a 310.13
220 MANF (MANF) mesencephalic astrocyte-derived neurotrophic factor 309.79
221 ENSPTRG00000039432 (EEF1G) eukaryotic translation elongation factor 1 gamma 309.27
222 ZFP36 ZFP36 ZFP36 ring finger protein 305.71
223 C14orf2 C14orf2 chromosome 14 open reading frame 2 305.26
224 HBG2 HBG2 hemoglobin subunit gamma 2 302.89
225 MT1X MT1X metallothionein 1X 301.02
226 BRI3 BRI3 brain protein I3 298.68
227 ANXA8L1 ANXA8L1 annexin A8-like 1 297.92
228 PATR-C HLA-C major histocompatibility complex, class I, C 297.06
229 QSOX1 QSOX1 quiescin sulfhydryl oxidase 1 295.08
230 GADD45G GADD45G growth arrest and DNA damage inducible gamma 294.64
231 FSTL3 FSTL3 follistatin-like 3 (secreted glycoprotein) 292.37
232 HERPUD1 HERPUD1 homocysteine-inducible, endoplasmic reticulum stress-inducible, ubiquitin-

like domain member 1
289.44

233 MYL12B MYL12B myosin light chain 12B 286.79
234 SLC2A1 SLC2A1 solute carrier family 2 (facilitated glucose transporter), member 1 286.74
235 PFDN5 PFDN5 prefoldin subunit 5 286.02
236 COX6B1 COX6B1 cytochrome c oxidase subunit VIb polypeptide 1 (ubiquitous) 282.23
237 PHPT1 PHPT1 phosphohistidine phosphatase 1 282.19
238 TMED9 TMED9 transmembrane p24 trafficking protein 9 280.36
239 PDIA3 PDIA3 protein disulfide isomerase family A member 3 279.39
240 ENSPTRG00000015176 (RPL24) ribosomal protein L24 276.68
241 ATF4 ATF4 activating transcription factor 4 273.99
242 PLA2G2A PLA2G2A phospholipase A2 group IIA 273.64
243 GH2 CSH1 chorionic somatomammotropin hormone 1 (placental lactogen) 271.75
244 GPC3 GPC3 glypican 3 271.70
245 GABARAP GABARAP GABA(A) receptor-associated protein 269.97
246 UBL5 UBL5 ubiquitin like 5 267.04
247 ENSPTRG00000005528 (NME2) NME/NM23 nucleoside diphosphate kinase 2 266.15
248 HPGD HPGD hydroxyprostaglandin dehydrogenase 15-(NAD) 266.08
249 SERF2 (SERF2) small EDRK-rich factor 2 265.11
250 IFITM2 IFITM2 interferon induced transmembrane protein 2 261.68
251 ENSPTRG00000039475 (HSPB1) heat shock protein family B (small) member 1 261.35

50

http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=ENSPTRG00000003182
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CDKN1C
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CDKN1C
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=RPL27A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL27A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL27A
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=SOD2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SOD2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SOD2
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=ISM2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ISM2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ISM2
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=XAGE3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=XAGE3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=XAGE3
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=CRYAB
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CRYAB
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CRYAB
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=HTRA1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HTRA1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HTRA1
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=JUNB
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=JUNB
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=JUNB
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=KRT14
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=KRT14
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=KRT14
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=ANXA5
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ANXA5
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ANXA5
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=5_8S_rRNA
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=RPL4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL4
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=GPX3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GPX3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GPX3
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=CTSL1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CTSL
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CTSL
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=H3F3A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=H3F3A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=H3F3A
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=RPS4X
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS4X
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS4X
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=RPL6
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL6
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL6
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=ENSPTRG00000020865
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ANXA2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ANXA2
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=EIF1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EIF1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EIF1
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=JUN
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=JUN
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=JUN
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=RPS15
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS15
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS15
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=RPL29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL29
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=CSTB
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CSTB
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CSTB
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=FBLN1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FBLN1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FBLN1
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=RPS3A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS3A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS3A
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=FAU
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FAU
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FAU
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FAU
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=DYNLL1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=DYNLL1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=DYNLL1
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=RPL15
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL15
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL15
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=TNNI2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TNNI2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TNNI2
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=ENSPTRG00000016219
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=RPS9
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS9
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS9
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=RHOB
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RHOB
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RHOB
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=CYR61
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CYR61
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CYR61
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=HSPA8
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HSPA8
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HSPA8
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=DCN
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=DCN
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=DCN
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=S100A4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=S100A4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=S100A4
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=PPP1R15A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PPP1R15A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PPP1R15A
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=NDUFS5
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NDUFS5
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NDUFS5
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=EFNA1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EFNA1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EFNA1
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=HSP90AB1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HSP90AB1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HSP90AB1
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=HBB
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HBB
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HBB
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=ATP5E
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ATP5E
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ATP5E
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=PATR-B
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HLA-B
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HLA-B
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=ENSPTRG00000028538
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPSA
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPSA
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=RPL37
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL37
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL37
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=ENSPTRG00000039091
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=OAZ1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=OAZ1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=OAZ1
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=RPS27A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS27A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS27A
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=TAGLN
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TAGLN
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TAGLN
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=C10orf10
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=C10orf10
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=C10orf10
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=RPL13A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL13A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL13A
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=SELM
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SELM
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=RPS15A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS15A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS15A
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=MANF
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MANF
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MANF
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=ENSPTRG00000039432
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EEF1G
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EEF1G
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=ZFP36
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ZFP36
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ZFP36
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=C14orf2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=C14orf2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=C14orf2
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=HBG2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HBG2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HBG2
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=MT1X
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MT1X
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MT1X
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=BRI3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=BRI3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=BRI3
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=ANXA8L1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ANXA8L1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ANXA8L1
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=PATR-C
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HLA-C
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HLA-C
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=QSOX1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=QSOX1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=QSOX1
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=GADD45G
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GADD45G
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GADD45G
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=FSTL3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FSTL3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FSTL3
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=HERPUD1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HERPUD1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HERPUD1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HERPUD1
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=MYL12B
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MYL12B
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MYL12B
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=SLC2A1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SLC2A1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SLC2A1
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=PFDN5
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PFDN5
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PFDN5
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=COX6B1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=COX6B1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=COX6B1
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=PHPT1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PHPT1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PHPT1
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=TMED9
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TMED9
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TMED9
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=PDIA3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PDIA3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PDIA3
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=ENSPTRG00000015176
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL24
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL24
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=ATF4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ATF4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ATF4
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=PLA2G2A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PLA2G2A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PLA2G2A
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=GH2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CSH1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CSH1
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=GPC3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GPC3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GPC3
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=GABARAP
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GABARAP
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GABARAP
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=UBL5
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=UBL5
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=UBL5
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=ENSPTRG00000005528
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NME2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NME2
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=HPGD
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HPGD
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HPGD
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=SERF2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SERF2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SERF2
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=IFITM2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=IFITM2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=IFITM2
http://www.ensembl.org/Pan_troglodytes/Gene/Summary?g=ENSPTRG00000039475
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HSPB1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HSPB1


3.4 Pan paniscus Placental Gene Expression 3 SPECIES EXPRESSION

Table S8: Pan paniscus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

252 MORF4L2 MORF4L2 mortality factor 4 like 2 260.58
253 SERPINH1 SERPINH1 serpin peptidase inhibitor, clade H (heat shock protein 47), member 1, (col-

lagen binding protein 1)
259.73

254 APP APP amyloid beta (A4) precursor protein 259.01
255 RPS10-NUDT3 RPS10 ribosomal protein S10 258.22
256 SNORD14 SNORD14D small nucleolar RNA, C/D box 14D 257.80
257 ANXA1 ANXA1 annexin A1 256.94
258 GLRX GLRX glutaredoxin 254.31
259 NDUFA13 NDUFA13 NADH:ubiquinone oxidoreductase subunit A13 254.14
260 CXCL2 CXCL2 chemokine (C-X-C motif) ligand 2 253.78
261 RPS7 RPS7 ribosomal protein S7 251.70
262 ENSPTRG00000040060 251.68
263 PDIA6 PDIA6 protein disulfide isomerase family A member 6 251.04
264 CLIC1 CLIC1 chloride intracellular channel 1 247.73
265 S100P S100P S100 calcium binding protein P 246.69
266 ENSPTRG00000041770 245.02
267 PCBP1 PCBP1 poly(rC) binding protein 1 243.93
268 SSR4 SSR4 signal sequence receptor, delta 241.74
269 ENSPTRG00000000659 (RPS8) ribosomal protein S8 241.73
270 CFL1 CFL1 cofilin 1 (non-muscle) 241.62
271 ENSPTRG00000034153 MIF-AS1 MIF antisense RNA 1 241.32
272 YWHAE YWHAE tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein,

epsilon
240.71

273 ENSPTRG00000019424 (SHFM1) split hand/foot malformation (ectrodactyly) type 1 239.42
274 TMEM59 TMEM59 transmembrane protein 59 239.05
275 ENSPTRG00000018039 (RPS18) ribosomal protein S18 238.01
276 BGN BGN biglycan 237.45
277 RPS28 RPS28 ribosomal protein S28 236.92
278 COX4I1 COX4I1 cytochrome c oxidase subunit IV isoform 1 236.22
279 MGP MGP matrix Gla protein 235.59
280 EGLN3 EGLN3 egl-9 family hypoxia-inducible factor 3 235.40
281 RPSAP58 RPSAP58 ribosomal protein SA pseudogene 58 234.54
282 CD59 CD59 CD59 molecule, complement regulatory protein 233.59
283 ENSPTRG00000039246 233.48
284 GSTP1 GSTP1 glutathione S-transferase pi 1 233.24
285 CTSB CTSB cathepsin B 229.74
286 ITGA5 ITGA5 integrin alpha 5 227.62
287 IFITM1 IFITM1 interferon induced transmembrane protein 1 225.09
288 ENSPTRG00000016106 (MT2A) metallothionein 2A 223.84
289 SNRPD2 SNRPD2 small nuclear ribonucleoprotein D2 polypeptide 222.74
290 LAPTM4A LAPTM4A lysosomal protein transmembrane 4 alpha 222.03
291 IL8 CXCL8 chemokine (C-X-C motif) ligand 8 220.69
292 NNMT NNMT nicotinamide N-methyltransferase 219.79
293 ENSPTRG00000022405 (SLC6A8) solute carrier family 6 (neurotransmitter transporter), member 8 218.62
294 ENSPTRG00000029930 (TMSB4X) thymosin beta 4, X-linked 217.59
295 LGALS3 LGALS3 lectin, galactoside-binding, soluble, 3 217.09
296 TIMP2 TIMP2 TIMP metallopeptidase inhibitor 2 216.38
297 CGA CGA glycoprotein hormones, alpha polypeptide 216.11
298 NPC2 NPC2 Niemann-Pick disease, type C2 216.01
299 BST2 BST2 bone marrow stromal cell antigen 2 214.94
300 CUTA CUTA cutA divalent cation tolerance homolog (E. coli) 214.57
301 ATP6V0E1 ATP6V0E1 ATPase, H+ transporting, lysosomal 9kDa, V0 subunit e1 213.44
302 HIST1H2BK HIST1H2BL histone cluster 1, H2bl 212.47
303 ENSPTRG00000005532 COX6A1 cytochrome c oxidase subunit VIa polypeptide 1 211.25
304 ENSPTRG00000039521 (HLA-A) major histocompatibility complex, class I, A 210.95
305 S100A9 S100A9 S100 calcium binding protein A9 207.94
306 GATA3 GATA3 GATA binding protein 3 207.26
307 ENSPTRG00000038958 (DNAJB11) DnaJ heat shock protein family (Hsp40) member B11 205.86
308 SPINT2 SPINT2 serine peptidase inhibitor, Kunitz type, 2 205.43
309 SDC4 SDC4 syndecan 4 203.83
310 TPI1 (TPI1) triosephosphate isomerase 1 203.49
311 SEC61G SEC61G Sec61 translocon gamma subunit 202.88
312 RPL37A RPL37A ribosomal protein L37a 202.41
313 ENSPTRG00000042647 202.37
314 ENSPTRG00000042655 202.07
315 ARPC3 ARPC3 actin related protein 2/3 complex subunit 3 198.16
316 FOSL2 FOSL2 FOS-like antigen 2 197.34
317 RHOA RHOA ras homolog family member A 197.07
318 ZFP36L1 ZFP36L1 ZFP36 ring finger protein-like 1 195.88
319 ATF3 ATF3 activating transcription factor 3 195.87
320 HEXB HEXB hexosaminidase B (beta polypeptide) 194.47
321 DAD1 DAD1 defender against cell death 1 194.00
322 PRSS8 PRSS8 protease, serine 8 193.80
323 ENSPTRG00000011299 RPS11 ribosomal protein S11 193.54
324 HINT1 HINT1 histidine triad nucleotide binding protein 1 193.24
325 RPN1 RPN1 ribophorin I 193.22
326 EBI3 EBI3 Epstein-Barr virus induced 3 190.78
327 ENSPTRG00000028709 190.72
328 S100A13 S100A13 S100 calcium binding protein A13 190.18
329 TMEM258 TMEM258 transmembrane protein 258 188.93
330 SERPING1 SERPING1 serpin peptidase inhibitor, clade G (C1 inhibitor), member 1 188.74
331 VAMP8 VAMP8 vesicle associated membrane protein 8 186.24
332 MTRNR2L8 (MTRNR2L8) MT-RNR2-like 8 185.18
333 SSR2 SSR2 signal sequence receptor, beta (translocon-associated protein beta) 184.91
334 PTMS PTMS parathymosin 184.71
335 BNIP3 BNIP3 BCL2/adenovirus E1B 19kDa interacting protein 3 183.66
336 FDCSP FDCSP follicular dendritic cell secreted protein 183.61
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3.4 Pan paniscus Placental Gene Expression 3 SPECIES EXPRESSION

Table S8: Pan paniscus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

337 PTGES PTGES prostaglandin E synthase 181.94
338 PPIA PPIA peptidylprolyl isomerase A (cyclophilin A) 180.32
339 7SK RN7SK RNA, 7SK small nuclear 178.93
340 COX7C (COX7C) cytochrome c oxidase subunit VIIc 178.40
341 LAMTOR5 LAMTOR5 late endosomal/lysosomal adaptor, MAPK and MTOR activator 5 178.26
342 PGK1 PGK1 phosphoglycerate kinase 1 176.13
343 CNBP CNBP CCHC-type zinc finger, nucleic acid binding protein 174.22
344 COX7B COX7B cytochrome c oxidase subunit VIIb 173.60
345 GPX1 GPX1 glutathione peroxidase 1 172.71
346 CANX CANX calnexin 172.47
347 G0S2 G0S2 G0/G1 switch 2 172.40
348 ENSPTRG00000003834 TRMT112 tRNA methyltransferase 11-2 homolog (S. cerevisiae) 172.07
349 ENSPTRG00000039604 170.46
350 COX5B COX5B cytochrome c oxidase subunit Vb 169.94
351 CITED2 CITED2 Cbp/p300-interacting transactivator, with Glu/Asp rich carboxy-terminal do-

main, 2
169.36

352 EMP3 EMP3 epithelial membrane protein 3 169.01
353 COL17A1 COL17A1 collagen, type XVII, alpha 1 167.32
354 H1FX H1FX H1 histone family member X 166.99
355 TGM2 TGM2 transglutaminase 2 166.38
356 FXYD5 FXYD5 FXYD domain containing ion transport regulator 5 166.35
357 ATP5G2 ATP5G2 ATP synthase, H+ transporting, mitochondrial Fo complex subunit C2 (sub-

unit 9)
166.32

358 H1F0 H1F0 H1 histone family member 0 166.24
359 HMGB3 HMGB3 high mobility group box 3 165.62
360 DPT DPT dermatopontin 165.15
361 PRDX5 PRDX5 peroxiredoxin 5 164.92
362 UQCRB UQCRB ubiquinol-cytochrome c reductase binding protein 164.89
363 PPDPF PPDPF pancreatic progenitor cell differentiation and proliferation factor 164.77
364 MYL12A MYL12A myosin light chain 12A 164.34
365 RABAC1 RABAC1 Rab acceptor 1 (prenylated) 164.18
366 YPEL3 YPEL3 yippee like 3 163.74
367 ENSPTRG00000023613 163.07
368 DDOST DDOST dolichyl-diphosphooligosaccharide–protein glycosyltransferase subunit (non-

catalytic)
163.07

369 CFD CFD complement factor D (adipsin) 162.32
370 DYNLRB1 DYNLRB1 dynein, light chain, roadblock-type 1 161.83
371 PRDX1 PRDX1 peroxiredoxin 1 161.66
372 ENSPTRG00000042638 161.55
373 ENSPTRG00000039424 161.12
374 ENSPTRG00000003827 161.09
375 LY6E LY6E lymphocyte antigen 6 complex, locus E 160.63
376 CEBPD CEBPD CCAAT/enhancer binding protein (C/EBP), delta 159.43
377 ATP5J ATP5J ATP synthase, H+ transporting, mitochondrial Fo complex subunit F6 158.59
378 SLIRP SLIRP SRA stem-loop interacting RNA binding protein 158.51
379 RPS4Y2 (RPS4Y2) ribosomal protein S4, Y-linked 2 158.48
380 XAGE2 (XAGE2) X antigen family member 2 158.02
381 OS9 OS9 osteosarcoma amplified 9, endoplasmic reticulum lectin 157.74
382 PKM PKM pyruvate kinase, muscle 157.56
383 UBD UBD ubiquitin D 156.73
384 PSAP PSAP prosaposin 156.29
385 EIF4A1 EIF4A1 eukaryotic translation initiation factor 4A1 156.25
386 COL3A1 COL3A1 collagen, type III, alpha 1 155.98
387 KRT6A KRT6A keratin 6A, type II 155.29
388 ARPC2 ARPC2 actin related protein 2/3 complex subunit 2 154.95
389 HN1 HN1 hematological and neurological expressed 1 154.21
390 ARRDC3 ARRDC3 arrestin domain containing 3 154.07
391 FSTL1 FSTL1 follistatin like 1 154.06
392 RTN4 RTN4 reticulon 4 153.81
393 SEC61B SEC61B Sec61 translocon beta subunit 153.67
394 EEF1B2 EEF1B2 eukaryotic translation elongation factor 1 beta 2 153.16
395 RPL22 RPL22 ribosomal protein L22 152.94
396 SRP14 SRP14 signal recognition particle 14kDa 152.73
397 MYL9 MYL9 myosin light chain 9 152.38
398 FTL FTL ferritin, light polypeptide 152.36
399 C8ORF4 C8orf4 chromosome 8 open reading frame 4 151.53
400 DSTN DSTN destrin (actin depolymerizing factor) 151.47
401 ATP5H ATP5H ATP synthase, H+ transporting, mitochondrial Fo complex subunit D 150.09
402 TFPI2 TFPI2 tissue factor pathway inhibitor 2 149.02
403 NPM1 NPM1 nucleophosmin (nucleolar phosphoprotein B23, numatrin) 148.94
404 BASP1 BASP1 brain abundant, membrane attached signal protein 1 148.91
405 5S_rRNA 148.89
406 MRPL20 MRPL20 mitochondrial ribosomal protein L20 147.32
407 ATP5I ATP5I ATP synthase, H+ transporting, mitochondrial Fo complex subunit E 147.16
408 RGCC RGCC regulator of cell cycle 146.87
409 ITGB1 ITGB1 integrin beta 1 146.50
410 ENSPTRG00000039221 146.47
411 PDLIM1 PDLIM1 PDZ and LIM domain 1 146.21
412 NDUFA1 NDUFA1 NADH:ubiquinone oxidoreductase subunit A1 146.15
413 CTGF CTGF connective tissue growth factor 145.58
414 EZR EZR ezrin 145.50
415 GNG5 GNG5 guanine nucleotide binding protein (G protein), gamma 5 143.63
416 CD81 CD81 CD81 molecule 143.52
417 FLT1 FLT1 fms-related tyrosine kinase 1 143.34
418 Y_RNA 142.97
419 ENSPTRG00000041773 PAPPA-AS1 PAPPA antisense RNA 1 142.83
420 ENSPTRG00000000612 (TMSB4X) thymosin beta 4, X-linked 142.70
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Table S8: Pan paniscus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

421 ARF4 ARF4 ADP ribosylation factor 4 141.47
422 EIF3H EIF3H eukaryotic translation initiation factor 3 subunit H 140.86
423 GPX4 GPX4 glutathione peroxidase 4 140.66
424 ENSPTRG00000010210 UQCR11 ubiquinol-cytochrome c reductase, complex III subunit XI 140.03
425 FKBP2 FKBP2 FK506 binding protein 2 138.90
426 CAPG CAPG capping protein (actin filament), gelsolin-like 138.41
427 MGST3 MGST3 microsomal glutathione S-transferase 3 138.02
428 TSC22D3 TSC22D3 TSC22 domain family member 3 137.84
429 ENSPTRG00000023480 (RPL18A) ribosomal protein L18a 137.73
430 SLC3A2 SLC3A2 solute carrier family 3 (amino acid transporter heavy chain), member 2 136.95
431 CD9 CD9 CD9 molecule 136.27
432 GRN GRN granulin 135.85
433 ENSPTRG00000040095 135.39
434 ENSPTRG00000039502 (NME1) NME/NM23 nucleoside diphosphate kinase 1 135.37
435 GADD45A GADD45A growth arrest and DNA damage inducible alpha 134.95
436 HMGN1 (HMGN1) high mobility group nucleosome binding domain 1 134.77
437 MRPS21 (MRPS21) mitochondrial ribosomal protein S21 134.59
438 PATR-E HLA-E major histocompatibility complex, class I, E 134.38
439 KDELR1 KDELR1 KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein retention receptor

1
133.64

440 ENSPTRG00000027553 AL354933.1 133.45
441 TMED10 TMED10 transmembrane p24 trafficking protein 10 133.20
442 CD99 CD99 CD99 molecule 133.20
443 SAA1 SAA1 serum amyloid A1 132.78
444 ENSPTRG00000041243 132.23
445 PTP4A1 PTP4A1 protein tyrosine phosphatase type IVA, member 1 132.18
446 ARF1 (ARF1) ADP ribosylation factor 1 132.07
447 TMEM66 SARAF store-operated calcium entry-associated regulatory factor 131.82
448 MFAP5 MFAP5 microfibrillar associated protein 5 131.82
449 TUBB TUBB tubulin, beta class I 130.80
450 EPAS1 EPAS1 endothelial PAS domain protein 1 130.80
451 IL32 IL32 interleukin 32 129.78
452 ENSPTRG00000040450 128.81
453 ENSPTRG00000040614 HSPA6 heat shock protein family A (Hsp70) member 6 128.64
454 RPN2 RPN2 ribophorin II 128.46
455 TMA7 TMA7 translation machinery associated 7 homolog 127.74
456 ATP6V0C ATP6V0C ATPase, H+ transporting, lysosomal 16kDa, V0 subunit c 127.65
457 NDUFB8 NDUFB8 NADH:ubiquinone oxidoreductase subunit B8 127.62
458 BZW2 BZW2 basic leucine zipper and W2 domains 2 127.34
459 COX8A COX8A cytochrome c oxidase subunit VIIIA (ubiquitous) 126.75
460 EIF4A2 EIF4A2 eukaryotic translation initiation factor 4A2 126.63
461 RRAS RRAS related RAS viral (r-ras) oncogene homolog 126.48
462 ATP5B ATP5B ATP synthase, H+ transporting, mitochondrial F1 complex, beta polypeptide 126.14
463 PSG11 PSG11 pregnancy specific beta-1-glycoprotein 11 124.99
464 FABP5 FABP5 fatty acid binding protein 5 (psoriasis-associated) 124.99
465 SQSTM1 SQSTM1 sequestosome 1 124.71
466 TRIP10 TRIP10 thyroid hormone receptor interactor 10 124.42
467 ENSPTRG00000010288 (EEF2) eukaryotic translation elongation factor 2 123.59
468 RPL26 (RPL26) ribosomal protein L26 123.48
469 PSMB7 PSMB7 proteasome subunit beta 7 123.45
470 SDF2L1 SDF2L1 stromal cell-derived factor 2-like 1 123.41
471 TMBIM1 TMBIM1 transmembrane BAX inhibitor motif containing 1 123.37
472 CALM1 (CALM1) calmodulin 1 (phosphorylase kinase, delta) 123.18
473 ATPIF1 ATPIF1 ATPase inhibitory factor 1 122.84
474 H2AFX (H2AFJ) H2A histone family member J 122.82
475 ENSPTRG00000040245 (TCEB2) transcription elongation factor B (SIII), polypeptide 2 (18kDa, elongin B) 122.66
476 RHOU RHOU ras homolog family member U 122.63
477 ID3 ID3 inhibitor of DNA binding 3, dominant negative helix-loop-helix protein 122.48
478 TUBA1B TUBA1B tubulin, alpha 1b 122.35
479 CD151 CD151 CD151 molecule (Raph blood group) 121.66
480 NOP10 NOP10 NOP10 ribonucleoprotein 121.18
481 COTL1 COTL1 coactosin-like F-actin binding protein 1 120.90
482 ENSPTRG00000042075 120.70
483 PHLDA2 PHLDA2 pleckstrin homology-like domain, family A, member 2 120.66
484 PATR-A HLA-G major histocompatibility complex, class I, G 119.75
485 TGFBI TGFBI transforming growth factor beta induced 118.84
486 SPRR2G SPRR2G small proline-rich protein 2G 118.64
487 KRTCAP2 KRTCAP2 keratinocyte associated protein 2 117.88
488 NDUFB7 NDUFB7 NADH:ubiquinone oxidoreductase subunit B7 117.69
489 GNG10 GNG10 guanine nucleotide binding protein (G protein), gamma 10 117.41
490 GPI GPI glucose-6-phosphate isomerase 116.66
491 RNF181 RNF181 ring finger protein 181 116.58
492 PLA2G16 PLA2G16 phospholipase A2 group XVI 116.45
493 CARHSP1 CARHSP1 calcium regulated heat stable protein 1 115.93
494 CHMP2A CHMP2A charged multivesicular body protein 2A 115.78
495 S100A16 S100A16 S100 calcium binding protein A16 115.68
496 C19ORF43 C19orf43 chromosome 19 open reading frame 43 115.65
497 UPP1 UPP1 uridine phosphorylase 1 115.61
498 SHISA5 SHISA5 shisa family member 5 115.30
499 SNORA67 115.19
500 CRELD2 CRELD2 cysteine rich with EGF-like domains 2 114.96
501 HIST1H2BJ HIST1H2BJ histone cluster 1, H2bj 114.86
502 ERP29 ERP29 endoplasmic reticulum protein 29 114.73
503 YBX3 YBX3 Y-box binding protein 3 114.50
504 TNFAIP3 TNFAIP3 TNF alpha induced protein 3 114.41
505 RHOC RHOC ras homolog family member C 114.17
506 PSMB1 PSMB1 proteasome subunit beta 1 114.00
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3.4 Pan paniscus Placental Gene Expression 3 SPECIES EXPRESSION

Table S8: Pan paniscus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

507 DEGS1 DEGS1 delta(4)-desaturase, sphingolipid 1 113.92
508 YWHAQ YWHAQ tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein,

theta
113.32

509 LMAN2 LMAN2 lectin, mannose-binding 2 112.71
510 MXRA7 MXRA7 matrix-remodelling associated 7 112.68
511 CHCHD2 CHCHD2 coiled-coil-helix-coiled-coil-helix domain containing 2 112.14
512 PLAC8 PLAC8 placenta specific 8 111.52
513 SERINC2 (SERINC2) serine incorporator 2 110.83
514 ETS2 ETS2 v-ets avian erythroblastosis virus E26 oncogene homolog 2 110.15
515 ATP5EP2 ATP5EP2 ATP synthase, H+ transporting, mitochondrial F1 complex, epsilon subunit

pseudogene 2
109.95

516 BTF3 BTF3 basic transcription factor 3 108.86
517 ENSPTRG00000042629 108.81
518 TMEM45A TMEM45A transmembrane protein 45A 108.78
519 ATP5O ATP5O ATP synthase, H+ transporting, mitochondrial F1 complex, O subunit 108.56
520 PGAM4 PGAM1 phosphoglycerate mutase 1 108.49
521 RNASEK RNASEK ribonuclease, RNase K 108.37
522 LAMB3 LAMB3 laminin subunit beta 3 108.22
523 FAM96B FAM96B family with sequence similarity 96 member B 108.21
524 C6H6ORF48 C6orf48 chromosome 6 open reading frame 48 108.19
525 FHL2 FHL2 four and a half LIM domains 2 108.14
526 ERRFI1 ERRFI1 ERBB receptor feedback inhibitor 1 107.68
527 VDAC2 VDAC2 voltage-dependent anion channel 2 107.25
528 TCEAL4 TCEAL4 transcription elongation factor A (SII)-like 4 106.77
529 AP2M1 AP2M1 adaptor-related protein complex 2, mu 1 subunit 106.18
530 SERPINB6 SERPINB6 serpin peptidase inhibitor, clade B (ovalbumin), member 6 105.67
531 SFRP1 SFRP1 secreted frizzled-related protein 1 105.61
532 RBX1 RBX1 ring-box 1, E3 ubiquitin protein ligase 105.23
533 ENSPTRG00000022575 105.01
534 TOMM6 TOMM6 translocase of outer mitochondrial membrane 6 homolog (yeast) 104.98
535 SNORD113 SNORD114-12 small nucleolar RNA, C/D box 114-12 104.96
536 CEBPB CEBPB CCAAT/enhancer binding protein (C/EBP), beta 104.90
537 EIF4H (EIF4H) eukaryotic translation initiation factor 4H 104.59
538 ROMO1 ROMO1 reactive oxygen species modulator 1 104.51
539 RPL21 (RPL21) ribosomal protein L21 104.46
540 CSNK2B CSNK2B casein kinase 2, beta polypeptide 104.18
541 GLUL GLUL glutamate-ammonia ligase 104.02
542 F11R F11R F11 receptor 104.00
543 BNIP3L BNIP3L BCL2/adenovirus E1B 19kDa interacting protein 3-like 103.59
544 USMG5 USMG5 up-regulated during skeletal muscle growth 5 homolog (mouse) 103.36
545 ELF3 ELF3 E74-like factor 3 (ets domain transcription factor, epithelial-specific ) 103.36
546 COL4A2 COL4A2 collagen, type IV, alpha 2 103.30
547 TNF TNF tumor necrosis factor 103.22
548 WBP5 WBP5 WW domain binding protein 5 102.82
549 TRAPPC1 TRAPPC1 trafficking protein particle complex 1 102.72
550 RPS4Y1 RPS4Y1 ribosomal protein S4, Y-linked 1 102.54
551 HNRNPC HNRNPC heterogeneous nuclear ribonucleoprotein C (C1/C2) 102.22
552 LAMA3 LAMA3 laminin subunit alpha 3 102.13
553 IGFBP4 IGFBP4 insulin like growth factor binding protein 4 102.09
554 F3 F3 coagulation factor III (thromboplastin, tissue factor) 101.92
555 IFNGR2 IFNGR2 interferon gamma receptor 2 (interferon gamma transducer 1) 101.89
556 FKBP8 FKBP8 FK506 binding protein 8 101.68
557 HYOU1 (HYOU1) hypoxia up-regulated 1 101.50
558 EIF3K EIF3K eukaryotic translation initiation factor 3 subunit K 101.00
559 EIF1B EIF1B eukaryotic translation initiation factor 1B 100.89
560 TMED3 TMED3 transmembrane p24 trafficking protein 3 100.61
561 COPE COPE coatomer protein complex subunit epsilon 100.18
562 S100A8 S100A8 S100 calcium binding protein A8 99.33
563 HSBP1L1 HSBP1L1 heat shock factor binding protein 1-like 1 99.03
564 ERGIC3 ERGIC3 ERGIC and golgi 3 98.52
565 EEF1D EEF1D eukaryotic translation elongation factor 1 delta (guanine nucleotide exchange

protein)
98.32

566 CLTA CLTA clathrin, light chain A 98.22
567 ENSPTRG00000039609 98.19
568 EIF4EBP1 EIF4EBP1 eukaryotic translation initiation factor 4E binding protein 1 97.88
569 FKBP1A FKBP1A FK506 binding protein 1A 97.81
570 SNX3 SNX3 sorting nexin 3 97.79
571 CHMP4B CHMP4B charged multivesicular body protein 4B 96.74
572 HDLBP HDLBP high density lipoprotein binding protein 96.54
573 IER3 IER3 immediate early response 3 96.25
574 ARHGDIA ARHGDIA Rho GDP dissociation inhibitor (GDI) alpha 96.07
575 NSA2 NSA2 NSA2, ribosome biogenesis homolog 95.43
576 CAPNS1 CAPNS1 calpain, small subunit 1 94.72
577 MCL1 MCL1 myeloid cell leukemia 1 94.64
578 MRPL51 MRPL51 mitochondrial ribosomal protein L51 94.54
579 P4HA1 P4HA1 prolyl 4-hydroxylase, alpha polypeptide I 94.40
580 SNCG SNCG synuclein gamma 94.34
581 LSM7 LSM7 LSM7 homolog, U6 small nuclear RNA and mRNA degradation associated 94.31
582 ptr-mir-663a MIR663A microRNA 663a 94.20
583 NUCB1 NUCB1 nucleobindin 1 93.59
584 TMBIM6 TMBIM6 transmembrane BAX inhibitor motif containing 6 93.26
585 HMGB2 HMGB2 high mobility group box 2 92.99
586 ENSPTRG00000041176 92.49
587 GNB2 GNB2 guanine nucleotide binding protein (G protein), beta polypeptide 2 92.30
588 SF3B5 SF3B5 splicing factor 3b subunit 5 92.25
589 SOD1 SOD1 superoxide dismutase 1, soluble 91.71
590 MORF4L1 MORF4L1 mortality factor 4 like 1 91.17
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3.4 Pan paniscus Placental Gene Expression 3 SPECIES EXPRESSION

Table S8: Pan paniscus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

591 BSG BSG basigin (Ok blood group) 90.94
592 YWHAH YWHAH tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein,

eta
90.46

593 C19ORF10 MYDGF myeloid-derived growth factor 90.26
594 TPM4 TPM4 tropomyosin 4 90.21
595 APOD APOD apolipoprotein D 89.92
596 IGFBP7 IGFBP7 insulin like growth factor binding protein 7 89.92
597 TAX1BP3 TAX1BP3 Tax1 (human T-cell leukemia virus type I) binding protein 3 89.88
598 SBDS SBDS Shwachman-Bodian-Diamond syndrome 89.83
599 PPP1R14B PPP1R14B protein phosphatase 1 regulatory inhibitor subunit 14B 89.81
600 BZW1 BZW1 basic leucine zipper and W2 domains 1 89.79
601 MRPL23 MRPL23 mitochondrial ribosomal protein L23 89.73
602 CCDC23 CCDC23 89.70
603 RPL17 RPL17 ribosomal protein L17 89.43
604 GNAS GNAS GNAS complex locus 88.31
605 PFDN2 PFDN2 prefoldin subunit 2 88.28
606 MME MME membrane metallo-endopeptidase 88.23
607 EGFL6 EGFL6 EGF-like-domain, multiple 6 88.00
608 TRAPPC5 TRAPPC5 trafficking protein particle complex 5 87.98
609 RAB7A RAB7A RAB7A, member RAS oncogene family 87.98
610 RPS27L RPS27L ribosomal protein S27 like 87.98
611 C12ORF57 (C12orf57) chromosome 12 open reading frame 57 87.67
612 CLIC4 CLIC4 chloride intracellular channel 4 87.60
613 ENSPTRG00000041210 87.53
614 SRSF9 SRSF9 serine/arginine-rich splicing factor 9 87.52
615 RRBP1 RRBP1 ribosome binding protein 1 87.09
616 CYB5R3 CYB5R3 cytochrome b5 reductase 3 87.01
617 ENSPTRG00000031909 86.78
618 SOCS3 SOCS3 suppressor of cytokine signaling 3 86.74
619 ERH ERH enhancer of rudimentary homolog (Drosophila) 86.61
620 LAIR2 (LAIR2) leukocyte-associated immunoglobulin-like receptor 2 86.61
621 CSRP1 CSRP1 cysteine and glycine rich protein 1 86.60
622 UXT UXT ubiquitously expressed prefoldin like chaperone 86.11
623 YWHAG YWHAG tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein,

gamma
85.52

624 NFIL3 NFIL3 nuclear factor, interleukin 3 regulated 85.36
625 HIST1H2AB (HIST1H2AE) histone cluster 1, H2ae 85.34
626 ENSPTRG00000029175 85.26
627 EIF3F EIF3F eukaryotic translation initiation factor 3 subunit F 85.17
628 PLIN2 PLIN2 perilipin 2 84.93
629 BCL2A1 BCL2A1 BCL2-related protein A1 84.86
630 H2AFZ H2AFZ H2A histone family member Z 84.85
631 KLF10 KLF10 Kruppel-like factor 10 84.76
632 UBE2D3 UBE2D3 ubiquitin conjugating enzyme E2D 3 84.74
633 NCL NCL nucleolin 84.64
634 SF3B14 SF3B6 splicing factor 3b subunit 6 84.12
635 RAN RAN RAN, member RAS oncogene family 83.91
636 PNRC1 PNRC1 proline rich nuclear receptor coactivator 1 83.61
637 SH3BGRL3 SH3BGRL3 SH3 domain binding glutamate-rich protein like 3 83.54
638 CD55 CD55 CD55 molecule, decay accelerating factor for complement (Cromer blood

group)
82.91

639 DNAJB11 DNAJB11 DnaJ heat shock protein family (Hsp40) member B11 82.27
640 MINOS1 MINOS1 mitochondrial inner membrane organizing system 1 82.20
641 NENF NENF neudesin neurotrophic factor 82.10
642 ENSPTRG00000018999 82.01
643 SEC61A1 SEC61A1 Sec61 translocon alpha 1 subunit 81.88
644 HK2 HK2 hexokinase 2 81.85
645 ENSPTRG00000010560 81.70
646 CFB CFB complement factor B 81.51
647 ENSPTRG00000042635 81.40
648 UGP2 UGP2 UDP-glucose pyrophosphorylase 2 81.13
649 SELK SELK 81.05
650 EIF4G2 EIF4G2 eukaryotic translation initiation factor 4 gamma, 2 80.63
651 FLOT1 FLOT1 flotillin 1 80.46
652 CD164 CD164 CD164 molecule, sialomucin 80.23
653 GLTSCR2 GLTSCR2 glioma tumor suppressor candidate region gene 2 79.99
654 TGFB1 TGFB1 transforming growth factor beta 1 79.96
655 SPTSSA SPTSSA serine palmitoyltransferase small subunit A 79.91
656 ENSPTRG00000023135 ISG15 ISG15 ubiquitin-like modifier 79.77
657 SEMA4C SEMA4C sema domain, immunoglobulin domain (Ig), transmembrane domain (TM)

and short cytoplasmic domain, (semaphorin) 4C
79.66

658 COL6A2 COL6A2 collagen, type VI, alpha 2 79.35
659 CAP1 CAP1 CAP, adenylate cyclase-associated protein 1 (yeast) 79.35
660 C14ORF166 C14orf166 chromosome 14 open reading frame 166 78.94
661 ENSPTRG00000008674 EIF5A eukaryotic translation initiation factor 5A 78.87
662 COX6C COX6C cytochrome c oxidase subunit VIc 78.86
663 MAGED1 MAGED1 MAGE family member D1 78.82
664 ATP6V0B ATP6V0B ATPase, H+ transporting, lysosomal 21kDa, V0 subunit b 78.75
665 COX14 COX14 COX14, cytochrome c oxidase assembly factor 78.75
666 WSB1 WSB1 WD repeat and SOCS box containing 1 78.59
667 LUM LUM lumican 78.40
668 ZNF706 ZNF706 zinc finger protein 706 78.38
669 SDCBP SDCBP syndecan binding protein 77.78
670 XBP1 XBP1 X-box binding protein 1 77.73
671 ENG ENG endoglin 77.72
672 ETFB ETFB electron-transfer-flavoprotein, beta polypeptide 77.63
673 PRR13 PRR13 proline rich 13 77.50
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3.4 Pan paniscus Placental Gene Expression 3 SPECIES EXPRESSION

Table S8: Pan paniscus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

674 UQCC2 UQCC2 ubiquinol-cytochrome c reductase complex assembly factor 2 77.38
675 FSCN1 FSCN1 fascin actin-bundling protein 1 77.33
676 ENSPTRG00000017817 (HIST1H2BB) histone cluster 1, H2bb 77.18
677 PSG3 PSG3 pregnancy specific beta-1-glycoprotein 3 77.04
678 POLR1D POLR1D polymerase (RNA) I polypeptide D 76.34
679 SURF4 (SURF4) surfeit 4 76.19
680 ENSPTRG00000040819 76.12
681 MRPL33 MRPL33 mitochondrial ribosomal protein L33 75.61
682 CAV1 CAV1 caveolin 1 75.16
683 NHP2L1 NHP2L1 75.08
684 ANKRD37 ANKRD37 ankyrin repeat domain 37 75.07
685 ZNF395 ZNF395 zinc finger protein 395 75.01
686 BRK1 BRK1 BRICK1, SCAR/WAVE actin-nucleating complex subunit 74.98
687 PTN PTN pleiotrophin 74.87
688 GABARAPL2 GABARAPL2 GABA(A) receptor-associated protein like 2 74.84
689 SERPINF1 SERPINF1 serpin peptidase inhibitor, clade F (alpha-2 antiplasmin, pigment epithelium

derived factor), member 1
74.83

690 ENSPTRG00000040582 (MRPL53) mitochondrial ribosomal protein L53 74.80
691 CTHRC1 CTHRC1 collagen triple helix repeat containing 1 74.78
692 HNRNPH2 HNRNPH2 heterogeneous nuclear ribonucleoprotein H2 (H’) 74.70
693 YBX1 YBX1 Y-box binding protein 1 74.68
694 CTDSP1 CTDSP1 CTD small phosphatase 1 74.55
695 ATP5A1 ATP5A1 ATP synthase, H+ transporting, mitochondrial F1 complex, alpha subunit 1,

cardiac muscle
74.32

696 AP2S1 AP2S1 adaptor-related protein complex 2 sigma 1 subunit 73.90
697 HM13 HM13 histocompatibility (minor) 13 73.87
698 TYROBP TYROBP TYRO protein tyrosine kinase binding protein 73.74
699 HIST2H2AC HIST2H2AC histone cluster 2, H2ac 73.56
700 NUPR1 NUPR1 nuclear protein 1, transcriptional regulator 73.52
701 EIF3I EIF3I eukaryotic translation initiation factor 3 subunit I 73.48
702 PRCP PRCP prolylcarboxypeptidase 73.39
703 SEP15 SEP15 73.34
704 HSPE1 HSPE1 heat shock protein family E (Hsp10) member 1 73.18
705 LRPAP1 LRPAP1 LDL receptor related protein associated protein 1 72.78
706 FGG FGG fibrinogen gamma chain 72.74
707 KLF6 KLF6 Kruppel-like factor 6 72.54
708 IFI30 IFI30 interferon, gamma-inducible protein 30 72.26
709 PRKCSH PRKCSH protein kinase C substrate 80K-H 71.94
710 NDUFA3 (NDUFA3) NADH:ubiquinone oxidoreductase subunit A3 71.93
711 TMEM14C TMEM14C transmembrane protein 14C 71.88
712 RAC1 RAC1 ras-related C3 botulinum toxin substrate 1 (rho family, small GTP binding

protein Rac1)
71.80

713 PSMA6 PSMA6 proteasome subunit alpha 6 71.79
714 RND3 RND3 Rho family GTPase 3 71.55
715 SERP1 SERP1 stress-associated endoplasmic reticulum protein 1 71.52
716 SNORD96 SNORD96A small nucleolar RNA, C/D box 96A 71.48
717 MEA1 MEA1 male-enhanced antigen 1 71.29
718 ENSPTRG00000013708 (RPS21) ribosomal protein S21 71.23
719 PERP PERP PERP, TP53 apoptosis effector 71.19
720 C19ORF53 C19orf53 chromosome 19 open reading frame 53 71.19
721 SPP1 SPP1 secreted phosphoprotein 1 71.02
722 HSPH1 HSPH1 heat shock protein family H (Hsp110) member 1 70.88
723 SPINT1 SPINT1 serine peptidase inhibitor, Kunitz type 1 70.74
724 GDI2 GDI2 GDP dissociation inhibitor 2 70.59
725 FAM162A FAM162A family with sequence similarity 162 member A 70.35
726 PSMB4 PSMB4 proteasome subunit beta 4 70.11
727 IVNS1ABP IVNS1ABP influenza virus NS1A binding protein 70.09
728 GM2A GM2A GM2 ganglioside activator 70.05
729 ENSPTRG00000005060 RP11-644F5.10 69.86
730 CYB5R1 CYB5R1 cytochrome b5 reductase 1 69.83
731 IRF1 IRF1 interferon regulatory factor 1 69.74
732 PLAUR PLAUR plasminogen activator, urokinase receptor 69.55
733 CDKN1A CDKN1A cyclin-dependent kinase inhibitor 1A (p21, Cip1) 69.48
734 ENSPTRG00000040434 COX6A1P2 cytochrome c oxidase subunit VIa polypeptide 1 pseudogene 2 69.42
735 CSDE1 CSDE1 cold shock domain containing E1, RNA binding 69.38
736 SSU72 SSU72 SSU72 homolog, RNA polymerase II CTD phosphatase 69.37
737 NUDC NUDC nudC nuclear distribution protein 69.28
738 CTSZ CTSZ cathepsin Z 69.19
739 EIF3G EIF3G eukaryotic translation initiation factor 3 subunit G 68.92
740 RYBP RYBP RING1 and YY1 binding protein 68.83
741 HSPB8 HSPB8 heat shock protein family B (small) member 8 68.80
742 FBXO32 FBXO32 F-box protein 32 68.78
743 UQCRH UQCRH ubiquinol-cytochrome c reductase hinge protein 68.66
744 CHPF CHPF chondroitin polymerizing factor 68.57
745 AEBP1 AEBP1 AE binding protein 1 68.52
746 ENSPTRG00000042648 68.45
747 NDUFB2 NDUFB2 NADH:ubiquinone oxidoreductase subunit B2 68.33
748 TCEB2 TCEB2 transcription elongation factor B (SIII), polypeptide 2 (18kDa, elongin B) 68.32
749 PAGE4 PAGE4 PAGE family member 4 68.25
750 SPCS1 SPCS1 signal peptidase complex subunit 1 68.12
751 HCFC1R1 HCFC1R1 host cell factor C1 regulator 1 (XPO1 dependent) 68.06
752 EIF6 EIF6 eukaryotic translation initiation factor 6 68.03
753 PSG4 PSG4 pregnancy specific beta-1-glycoprotein 4 67.98
754 ENSPTRG00000034468 (RPS7) ribosomal protein S7 67.97
755 ATP1A1 ATP1A1 ATPase, Na+/K+ transporting, alpha 1 polypeptide 67.89
756 TECR TECR trans-2,3-enoyl-CoA reductase 67.87
757 HMOX1 HMOX1 heme oxygenase 1 67.82
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3.4 Pan paniscus Placental Gene Expression 3 SPECIES EXPRESSION

Table S8: Pan paniscus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

758 RAP1B RAP1B RAP1B, member of RAS oncogene family 67.81
759 GADD45GIP1 GADD45GIP1 GADD45G interacting protein 1 67.75
760 ENSPTRG00000039851 67.74
761 PAPPA PAPPA pregnancy-associated plasma protein A, pappalysin 1 67.64
762 FGFR1 FGFR1 fibroblast growth factor receptor 1 67.49
763 CCL2 CCL2 chemokine (C-C motif) ligand 2 67.45
764 PTGES3 PTGES3 prostaglandin E synthase 3 67.41
765 PLOD2 PLOD2 procollagen-lysine, 2-oxoglutarate 5-dioxygenase 2 67.40
766 EIF3M EIF3M eukaryotic translation initiation factor 3 subunit M 67.03
767 SARS SARS seryl-tRNA synthetase 66.97
768 ENSPTRG00000014230 (UQCR10) ubiquinol-cytochrome c reductase, complex III subunit X 66.89
769 TUBB4 TUBB4B tubulin, beta 4B class IVb 66.74
770 RPS19 (RPS19) ribosomal protein S19 66.74
771 NGRN NGRN neugrin, neurite outgrowth associated 66.67
772 DBI DBI diazepam binding inhibitor (GABA receptor modulator, acyl-CoA binding

protein)
66.63

773 ARHGDIB ARHGDIB Rho GDP dissociation inhibitor (GDI) beta 66.21
774 TUBA1C TUBA1C tubulin, alpha 1c 66.08
775 SLC25A3 SLC25A3 solute carrier family 25 (mitochondrial carrier; phosphate carrier), member 3 66.04
776 ACTN4 ACTN4 actinin, alpha 4 65.92
777 DDX17 DDX17 DEAD (Asp-Glu-Ala-Asp) box helicase 17 65.74
778 ACTN1 ACTN1 actinin, alpha 1 65.62
779 EIF3E EIF3E eukaryotic translation initiation factor 3 subunit E 65.49
780 C1R C1R complement component 1, r subcomponent 65.22
781 CKB CKB creatine kinase, brain 65.06
782 LMNA LMNA lamin A/C 64.96
783 C15H15ORF48 C15orf48 chromosome 15 open reading frame 48 64.79
784 GNAI2 (GNAI2) guanine nucleotide binding protein (G protein), alpha inhibiting activity

polypeptide 2
64.68

785 NUCB2 NUCB2 nucleobindin 2 64.61
786 DYNLT1 DYNLT1 dynein, light chain, Tctex-type 1 64.57
787 SSBP1 SSBP1 single-stranded DNA binding protein 1, mitochondrial 64.55
788 PET100 PET100 PET100 homolog 64.52
789 EIF3D EIF3D eukaryotic translation initiation factor 3 subunit D 64.45
790 GUK1 GUK1 guanylate kinase 1 64.26
791 TSC22D1 TSC22D1 TSC22 domain family member 1 64.23
792 UBL3 UBL3 ubiquitin like 3 64.17
793 PVRL4 PVRL4 poliovirus receptor-related 4 64.08
794 DNAJA1 DNAJA1 DnaJ heat shock protein family (Hsp40) member A1 64.06
795 PLP2 PLP2 proteolipid protein 2 (colonic epithelium-enriched) 63.75
796 VKORC1 VKORC1 vitamin K epoxide reductase complex subunit 1 63.74
797 CRISPLD2 CRISPLD2 cysteine-rich secretory protein LCCL domain containing 2 63.62
798 ARPC1B ARPC1B actin related protein 2/3 complex subunit 1B 63.60
799 LSM3 LSM3 LSM3 homolog, U6 small nuclear RNA and mRNA degradation associated 63.54
800 CDC37 CDC37 cell division cycle 37 63.43
801 PIM1 PIM1 Pim-1 proto-oncogene, serine/threonine kinase 63.35
802 LGALS3BP LGALS3BP lectin, galactoside-binding, soluble, 3 binding protein 63.33
803 ENSPTRG00000019672 (ATP6V1F) ATPase, H+ transporting, lysosomal 14kDa, V1 subunit F 63.26
804 COX7A2L COX7A2L cytochrome c oxidase subunit VIIa polypeptide 2 like 63.10
805 SERINC1 SERINC1 serine incorporator 1 63.04
806 POMP POMP proteasome maturation protein 62.85
807 TGIF1 TGIF1 TGFB-induced factor homeobox 1 62.75
808 ARPC5 ARPC5 actin related protein 2/3 complex subunit 5 62.70
809 TINAGL1 TINAGL1 tubulointerstitial nephritis antigen-like 1 62.54
810 KRT16 KRT16 keratin 16, type I 62.52
811 ATP5C1 ATP5C1 ATP synthase, H+ transporting, mitochondrial F1 complex, gamma polypep-

tide 1
62.47

812 ARPC4 ARPC4 actin related protein 2/3 complex subunit 4 62.37
813 SRGN SRGN serglycin 62.36
814 POLD4 (POLD4) polymerase (DNA-directed), delta 4, accessory subunit 62.31
815 PSMA7 PSMA7 proteasome subunit alpha 7 62.21
816 ENSPTRG00000040440 62.16
817 MRPL27 MRPL27 mitochondrial ribosomal protein L27 62.11
818 SLC39A7 SLC39A7 solute carrier family 39 (zinc transporter), member 7 62.05
819 PSMA1 PSMA1 proteasome subunit alpha 1 62.04
820 PDIA5 PDIA5 protein disulfide isomerase family A member 5 61.99
821 HNRNPA2B1 HNRNPA2B1 heterogeneous nuclear ribonucleoprotein A2/B1 61.94
822 LAMP1 LAMP1 lysosomal-associated membrane protein 1 61.80
823 GSTO1 GSTO1 glutathione S-transferase omega 1 61.69
824 Vault VTRNA1-2 vault RNA 1-2 61.54
825 MAPK3 MAPK3 mitogen-activated protein kinase 3 61.43
826 ENSPTRG00000039924 (ISG15) ISG15 ubiquitin-like modifier 61.42
827 CLDND1 CLDND1 claudin domain containing 1 61.21
828 IMPDH2 IMPDH2 IMP (inosine 5’-monophosphate) dehydrogenase 2 61.15
829 C19ORF33 C19orf33 chromosome 19 open reading frame 33 61.07
830 MAGED2 MAGED2 MAGE family member D2 60.91
831 NDUFB9 NDUFB9 NADH:ubiquinone oxidoreductase subunit B9 60.84
832 CLK1 CLK1 CDC like kinase 1 60.83
833 PSMB6 PSMB6 proteasome subunit beta 6 60.69
834 RAB1A RAB1A RAB1A, member RAS oncogene family 60.65
835 ATP5G1 ATP5G1 ATP synthase, H+ transporting, mitochondrial Fo complex subunit C1 (sub-

unit 9)
60.49

836 SNORD66 60.45
837 RNASE1 RNASE1 ribonuclease, RNase A family, 1 (pancreatic) 60.32
838 HNRNPL HNRNPL heterogeneous nuclear ribonucleoprotein L 60.32
839 CTDNEP1 CTDNEP1 CTD nuclear envelope phosphatase 1 60.25
840 CLDN4 (CLDN4) claudin 4 60.02
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3.4 Pan paniscus Placental Gene Expression 3 SPECIES EXPRESSION

Table S8: Pan paniscus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

841 ENSPTRG00000039806 59.98
842 TCEAL1 TCEAL1 transcription elongation factor A (SII)-like 1 59.93
843 C10ORF116 ADIRF adipogenesis regulatory factor 59.74
844 NOG NOG noggin 59.73
845 COL1A2 COL1A2 collagen, type I, alpha 2 59.69
846 CDC42 CDC42 cell division cycle 42 59.64
847 PTTG1IP PTTG1IP pituitary tumor-transforming 1 interacting protein 59.55
848 snosnR61 SNORD38B 59.38
849 C1QTNF6 C1QTNF6 C1q and tumor necrosis factor related protein 6 59.37
850 PGF PGF placental growth factor 59.23
851 SRP9 SRP9 signal recognition particle 9kDa 59.07
852 snoMBII-202 SNORD68 small nucleolar RNA, C/D box 68 59.04
853 OCIAD1 OCIAD1 OCIA domain containing 1 59.01
854 EMC7 EMC7 ER membrane protein complex subunit 7 58.84
855 HIST2H2BE (HIST2H2BE) histone cluster 2, H2be 58.72
856 CCDC56 COA3 cytochrome c oxidase assembly factor 3 58.69
857 JTB JTB jumping translocation breakpoint 58.68
858 NDUFB4 NDUFB4 NADH:ubiquinone oxidoreductase subunit B4 58.55
859 NEK6 NEK6 NIMA-related kinase 6 58.49
860 PMP22 PMP22 peripheral myelin protein 22 58.47
861 RNF7 RNF7 ring finger protein 7 58.37
862 CALU CALU calumenin 58.37
863 EFNB1 EFNB1 ephrin-B1 58.36
864 NDUFB10 NDUFB10 NADH:ubiquinone oxidoreductase subunit B10 58.30
865 MYADM MYADM myeloid-associated differentiation marker 58.12
866 UFC1 UFC1 ubiquitin-fold modifier conjugating enzyme 1 58.03
867 PSMD8 PSMD8 proteasome 26S subunit, non-ATPase 8 57.91
868 CS RP11-977G19.10 57.84
869 ENSPTRG00000001693 PRDX6 peroxiredoxin 6 57.83
870 HSD3B1 HSD3B1 hydroxy-delta-5-steroid dehydrogenase, 3 beta- and steroid delta-isomerase 1 57.82
871 SIK1 SIK1 salt inducible kinase 1 57.62
872 CCDC124 CCDC124 coiled-coil domain containing 124 57.57
873 ATP6V1G1 ATP6V1G1 ATPase, H+ transporting, lysosomal 13kDa, V1 subunit G1 57.25
874 BTG1 BTG1 B-cell translocation gene 1, anti-proliferative 57.22
875 ID1 ID1 inhibitor of DNA binding 1, dominant negative helix-loop-helix protein 57.20
876 PDCD6 PDCD6 programmed cell death 6 57.17
877 PLOD1 PLOD1 procollagen-lysine, 2-oxoglutarate 5-dioxygenase 1 57.13
878 ATP5L2 (ATP5L) ATP synthase, H+ transporting, mitochondrial Fo complex subunit G 57.11
879 CAPZB CAPZB capping protein (actin filament) muscle Z-line, beta 57.05
880 BLVRB BLVRB biliverdin reductase B 57.02
881 ZYX ZYX zyxin 56.89
882 VMP1 VMP1 vacuole membrane protein 1 56.89
883 PLAU PLAU plasminogen activator, urokinase 56.86
884 FAM3C FAM3C family with sequence similarity 3 member C 56.84
885 PFKFB3 PFKFB3 6-phosphofructo-2-kinase/fructose-2,6-biphosphatase 3 56.83
886 PVR PVR poliovirus receptor 56.81
887 PPP4C PPP4C protein phosphatase 4 catalytic subunit 56.73
888 COPZ1 COPZ1 coatomer protein complex subunit zeta 1 56.70
889 ATP6AP1 ATP6AP1 ATPase, H+ transporting, lysosomal accessory protein 1 56.64
890 EIF4A3 EIF4A3 eukaryotic translation initiation factor 4A3 56.60
891 ANP32B ANP32B acidic nuclear phosphoprotein 32 family member B 56.57
892 WBP2 WBP2 WW domain binding protein 2 56.55
893 STC2 STC2 stanniocalcin 2 56.49
894 MFAP2 MFAP2 microfibrillar associated protein 2 56.46
895 PEBP1 PEBP1 phosphatidylethanolamine binding protein 1 56.38
896 DDB1 DDB1 damage-specific DNA binding protein 1 56.20
897 PXN PXN paxillin 55.87
898 FBLN2 FBLN2 fibulin 2 55.84
899 NGFRAP1 NGFRAP1 nerve growth factor receptor (TNFRSF16) associated protein 1 55.76
900 SNORA70 55.71
901 DNAJB9 DNAJB9 DnaJ heat shock protein family (Hsp40) member B9 55.60
902 SEC11B SEC11A SEC11 homolog A, signal peptidase complex subunit 55.57
903 GSN GSN gelsolin 55.48
904 PSME1 PSME1 proteasome activator subunit 1 55.35
905 TFG TFG TRK-fused gene 55.33
906 ATP6V1F ATP6V1F ATPase, H+ transporting, lysosomal 14kDa, V1 subunit F 55.23
907 VDAC1 VDAC1 voltage-dependent anion channel 1 55.22
908 MGAT1 MGAT1 mannosyl (alpha-1,3-)-glycoprotein beta-1,2-N-

acetylglucosaminyltransferase
55.17

909 NDUFS6 NDUFS6 NADH:ubiquinone oxidoreductase subunit S6 55.15
910 PSMD4 PSMD4 proteasome 26S subunit, non-ATPase 4 55.12
911 CST6 CST6 cystatin E/M 55.01
912 YIPF3 YIPF3 Yip1 domain family member 3 55.00
913 ENSPTRG00000040466 54.97
914 GPRC5A GPRC5A G protein-coupled receptor, class C, group 5, member A 54.94
915 ARL8B ARL8B ADP ribosylation factor like GTPase 8B 54.89
916 XRCC6 XRCC6 X-ray repair complementing defective repair in Chinese hamster cells 6 54.80
917 SNRPG SNRPG small nuclear ribonucleoprotein polypeptide G 54.77
918 EVA1B EVA1B eva-1 homolog B (C. elegans) 54.71
919 ENSPTRG00000042654 54.26
920 PCBP2 PCBP2 poly(rC) binding protein 2 54.24
921 NDUFB1 NDUFB1 NADH:ubiquinone oxidoreductase subunit B1 54.14
922 GBA GBA glucosidase, beta, acid 54.14
923 INHBA INHBA inhibin beta A 54.00
924 PLTP PLTP phospholipid transfer protein 53.96
925 PSMB2 PSMB2 proteasome subunit beta 2 53.93
926 PSG2 PSG2 pregnancy specific beta-1-glycoprotein 2 53.93
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3.4 Pan paniscus Placental Gene Expression 3 SPECIES EXPRESSION

Table S8: Pan paniscus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

927 FKBP11 FKBP11 FK506 binding protein 11 53.74
928 DPM2 DPM2 dolichyl-phosphate mannosyltransferase polypeptide 2, regulatory subunit 53.72
929 NDUFAB1 NDUFAB1 NADH:ubiquinone oxidoreductase subunit AB1 53.61
930 snoU83B SNORD83B small nucleolar RNA, C/D box 83B 53.55
931 TNFRSF1A TNFRSF1A tumor necrosis factor receptor superfamily member 1A 53.52
932 UBE2I UBE2I ubiquitin conjugating enzyme E2I 53.43
933 ENSPTRG00000040610 53.21
934 PYGL PYGL phosphorylase, glycogen, liver 53.19
935 SAT2 SAT2 spermidine/spermine N1-acetyltransferase family member 2 53.14
936 FAM50A FAM50A family with sequence similarity 50 member A 53.05
937 AUP1 AUP1 ancient ubiquitous protein 1 52.95
938 TRIM29 TRIM29 tripartite motif containing 29 52.89
939 IAH1 IAH1 isoamyl acetate-hydrolyzing esterase 1 homolog 52.84
940 SPAG7 SPAG7 sperm associated antigen 7 52.84
941 TMEM205 TMEM205 transmembrane protein 205 52.79
942 PRELP PRELP proline/arginine-rich end leucine-rich repeat protein 52.76
943 CPZ CPZ carboxypeptidase Z 52.71
944 CNDP2 CNDP2 CNDP dipeptidase 2 (metallopeptidase M20 family) 52.70
945 INHA INHA inhibin alpha 52.67
946 ENSPTRG00000042268 (MT1G) metallothionein 1G 52.66
947 TSPO TSPO translocator protein 52.60
948 ENSPTRG00000041735 52.50
949 RPS19BP1 RPS19BP1 ribosomal protein S19 binding protein 1 52.46
950 SH3GLB1 SH3GLB1 SH3-domain GRB2-like endophilin B1 52.37
951 IFI27 IFI27 interferon, alpha-inducible protein 27 52.34
952 HNRNPU HNRNPU heterogeneous nuclear ribonucleoprotein U (scaffold attachment factor A) 52.18
953 TPM2 TPM2 tropomyosin 2 (beta) 52.18
954 LAMC2 LAMC2 laminin subunit gamma 2 52.11
955 MANBAL MANBAL mannosidase, beta A, lysosomal-like 52.08
956 GANAB GANAB glucosidase, alpha; neutral AB 51.98
957 SRSF3 SRSF3 serine/arginine-rich splicing factor 3 51.94
958 MARCKS (MARCKS) myristoylated alanine-rich protein kinase C substrate 51.88
959 ILK ILK integrin linked kinase 51.79
960 DDX39B DDX39B DEAD (Asp-Glu-Ala-Asp) box polypeptide 39B 51.76
961 SET SET SET nuclear proto-oncogene 51.73
962 CTNNA1 CTNNA1 catenin alpha 1 51.66
963 CDK5RAP3 CDK5RAP3 CDK5 regulatory subunit associated protein 3 51.61
964 RHEB RHEB Ras homolog enriched in brain 51.61
965 AES AES amino-terminal enhancer of split 51.59
966 SNRPD3 SNRPD3 small nuclear ribonucleoprotein D3 polypeptide 51.58
967 HIST1H2BD HIST1H2BD histone cluster 1, H2bd 51.56
968 MMP2 MMP2 matrix metallopeptidase 2 51.49
969 PGM1 PGM1 phosphoglucomutase 1 51.46
970 VEGFB VEGFB vascular endothelial growth factor B 51.40
971 U2AF1 (U2AF1) U2 small nuclear RNA auxiliary factor 1 51.39
972 SLC39A1 SLC39A1 solute carrier family 39 (zinc transporter), member 1 51.38
973 GTSF1 GTSF1 gametocyte specific factor 1 51.17
974 SEPT2 SEPT2 septin 2 50.99
975 CCT7 CCT7 chaperonin containing TCP1, subunit 7 (eta) 50.66
976 CAPN2 CAPN2 calpain 2, (m/II) large subunit 50.66
977 RAB2A RAB2A RAB2A, member RAS oncogene family 50.55
978 REEP5 REEP5 receptor accessory protein 5 50.49
979 LITAF LITAF lipopolysaccharide-induced TNF factor 50.26
980 FAM127A FAM127A family with sequence similarity 127 member A 50.25
981 APOE APOE apolipoprotein E 50.25
982 PCOLCE2 PCOLCE2 procollagen C-endopeptidase enhancer 2 50.25
983 RGS2 RGS2 regulator of G-protein signaling 2 50.22
984 SEPW1 SEPW1 selenoprotein W, 1 50.15
985 ENSPTRG00000007935 (EIF3CL) eukaryotic translation initiation factor 3 subunit C-like 50.15
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3.5 Mus musculus Placental Gene Expression

Table S9: Mus musculus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

1 mt-Atp8 MT-ATP8 mitochondrially encoded ATP synthase 8 23132.72
2 Mir6236 20448.71
3 AC099934.1 12565.84
4 H19 12398.02
5 AC157822.1 12115.41
6 Prl3b1 (PRL) prolactin 11873.02
7 Gm3788 11593.70
8 AC122546.1 9114.58
9 mt-Ts1 8524.59
10 Gm11966 7380.14
11 mt-Tm 7225.87
12 mt-Te 6964.62
13 mt-Tl1 6884.41
14 Hba-a2 HBA1 hemoglobin subunit alpha 1 6610.53
15 Hba-a1 (HBA2) hemoglobin subunit alpha 2 4934.21
16 Gm27786 4857.42
17 Igf2 IGF2 insulin like growth factor 2 4618.99
18 mt-Co1 MT-CO1 mitochondrially encoded cytochrome c oxidase I 4547.28
19 Hbb-bs HBB hemoglobin subunit beta 4519.07
20 mt-Nd1 MT-ND1 mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 1 3964.42
21 Mir8114 3871.90
22 S100g S100G S100 calcium binding protein G 3672.44
23 mt-Cytb MT-CYB mitochondrially encoded cytochrome b 3253.50
24 mt-Ty 3238.56
25 Gm10736 3152.25
26 Afp AFP alpha-fetoprotein 3068.16
27 Gm3699 3064.84
28 Gm10180 3022.77
29 mt-Tp 2947.74
30 mt-Tn 2939.07
31 Gm29216 2761.20
32 Hbb-bt (HBB) hemoglobin subunit beta 2722.41
33 Gm10925 2651.58
34 mt-Atp6 MT-ATP6 mitochondrially encoded ATP synthase 6 2637.76
35 mt-Tg 2584.04
36 Actb ACTB actin, beta 2576.62
37 mt-Th 2530.21
38 Prl2b1 2505.35
39 Gm27684 2465.15
40 Peg10 PEG10 paternally expressed 10 2421.24
41 Gm10800 2396.81
42 Gm23935 2323.61
43 mt-Nd2 MT-ND2 mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 2 2303.05
44 Ctsj (CTSL) cathepsin L 2302.59
45 Gm24270 2123.77
46 Gm24245 2080.85
47 mt-Ta 1998.14
48 mt-Tc 1962.21
49 Cts6 (CTSL) cathepsin L 1945.52
50 Eef1a1 EEF1A1 eukaryotic translation elongation factor 1 alpha 1 1887.86
51 Tfpi TFPI tissue factor pathway inhibitor 1878.23
52 Gm14287 1863.59
53 Gm13340 1804.27
54 Tpbpb 1798.90
55 mt-Tq 1788.14
56 Trf (TF) transferrin 1733.48
57 Prl8a9 (PRL) prolactin 1719.33
58 Ctsq (CTSL) cathepsin L 1703.68
59 Eif4g2 EIF4G2 eukaryotic translation initiation factor 4 gamma, 2 1694.19
60 mt-Nd4 MT-ND4 mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 4 1636.29
61 Hnrnph1 HNRNPH1 heterogeneous nuclear ribonucleoprotein H1 (H) 1597.09
62 mt-Rnr2 1595.99
63 mt-Nd6 MT-ND6 mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 6 1587.69
64 Tpbpa 1510.81
65 mt-Rnr1 1477.02
66 Gm27529 1446.17
67 Gm10222 1432.98
68 mt-Nd4l MT-ND4L mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 4L 1415.62
69 Gm28437 1370.10
70 mt-Co3 MT-CO3 mitochondrially encoded cytochrome c oxidase III 1367.06
71 Gm10801 1344.33
72 Hsp90ab1 HSP90AB1 heat shock protein 90kDa alpha family class B member 1 1309.39
73 mmu-mir-703 1307.25
74 Gjb2 GJB2 gap junction protein beta 2 1266.56
75 RP23-440C1.3 1258.85
76 Gm28661 1214.86
77 mt-Co2 MT-CO2 mitochondrially encoded cytochrome c oxidase II 1208.54
78 Gm28439 1123.64
79 Sparc SPARC secreted protein, acidic, cysteine-rich (osteonectin) 1109.70
80 Ghrh GHRH growth hormone releasing hormone 1091.48
81 Psg16 (CEACAM8) carcinoembryonic antigen-related cell adhesion molecule 8 1082.67
82 Gm13341 1037.88
83 Gm13339 1028.67
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Table S9: Mus musculus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

84 Lepr LEPR leptin receptor 997.27
85 Cited1 CITED1 Cbp/p300-interacting transactivator, with Glu/Asp rich carboxy-terminal do-

main, 1
988.30

86 mt-Ts2 973.88
87 Fabp3-ps1 (FABP3) fatty acid binding protein 3, muscle and heart 948.37
88 Psg21 (CEACAM21) carcinoembryonic antigen-related cell adhesion molecule 21 942.74
89 Apoa1 APOA1 apolipoprotein A-I 941.66
90 Slc2a1 SLC2A1 solute carrier family 2 (facilitated glucose transporter), member 1 934.36
91 Mir719 927.08
92 mt-Td 905.80
93 Gm28911 904.30
94 Yam1 903.87
95 Rpl13a (RPL13A) ribosomal protein L13a 897.08
96 mt-Nd5 MT-ND5 mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 5 880.60
97 Gm37421 864.81
98 Rny3 860.17
99 Mir692-2 842.44
100 Gm26377 828.57
101 Car4 CA4 carbonic anhydrase IV 808.69
102 Gm11572 794.19
103 Gm14303 792.37
104 mt-Tr 787.32
105 mt-Ti 780.90
106 Malat1 779.94
107 AC245272.2 770.04
108 Rn18s-rs5 763.71
109 Rln1 RLN2 relaxin 2 762.06
110 Krt18 KRT18 keratin 18, type I 757.72
111 Fn1 FN1 fibronectin 1 754.78
112 Gm25047 RNU6-118P RNA, U6 small nuclear 118, pseudogene 742.96
113 Gm28438 732.12
114 mt-Nd3 MT-ND3 mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 3 724.42
115 Calr CALR calreticulin 717.81
116 Gpx4 GPX4 glutathione peroxidase 4 716.62
117 Gm27506 706.21
118 Gm22774 704.97
119 Fabp3 FABP3 fatty acid binding protein 3, muscle and heart 687.09
120 Gm9844 673.89
121 Rps24 RPS24 ribosomal protein S24 661.13
122 Bsg BSG basigin (Ok blood group) 654.76
123 Gnas GNAS GNAS complex locus 651.52
124 Tmsb4x TMSB4Y thymosin beta 4, Y-linked 645.19
125 Actn4 ACTN4 actinin, alpha 4 642.12
126 Hspa8 HSPA8 heat shock protein family A (Hsp70) member 8 634.28
127 Psap PSAP prosaposin 627.87
128 Hsp90b1 HSP90B1 heat shock protein 90kDa beta family member 1 608.63
129 Rpl38-ps2 595.76
130 Tmsb10 (TMSB10) thymosin beta 10 595.47
131 Rps24-ps3 594.52
132 Cdkn1c CDKN1C cyclin-dependent kinase inhibitor 1C (p57, Kip2) 588.50
133 Shisa5 SHISA5 shisa family member 5 581.70
134 Gm1821 579.40
135 Ewsr1 EWSR1 EWS RNA binding protein 1 579.02
136 Tinagl1 TINAGL1 tubulointerstitial nephritis antigen-like 1 576.59
137 Gm8797 (UBA52) ubiquitin A-52 residue ribosomal protein fusion product 1 573.56
138 Gnai2 (GNAI2) guanine nucleotide binding protein (G protein), alpha inhibiting activity

polypeptide 2
571.74

139 n-R5-8s1 571.60
140 Rps16-ps2 571.33
141 Gm12895 558.70
142 Atxn2 ATXN2 ataxin 2 558.10
143 Gm10193 557.95
144 Gm12896 557.46
145 Alpl ALPL alkaline phosphatase, liver/bone/kidney 553.31
146 mt-Tw 552.20
147 Sin3b SIN3B SIN3 transcription regulator family member B 551.01
148 Ctnnb1 CTNNB1 catenin beta 1 548.30
149 Sept4 SEPT4 septin 4 546.06
150 Crip2 CRIP2 cysteine-rich protein 2 536.44
151 Gnb2l1 GNB2L1 guanine nucleotide binding protein (G protein), beta polypeptide 2-like 1 530.59
152 Rpn2 RPN2 ribophorin II 524.35
153 Psg23 (CEACAM1) carcinoembryonic antigen-related cell adhesion molecule 1 (biliary glycopro-

tein)
522.73

154 Gm7079 518.87
155 Ctsr (CTSL) cathepsin L 515.55
156 Sqstm1 SQSTM1 sequestosome 1 511.55
157 Gm15427 510.46
158 Actg1 (ACTG1) actin gamma 1 506.83
159 Apoa2 APOA2 apolipoprotein A-II 506.77
160 Ubc UBC ubiquitin C 505.38
161 Cyb5r3 CYB5R3 cytochrome b5 reductase 3 505.03
162 Tfrc TFRC transferrin receptor 503.67
163 Rbms1 RBMS1 RNA binding motif, single stranded interacting protein 1 501.77
164 Dynll1 DYNLL1 dynein, light chain, LC8-type 1 498.69
165 Gm22357 492.28
166 Sept9 SEPT9 septin 9 488.80
167 Gm23374 488.52
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Table S9: Mus musculus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

168 Ctsa CTSA cathepsin A 486.63
169 Psg27 (CEACAM1) carcinoembryonic antigen-related cell adhesion molecule 1 (biliary glycopro-

tein)
485.78

170 Rpl23 RPL23 ribosomal protein L23 475.18
171 Rpl28 RPL28 ribosomal protein L28 474.25
172 Anxa5 ANXA5 annexin A5 473.89
173 Ywhae YWHAE tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein,

epsilon
472.04

174 mt-Tk 471.60
175 Tmbim6 TMBIM6 transmembrane BAX inhibitor motif containing 6 471.34
176 Gm8129 469.78
177 Gm12328 468.86
178 Tex264 TEX264 testis expressed 264 465.89
179 Pfn1 PFN1 profilin 1 465.83
180 Myl12a MYL12A myosin light chain 12A 461.31
181 Gm22752 458.99
182 Apob APOB apolipoprotein B 457.77
183 mmu-mir-1906-1 455.26
184 Gm24187 454.39
185 Pdlim1 PDLIM1 PDZ and LIM domain 1 449.57
186 Ceacam12 (CEACAM3) carcinoembryonic antigen-related cell adhesion molecule 3 449.42
187 Gm15720 449.10
188 Creg1 CREG1 cellular repressor of E1A-stimulated genes 1 443.40
189 B2m B2M beta-2-microglobulin 440.91
190 Rpl4 RPL4 ribosomal protein L4 437.65
191 Atp5b ATP5B ATP synthase, H+ transporting, mitochondrial F1 complex, beta polypeptide 436.45
192 Gm11702 436.02
193 Ceacam14 (CEACAM8) carcinoembryonic antigen-related cell adhesion molecule 8 432.48
194 Ubb (UBC) ubiquitin C 429.48
195 Fth1 (FTH1) ferritin, heavy polypeptide 1 429.43
196 Rpl41 (RPL41) ribosomal protein L41 424.73
197 Rab11a RAB11A RAB11A, member RAS oncogene family 423.81
198 Itpk1 ITPK1 inositol-tetrakisphosphate 1-kinase 423.74
199 Krt7 KRT7 keratin 7, type II 423.04
200 Prl2c5 (PRL) prolactin 422.85
201 Anxa2 ANXA2 annexin A2 422.78
202 Gm20412 419.44
203 Ptp4a2 PTP4A2 protein tyrosine phosphatase type IVA, member 2 417.40
204 Canx CANX calnexin 414.45
205 Maged1 MAGED1 MAGE family member D1 414.01
206 Ezr EZR ezrin 413.85
207 Gm7808 (UBA52) ubiquitin A-52 residue ribosomal protein fusion product 1 413.41
208 Gm25032 411.97
209 P4hb P4HB prolyl 4-hydroxylase, beta polypeptide 408.24
210 Hsp90aa1 HSP90AA1 heat shock protein 90kDa alpha family class A member 1 408.13
211 Sri SRI sorcin 407.07
212 Rpl28-ps1 404.23
213 Rpl37rt 404.17
214 Gm12481 400.82
215 Limk2 LIMK2 LIM domain kinase 2 397.86
216 Arhgef6 ARHGEF6 Rac/Cdc42 guanine nucleotide exchange factor 6 396.48
217 Krt19 KRT19 keratin 19, type I 394.26
218 Rrbp1 RRBP1 ribosome binding protein 1 391.74
219 S100a11 S100A11 S100 calcium binding protein A11 388.62
220 Cttn CTTN cortactin 388.09
221 Uba52 (UBA52) ubiquitin A-52 residue ribosomal protein fusion product 1 386.76
222 Gm15536 385.36
223 Gm6969 383.89
224 Cd9 CD9 CD9 molecule 383.81
225 AC152063.1 383.75
226 Gm21887 383.01
227 Tpt1 TPT1 tumor protein, translationally-controlled 1 381.98
228 Gm12715 380.94
229 Peg3 PEG3 paternally expressed 3 380.59
230 Tpm1 TPM1 tropomyosin 1 (alpha) 379.14
231 Calm2 (CALM1) calmodulin 1 (phosphorylase kinase, delta) 378.59
232 Gm13320 376.48
233 Tpt1-ps3 375.95
234 mt-Tl2 373.43
235 Iqsec1 IQSEC1 IQ motif and Sec7 domain 1 371.74
236 Calm1 CALM3 calmodulin 3 (phosphorylase kinase, delta) 369.23
237 Gm37103 367.37
238 Rps15 RPS15 ribosomal protein S15 365.12
239 Rps10-ps2 364.67
240 Tpm2 TPM2 tropomyosin 2 (beta) 364.57
241 Krt8 KRT8 keratin 8, type II 362.96
242 Wnk1 WNK1 WNK lysine deficient protein kinase 1 361.27
243 Pdcd6ip PDCD6IP programmed cell death 6 interacting protein 360.49
244 Cald1 CALD1 caldesmon 1 359.96
245 Eps8l2 EPS8L2 EPS8-like 2 357.84
246 Snord49a SNORD49A small nucleolar RNA, C/D box 49A 357.32
247 Gm8623 355.92
248 Pabpc1 PABPC1 poly(A) binding protein, cytoplasmic 1 355.41
249 Gm27406 354.58
250 Gm12338 352.70
251 Rps16 RPS16 ribosomal protein S16 352.02
252 Erdr1 351.32

62

http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Ctsa
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CTSA
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CTSA
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Psg27
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CEACAM1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CEACAM1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CEACAM1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Rpl23
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL23
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL23
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Rpl28
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL28
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL28
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Anxa5
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ANXA5
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ANXA5
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Ywhae
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=YWHAE
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=YWHAE
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=YWHAE
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=mt-Tk
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Tmbim6
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TMBIM6
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TMBIM6
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Gm8129
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Gm12328
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Tex264
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TEX264
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TEX264
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Pfn1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PFN1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PFN1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Myl12a
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MYL12A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MYL12A
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Gm22752
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Apob
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=APOB
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=APOB
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=mmu-mir-1906-1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Gm24187
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Pdlim1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PDLIM1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PDLIM1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Ceacam12
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CEACAM3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CEACAM3
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Gm15720
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Creg1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CREG1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CREG1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=B2m
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=B2M
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=B2M
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Rpl4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL4
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Atp5b
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ATP5B
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ATP5B
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Gm11702
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Ceacam14
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CEACAM8
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CEACAM8
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Ubb
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=UBC
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=UBC
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Fth1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FTH1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FTH1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Rpl41
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL41
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL41
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Rab11a
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RAB11A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RAB11A
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Itpk1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ITPK1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ITPK1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Krt7
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=KRT7
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=KRT7
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Prl2c5
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PRL
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PRL
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Anxa2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ANXA2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ANXA2
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Gm20412
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Ptp4a2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PTP4A2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PTP4A2
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Canx
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CANX
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CANX
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Maged1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MAGED1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MAGED1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Ezr
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EZR
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EZR
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Gm7808
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=UBA52
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=UBA52
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Gm25032
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=P4hb
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=P4HB
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=P4HB
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Hsp90aa1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HSP90AA1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HSP90AA1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Sri
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SRI
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SRI
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Rpl28-ps1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Rpl37rt
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Gm12481
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Limk2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=LIMK2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=LIMK2
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Arhgef6
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ARHGEF6
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ARHGEF6
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Krt19
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=KRT19
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=KRT19
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Rrbp1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RRBP1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RRBP1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=S100a11
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=S100A11
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=S100A11
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Cttn
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CTTN
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CTTN
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Uba52
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=UBA52
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=UBA52
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Gm15536
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Gm6969
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Cd9
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CD9
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CD9
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=AC152063.1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Gm21887
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Tpt1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TPT1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TPT1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Gm12715
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Peg3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PEG3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PEG3
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Tpm1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TPM1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TPM1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Calm2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CALM1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CALM1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Gm13320
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Tpt1-ps3
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=mt-Tl2
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Iqsec1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=IQSEC1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=IQSEC1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Calm1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CALM3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CALM3
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Gm37103
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Rps15
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS15
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS15
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Rps10-ps2
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Tpm2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TPM2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TPM2
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Krt8
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=KRT8
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=KRT8
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Wnk1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=WNK1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=WNK1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Pdcd6ip
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PDCD6IP
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PDCD6IP
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Cald1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CALD1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CALD1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Eps8l2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EPS8L2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EPS8L2
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Snord49a
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SNORD49A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SNORD49A
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Gm8623
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Pabpc1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PABPC1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PABPC1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Gm27406
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Gm12338
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Rps16
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS16
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS16
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Erdr1
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Table S9: Mus musculus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

253 Ilk ILK integrin linked kinase 349.96
254 Lamc1 LAMC1 laminin subunit gamma 1 349.95
255 Gm2399 (NID1) nidogen 1 346.92
256 Ddx5 (DDX5) DEAD (Asp-Glu-Ala-Asp) box helicase 5 346.32
257 Rps10 (RPS10) ribosomal protein S10 346.20
258 Prl8a6 (PRL) prolactin 343.55
259 Sct SCT secretin 340.05
260 Lgals3 LGALS3 lectin, galactoside-binding, soluble, 3 339.87
261 Gm14681 338.84
262 Rbbp7 RBBP7 retinoblastoma binding protein 7 338.52
263 Rps26-ps1 (RPS26) ribosomal protein S26 337.88
264 Gm4617 336.77
265 Cox6a1 COX6A1 cytochrome c oxidase subunit VIa polypeptide 1 336.68
266 mt-Tt 336.65
267 Gm11808 (UBA52) ubiquitin A-52 residue ribosomal protein fusion product 1 335.62
268 Ceacam11 CEACAM7 carcinoembryonic antigen-related cell adhesion molecule 7 333.31
269 Hsd17b2 HSD17B2 hydroxysteroid (17-beta) dehydrogenase 2 330.33
270 Tsc22d1 TSC22D1 TSC22 domain family member 1 329.32
271 AC152063.30 324.79
272 Gm10443 323.91
273 Rbm39 RBM39 RNA binding motif protein 39 322.99
274 Srsf11 SRSF11 serine/arginine-rich splicing factor 11 322.08
275 Rad23b RAD23B RAD23 homolog B, nucleotide excision repair protein 321.52
276 Psmd4 PSMD4 proteasome 26S subunit, non-ATPase 4 321.45
277 Gm26384 318.89
278 Dlk1 DLK1 delta-like 1 homolog (Drosophila) 318.43
279 Gnb1 GNB1 guanine nucleotide binding protein (G protein), beta polypeptide 1 318.16
280 Morf4l2 MORF4L2 mortality factor 4 like 2 318.11
281 Rhox9 (RHOXF2) Rhox homeobox family member 2 316.80
282 Cited2 CITED2 Cbp/p300-interacting transactivator, with Glu/Asp rich carboxy-terminal do-

main, 2
315.87

283 Vasp VASP vasodilator-stimulated phosphoprotein 314.48
284 Sumo3 RP1-241P17.4 314.25
285 Gm8399 313.67
286 Gm10051 311.48
287 Meg3 311.02
288 Gm24601 RNA5-8SP4 RNA, 5.8S ribosomal pseudogene 4 310.35
289 Gm4076 (MT-ND5) mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 5 308.23
290 Gm14536 307.86
291 Gm15027 307.86
292 Gm24784 306.44
293 Jup (JUP) junction plakoglobin 306.03
294 Gm26445 306.02
295 Gm13192 304.41
296 Sepp1 SEPP1 selenoprotein P, plasma, 1 304.24
297 Gm22009 SCARNA7 small Cajal body-specific RNA 7 303.60
298 Ubl5 (UBL5) ubiquitin like 5 303.59
299 Gm8325 UBE2V1 ubiquitin conjugating enzyme E2 variant 1 303.58
300 Col4a1 COL4A1 collagen, type IV, alpha 1 303.19
301 Gm9843 (FAU) Finkel-Biskis-Reilly murine sarcoma virus (FBR-MuSV) ubiquitously ex-

pressed
303.12

302 Gm7331 301.01
303 Apoe APOE apolipoprotein E 299.94
304 Trip12 TRIP12 thyroid hormone receptor interactor 12 299.77
305 Cnn3 CNN3 calponin 3, acidic 299.28
306 Cst3 CST3 cystatin C 298.74
307 Gm4149 298.69
308 Nup62cl NUP62CL nucleoporin 62kDa C-terminal like 298.07
309 Abcf1 ABCF1 ATP binding cassette subfamily F member 1 294.96
310 Gm37376 293.40
311 Il6st IL6ST interleukin 6 signal transducer 292.95
312 Gpx1 GPX1 glutathione peroxidase 1 291.33
313 Mir1957a 290.55
314 Ceacam13 (CEACAM8) carcinoembryonic antigen-related cell adhesion molecule 8 289.66
315 Mfn1 MFN1 mitofusin 1 288.19
316 Apoa4 APOA4 apolipoprotein A-IV 288.18
317 Rpl38-ps1 287.71
318 SNORD77 287.70
319 Arpc2 ARPC2 actin related protein 2/3 complex subunit 2 286.88
320 Anapc5 ANAPC5 anaphase promoting complex subunit 5 285.41
321 Txnip TXNIP thioredoxin interacting protein 285.19
322 Gm16418 284.08
323 Acadm ACADM acyl-CoA dehydrogenase, C-4 to C-12 straight chain 283.94
324 Gm24339 283.38
325 Tgm2 TGM2 transglutaminase 2 282.07
326 Mir7658 281.10
327 Gm14539 278.23
328 Snord49b SNORD49B small nucleolar RNA, C/D box 49B 278.04
329 Eef1b2 EEF1B2 eukaryotic translation elongation factor 1 beta 2 276.96
330 Ndufs2 NDUFS2 NADH:ubiquinone oxidoreductase core subunit S2 275.46
331 Gm8648 275.42
332 Ncor1 NCOR1 nuclear receptor corepressor 1 274.87
333 Pdia3 PDIA3 protein disulfide isomerase family A member 3 274.44
334 Gm13456 274.25
335 Prl7d1 (PRL) prolactin 270.10
336 Creb3 CREB3 cAMP responsive element binding protein 3 269.81
337 Lgmn LGMN legumain 269.63
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Table S9: Mus musculus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

338 Arpp19 ARPP19 cAMP regulated phosphoprotein 19kDa 266.68
339 Ndrg1 NDRG1 N-myc downstream regulated 1 266.61
340 Prl8a8 (PRL) prolactin 265.79
341 Gm15610 263.79
342 Gm12155 262.58
343 Slc4a2 SLC4A2 solute carrier family 4 (anion exchanger), member 2 262.13
344 2010204K13Rik 261.97
345 Gm12854 261.81
346 Ldhb LDHB lactate dehydrogenase B 261.63
347 Rnasek (RNASEK) ribonuclease, RNase K 260.56
348 Gm11512 256.86
349 Gm10076 (RPL41) ribosomal protein L41 256.62
350 Ctsd CTSD cathepsin D 256.54
351 Eef2 EEF2 eukaryotic translation elongation factor 2 256.45
352 RP23-235E15.1 255.23
353 Calu CALU calumenin 255.15
354 Mir669n 254.22
355 Calm3 CALM1 calmodulin 1 (phosphorylase kinase, delta) 253.88
356 Rpl28-ps3 252.87
357 Epas1 EPAS1 endothelial PAS domain protein 1 252.81
358 Paf1 PAF1 PAF1 homolog, Paf1/RNA polymerase II complex component 249.30
359 Zfp36l3 (ZFP36L2) ZFP36 ring finger protein-like 2 248.67
360 Arhgap8 PRR5-ARHGAP8 PRR5-ARHGAP8 readthrough 248.46
361 Gm3511 247.56
362 Col4a2 COL4A2 collagen, type IV, alpha 2 246.99
363 Tma7-ps 245.99
364 Aldoa ALDOA aldolase, fructose-bisphosphate A 245.65
365 Atp1a1 ATP1A1 ATPase, Na+/K+ transporting, alpha 1 polypeptide 244.62
366 Rian 242.65
367 Ndufa4 NDUFA4 NDUFA4, mitochondrial complex associated 240.80
368 Cox7b COX7B cytochrome c oxidase subunit VIIb 240.78
369 Gpx3 GPX3 glutathione peroxidase 3 240.41
370 Lasp1 LASP1 LIM and SH3 protein 1 238.92
371 Gm8355 237.95
372 Myl12b MYL12B myosin light chain 12B 235.20
373 Tead3 TEAD3 TEA domain family member 3 233.21
374 Cts3 (CTSL) cathepsin L 232.45
375 Hspg2 HSPG2 heparan sulfate proteoglycan 2 231.82
376 Gm27899 GNAS-AS1_1 230.73
377 Rps24-ps2 230.55
378 Mir6991 229.27
379 Sptan1 SPTAN1 spectrin, alpha, non-erythrocytic 1 228.89
380 Gm28580 228.15
381 Kat7 KAT7 K(lysine) acetyltransferase 7 226.88
382 Nono NONO non-POU domain containing, octamer-binding 226.43
383 Slc13a4 SLC13A4 solute carrier family 13 (sodium/sulfate symporter), member 4 225.61
384 Pitpna PITPNA phosphatidylinositol transfer protein alpha 224.95
385 Ubxn1 UBXN1 UBX domain protein 1 224.33
386 Folr1 FOLR1 folate receptor 1 (adult) 223.08
387 Clta CLTA clathrin, light chain A 222.95
388 RP23-59B8.2 221.15
389 Gm15516 221.08
390 Csrp1 CSRP1 cysteine and glycine rich protein 1 220.80
391 Mir379 220.55
392 Gm17035 220.24
393 Hsp25-ps1 217.90
394 Por (POR) P450 (cytochrome) oxidoreductase 217.73
395 Psg18 (CEACAM21) carcinoembryonic antigen-related cell adhesion molecule 21 217.18
396 Eif4g1 EIF4G1 eukaryotic translation initiation factor 4 gamma, 1 217.17
397 Huwe1 HUWE1 HECT, UBA and WWE domain containing 1, E3 ubiquitin protein ligase 216.92
398 Ssb SSB Sjogren syndrome antigen B 216.61
399 Clic4 CLIC4 chloride intracellular channel 4 216.43
400 Ctsb CTSB cathepsin B 216.43
401 Papola PAPOLA poly(A) polymerase alpha 216.30
402 Rplp2 RPLP2 ribosomal protein, large, P2 214.73
403 Myo18a MYO18A myosin XVIIIA 214.62
404 Gm15198 214.58
405 Gm23130 SNORD101 small nucleolar RNA, C/D box 101 214.02
406 Hnrnpk HNRNPK heterogeneous nuclear ribonucleoprotein K 214.02
407 Serf2 (SERF2) small EDRK-rich factor 2 213.80
408 Atp6v0c ATP6V0C ATPase, H+ transporting, lysosomal 16kDa, V0 subunit c 213.58
409 Gm12732 213.30
410 Rpl18-ps1 213.13
411 Nisch NISCH nischarin 212.31
412 Slc3a2 SLC3A2 solute carrier family 3 (amino acid transporter heavy chain), member 2 212.00
413 Amot AMOT angiomotin 211.74
414 Hba-ps4 211.66
415 Gm4613 210.82
416 AU015836 (CHCHD4) coiled-coil-helix-coiled-coil-helix domain containing 4 210.82
417 Mbd2 MBD2 methyl-CpG binding domain protein 2 210.65
418 Fam129b FAM129B family with sequence similarity 129 member B 210.60
419 Tpm4 TPM4 tropomyosin 4 210.25
420 Gm27000 210.18
421 Hspa5 HSPA5 heat shock protein family A (Hsp70) member 5 210.05
422 Bag6 BAG6 BCL2 associated athanogene 6 209.87
423 Cd164 CD164 CD164 molecule, sialomucin 209.81
424 Psg28 (CEACAM21) carcinoembryonic antigen-related cell adhesion molecule 21 209.57
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Table S9: Mus musculus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

425 Prl7a2 209.38
426 Gm11478 209.31
427 Cd63 CD63 CD63 molecule 209.28
428 Fus FUS FUS RNA binding protein 208.96
429 Pfdn5 PFDN5 prefoldin subunit 5 208.81
430 Dlgap4 DLGAP4 discs, large (Drosophila) homolog-associated protein 4 208.76
431 Drg1 DRG1 developmentally regulated GTP binding protein 1 208.59
432 Mfge8 MFGE8 milk fat globule-EGF factor 8 protein 207.86
433 Gm25819 207.28
434 Ost4 OST4 oligosaccharyltransferase complex subunit 4 (non-catalytic) 207.13
435 Setd8 SETD8 206.68
436 Kdm4b KDM4B lysine (K)-specific demethylase 4B 206.50
437 Ngfrap1 NGFRAP1 nerve growth factor receptor (TNFRSF16) associated protein 1 206.32
438 Lgals1 LGALS1 lectin, galactoside-binding, soluble, 1 205.93
439 Chic2 CHIC2 cysteine rich hydrophobic domain 2 205.88
440 Ap2m1 AP2M1 adaptor-related protein complex 2, mu 1 subunit 205.78
441 Gm2a GM2A GM2 ganglioside activator 205.01
442 Itgb1 ITGB1 integrin beta 1 204.92
443 Atp5a1 ATP5A1 ATP synthase, H+ transporting, mitochondrial F1 complex, alpha subunit 1,

cardiac muscle
204.83

444 Sep15 SEP15 204.80
445 Tagln2 TAGLN2 transgelin 2 204.27
446 Ergic3 ERGIC3 ERGIC and golgi 3 204.00
447 Gm7329 203.88
448 Gm15459 203.55
449 Nid1 NID1 nidogen 1 203.31
450 Gm15920 202.41
451 Ctsl CTSV cathepsin V 202.11
452 Sbsn SBSN suprabasin 202.09
453 Mir193a 201.97
454 Rps9 RPS9 ribosomal protein S9 201.63
455 Maged2 MAGED2 MAGE family member D2 201.49
456 Ftl1 FTL ferritin, light polypeptide 201.41
457 Dnajc8 DNAJC8 DnaJ heat shock protein family (Hsp40) member C8 201.29
458 Gm11367 201.03
459 Nxf7 (NXF2) nuclear RNA export factor 2 201.00
460 Gm10012 199.75
461 Gm4202 199.62
462 Cox8a COX8A cytochrome c oxidase subunit VIIIA (ubiquitous) 199.44
463 Gm38208 199.27
464 Nedd4 NEDD4 neural precursor cell expressed, developmentally down-regulated 4, E3 ubiq-

uitin protein ligase
199.24

465 Serpinh1 SERPINH1 serpin peptidase inhibitor, clade H (heat shock protein 47), member 1, (col-
lagen binding protein 1)

198.80

466 Slc38a4 SLC38A4 solute carrier family 38 member 4 198.77
467 Cfl1 CFL1 cofilin 1 (non-muscle) 198.70
468 Lamp1 LAMP1 lysosomal-associated membrane protein 1 198.61
469 Gm23205 RNU6-387P RNA, U6 small nuclear 387, pseudogene 198.60
470 Tbrg1 TBRG1 transforming growth factor beta regulator 1 198.55
471 Txn2 TXN2 thioredoxin 2 198.46
472 Ctnna1 CTNNA1 catenin alpha 1 198.41
473 Gm11223 198.07
474 Lrpap1 LRPAP1 LDL receptor related protein associated protein 1 197.73
475 S100a10 S100A10 S100 calcium binding protein A10 197.26
476 Srrm1 SRRM1 serine/arginine repetitive matrix 1 197.19
477 Sdc4 SDC4 syndecan 4 197.12
478 Aplp2 APLP2 amyloid beta (A4) precursor-like protein 2 197.09
479 Mt1 MT1E metallothionein 1E 196.79
480 Ehd1 EHD1 EH domain containing 1 196.24
481 Gm5963 195.80
482 Atxn10 ATXN10 ataxin 10 195.20
483 Litaf LITAF lipopolysaccharide-induced TNF factor 195.16
484 RP23-60D3.3 194.56
485 mmu-mir-7238 194.12
486 Aff4 AFF4 AF4/FMR2 family member 4 194.06
487 Gm10126 (RPS29) ribosomal protein S29 193.78
488 Bcl2l1 BCL2L1 BCL2-like 1 193.54
489 Cstb CSTB cystatin B (stefin B) 193.43
490 Napa NAPA N-ethylmaleimide-sensitive factor attachment protein, alpha 193.25
491 Pabpn1 PABPN1 poly(A) binding protein, nuclear 1 192.60
492 Fkbp1a FKBP1A FK506 binding protein 1A 192.27
493 Cox6b1 COX6B1 cytochrome c oxidase subunit VIb polypeptide 1 (ubiquitous) 192.20
494 Gm7308 192.02
495 Mir8116 191.39
496 Dap DAP death-associated protein 191.26
497 S100a6 S100A6 S100 calcium binding protein A6 191.19
498 Gm26825 191.13
499 Arhgef1 (ARHGEF1) Rho guanine nucleotide exchange factor 1 190.67
500 Grb10 GRB10 growth factor receptor bound protein 10 189.81
501 Capns1 CAPNS1 calpain, small subunit 1 189.68
502 Mdh2 (MDH2) malate dehydrogenase 2 189.40
503 Zc3h11a ZC3H11A zinc finger CCCH-type containing 11A 189.39
504 Mir8094 189.06
505 Ptms PTMS parathymosin 188.88
506 Acin1 ACIN1 apoptotic chromatin condensation inducer 1 188.14
507 Anxa4 ANXA4 annexin A4 188.11
508 Snap91 SNAP91 synaptosome associated protein 91kDa 187.70
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Table S9: Mus musculus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

509 Rac1 RAC1 ras-related C3 botulinum toxin substrate 1 (rho family, small GTP binding
protein Rac1)

187.61

510 Nxf1 NXF1 nuclear RNA export factor 1 187.45
511 Prl2c3 186.87
512 Arhgdia ARHGDIA Rho GDP dissociation inhibitor (GDI) alpha 186.55
513 Gm14586 186.28
514 Mir6955 185.82
515 Tuba1a TUBA1A tubulin, alpha 1a 184.74
516 Polg POLG polymerase (DNA directed), gamma 184.64
517 Rab14 RAB14 RAB14, member RAS oncogene family 184.55
518 Myh9 MYH9 myosin, heavy chain 9, non-muscle 184.35
519 Bex1 (BEX1) brain expressed X-linked 1 183.72
520 Prl2c2 183.46
521 Ndufv3 NDUFV3 NADH:ubiquinone oxidoreductase subunit V3 183.30
522 Smad4 SMAD4 SMAD family member 4 183.18
523 Atpif1 ATPIF1 ATPase inhibitory factor 1 180.85
524 Helz HELZ helicase with zinc finger 180.78
525 Atp1b1 ATP1B1 ATPase, Na+/K+ transporting, beta 1 polypeptide 179.75
526 Tpt1-ps6 179.13
527 Tmem59 TMEM59 transmembrane protein 59 178.54
528 Gm28062 (HNRNPU) heterogeneous nuclear ribonucleoprotein U (scaffold attachment factor A) 178.43
529 Fau FAU Finkel-Biskis-Reilly murine sarcoma virus (FBR-MuSV) ubiquitously ex-

pressed
178.26

530 Arpc3 ARPC3 actin related protein 2/3 complex subunit 3 178.17
531 Tnfrsf9 TNFRSF9 tumor necrosis factor receptor superfamily member 9 178.04
532 Ptma PTMA prothymosin, alpha 177.87
533 Git2 GIT2 G protein-coupled receptor kinase interacting ArfGAP 2 177.53
534 Gm9800 177.25
535 mt-Tf 176.28
536 Ktn1 KTN1 kinectin 1 176.16
537 Prdx5 PRDX5 peroxiredoxin 5 175.73
538 AC125167.1 175.49
539 Ninj1 NINJ1 ninjurin 1 174.94
540 Rbm5 RBM5 RNA binding motif protein 5 174.33
541 Nrk NRK Nik related kinase 174.26
542 Glmp GLMP glycosylated lysosomal membrane protein 173.55
543 Afap1l2 AFAP1L2 actin filament associated protein 1 like 2 172.81
544 Hnrnpd HNRNPD heterogeneous nuclear ribonucleoprotein D 172.59
545 Rps27rt RPS27 ribosomal protein S27 172.38
546 St13 ST13 suppression of tumorigenicity 13 (colon carcinoma) (Hsp70 interacting pro-

tein)
172.24

547 Brd3 BRD3 bromodomain containing 3 171.79
548 Ddrgk1 DDRGK1 DDRGK domain containing 1 171.21
549 Wbp5 WBP5 WW domain binding protein 5 170.70
550 Slc20a1 SLC20A1 solute carrier family 20 (phosphate transporter), member 1 170.55
551 Gsn GSN gelsolin 170.10
552 Gm19774 169.85
553 Manf (MANF) mesencephalic astrocyte-derived neurotrophic factor 169.72
554 Ppib PPIB peptidylprolyl isomerase B (cyclophilin B) 169.60
555 Gm11407 169.37
556 Ly6e LY6E lymphocyte antigen 6 complex, locus E 169.34
557 Clic1 CLIC1 chloride intracellular channel 1 169.20
558 Flt1 FLT1 fms-related tyrosine kinase 1 168.75
559 Plagl1 PLAGL1 pleiomorphic adenoma gene-like 1 168.66
560 Cltc CLTC clathrin, heavy chain (Hc) 168.48
561 Klc1 KLC1 kinesin light chain 1 168.36
562 Myl6 MYL6 myosin light chain 6 168.33
563 Gm13226 168.22
564 Ubap2 UBAP2 ubiquitin associated protein 2 168.13
565 RP24-257C17.2 168.04
566 Hand1 HAND1 heart and neural crest derivatives expressed 1 167.81
567 Gm13588 167.78
568 Mef2d MEF2D myocyte enhancer factor 2D 167.75
569 Actg-ps1 167.66
570 Ppia (PPIA) peptidylprolyl isomerase A (cyclophilin A) 166.59
571 Rps15-ps2 166.05
572 Agfg1 AGFG1 ArfGAP with FG repeats 1 166.01
573 Rps26 (RPS26) ribosomal protein S26 165.66
574 Gm7862 165.42
575 Ccdc64 CCDC64 coiled-coil domain containing 64 165.11
576 Dmkn DMKN dermokine 165.05
577 Lgals9 LGALS9C lectin, galactoside-binding, soluble, 9C 164.92
578 Snd1 SND1 staphylococcal nuclease and tudor domain containing 1 164.81
579 Gm17364 164.60
580 Tdrp TDRP testis development related protein 164.35
581 Dnm2 DNM2 dynamin 2 164.34
582 Gm10059 163.62
583 Tor1aip2 TOR1AIP2 torsin A interacting protein 2 163.24
584 1600012P17Rik 163.12
585 Nucb1 NUCB1 nucleobindin 1 162.34
586 Mllt4 MLLT4 myeloid/lymphoid or mixed-lineage leukemia; translocated to, 4 162.26
587 Sod1 SOD1 superoxide dismutase 1, soluble 162.19
588 Rhoc RHOC ras homolog family member C 162.19
589 Basp1 BASP1 brain abundant, membrane attached signal protein 1 162.12
590 Gm36964 161.59
591 Vegfa VEGFA vascular endothelial growth factor A 161.49
592 Ddx3x DDX3X DEAD (Asp-Glu-Ala-Asp) box helicase 3, X-linked 161.26
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Table S9: Mus musculus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

593 Myo1c MYO1C myosin IC 160.96
594 Atp5h ATP5H ATP synthase, H+ transporting, mitochondrial Fo complex subunit D 160.82
595 Wapal WAPAL 160.65
596 Gm23921 160.59
597 Igfbp2 IGFBP2 insulin like growth factor binding protein 2 160.38
598 Grn GRN granulin 159.66
599 Gm17538 159.13
600 Rab7 RAB7A RAB7A, member RAS oncogene family 159.12
601 Atp5f1 ATP5F1 ATP synthase, H+ transporting, mitochondrial Fo complex subunit B1 158.93
602 Tardbp TARDBP TAR DNA binding protein 158.88
603 Tapbp TAPBP TAP binding protein (tapasin) 158.63
604 Pea15a PEA15 phosphoprotein enriched in astrocytes 15 158.61
605 Metap2 METAP2 methionyl aminopeptidase 2 158.47
606 Gm7866 158.41
607 Pappa2 PAPPA2 pappalysin 2 158.35
608 Gm26485 158.09
609 Rhob RHOB ras homolog family member B 157.95
610 Kank1 KANK1 KN motif and ankyrin repeat domains 1 157.57
611 Morc4 MORC4 MORC family CW-type zinc finger 4 157.12
612 Gm7236 157.09
613 Snx3 SNX3 sorting nexin 3 157.07
614 Arf1 ARF1 ADP ribosylation factor 1 156.81
615 Mir700 156.68
616 Poldip3 POLDIP3 polymerase (DNA-directed), delta interacting protein 3 156.52
617 Srp72 SRP72 signal recognition particle 72kDa 155.74
618 Sf1 SF1 splicing factor 1 155.56
619 Pard3 PARD3 par-3 family cell polarity regulator 155.19
620 Caprin1 CAPRIN1 cell cycle associated protein 1 155.19
621 Psg26 (CEACAM21) carcinoembryonic antigen-related cell adhesion molecule 21 154.95
622 Cdh5 CDH5 cadherin 5, type 2 (vascular endothelium) 154.12
623 Akt1 AKT1 v-akt murine thymoma viral oncogene homolog 1 154.07
624 Capzb CAPZB capping protein (actin filament) muscle Z-line, beta 153.80
625 Gm12168 153.62
626 Rab1 RAB1A RAB1A, member RAS oncogene family 153.61
627 Crip1 (CRIP1) 153.49
628 Tns1 TNS1 tensin 1 153.41
629 Gm20430 153.19
630 Gm38305 152.91
631 Dync1h1 DYNC1H1 dynein, cytoplasmic 1, heavy chain 1 152.79
632 Rnf128 RNF128 ring finger protein 128, E3 ubiquitin protein ligase 152.68
633 Itm2b ITM2B integral membrane protein 2B 152.34
634 Pex19 PEX19 peroxisomal biogenesis factor 19 151.76
635 Lipg LIPG lipase, endothelial 151.75
636 App APP amyloid beta (A4) precursor protein 151.67
637 Rps17 RPS17 ribosomal protein S17 151.12
638 Gm10269 (RPL35) ribosomal protein L35 150.84
639 Gm6180 150.69
640 Chmp4b CHMP4B charged multivesicular body protein 4B 150.57
641 Sptbn1 SPTBN1 spectrin, beta, non-erythrocytic 1 150.30
642 Sdha SDHA succinate dehydrogenase complex subunit A, flavoprotein (Fp) 150.24
643 Hmgn1 HMGN1 high mobility group nucleosome binding domain 1 150.19
644 Ggnbp2 (GGNBP2) gametogenetin binding protein 2 150.11
645 Tpi1 TPI1 triosephosphate isomerase 1 150.01
646 Gm9763 149.64
647 Snx5 SNX5 sorting nexin 5 149.33
648 Tma7 TMA7 translation machinery associated 7 homolog 149.19
649 Zmiz1 ZMIZ1 zinc finger, MIZ-type containing 1 149.12
650 Phb2 (PHB2) prohibitin 2 149.06
651 Gm17181 149.03
652 Gm11410 148.71
653 Mapre2 MAPRE2 microtubule associated protein RP/EB family member 2 148.68
654 Mir5125 148.57
655 Polr2m POLR2M polymerase (RNA) II (DNA directed) polypeptide M 147.98
656 Suco SUCO SUN domain containing ossification factor 147.92
657 Vmp1 VMP1 vacuole membrane protein 1 147.61
658 Stt3a STT3A STT3A, subunit of the oligosaccharyltransferase complex (catalytic) 147.45
659 Rpl8 RPL8 ribosomal protein L8 147.41
660 Rpl26 RPL26 ribosomal protein L26 147.37
661 Itfg3 ITFG3 147.01
662 Pdia6 PDIA6 protein disulfide isomerase family A member 6 146.74
663 Wac WAC WW domain containing adaptor with coiled-coil 146.59
664 Mtch1 MTCH1 mitochondrial carrier 1 146.56
665 Usp48 USP48 ubiquitin specific peptidase 48 146.14
666 Baiap2 BAIAP2 BAI1-associated protein 2 146.04
667 Gm7665 146.03
668 Slc38a1 SLC38A1 solute carrier family 38 member 1 146.00
669 Scarna17 145.98
670 Cd82 CD82 CD82 molecule 145.61
671 Ttr TTR transthyretin 145.48
672 Rpl11 RPL11 ribosomal protein L11 145.41
673 Lamb2 LAMB2 laminin subunit beta 2 145.18
674 Gm2000 (RPL35) ribosomal protein L35 144.73
675 Swi5 SWI5 SWI5 homologous recombination repair protein 144.68
676 Dsp DSP desmoplakin 144.50
677 Plin2 PLIN2 perilipin 2 144.48
678 Rbm25 RBM25 RNA binding motif protein 25 144.43
679 Srrm2 SRRM2 serine/arginine repetitive matrix 2 144.36
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Table S9: Mus musculus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

680 mmu-mir-7061 144.12
681 Gm23823 144.10
682 Fnd3c2 (FNDC3A) fibronectin type III domain containing 3A 144.01
683 Gng12 GNG12 guanine nucleotide binding protein (G protein), gamma 12 144.00
684 Renbp RENBP renin binding protein 143.94
685 Hdlbp HDLBP high density lipoprotein binding protein 143.88
686 Foxo4 FOXO4 forkhead box O4 143.82
687 Cdh1 CDH1 cadherin 1, type 1 143.10
688 Ftl2 143.03
689 Szrd1 SZRD1 SUZ RNA binding domain containing 1 142.87
690 Pkm PKM pyruvate kinase, muscle 142.69
691 Sgk1 SGK1 serum/glucocorticoid regulated kinase 1 142.00
692 Gm23134 MIR708 microRNA 708 141.86
693 Hint1 HINT1 histidine triad nucleotide binding protein 1 141.86
694 Mir3057 141.67
695 Csnk2b CSNK2B casein kinase 2, beta polypeptide 141.58
696 Hspb1 HSPB1 heat shock protein family B (small) member 1 141.55
697 Thrap3 THRAP3 thyroid hormone receptor associated protein 3 141.13
698 Akt1s1 AKT1S1 AKT1 substrate 1 (proline rich) 141.05
699 Gm37670 140.37
700 Usp9x USP9X ubiquitin specific peptidase 9, X-linked 140.32
701 Alas2 ALAS2 5’-aminolevulinate synthase 2 140.26
702 AC160122.1 139.98
703 Gnb2 GNB2 guanine nucleotide binding protein (G protein), beta polypeptide 2 139.31
704 Gm23318 139.20
705 Ddb1 DDB1 damage-specific DNA binding protein 1 139.20
706 Eftud2 EFTUD2 elongation factor Tu GTP binding domain containing 2 139.12
707 Prr13 PRR13 proline rich 13 139.03
708 Ctsm (CTSV) cathepsin V 138.59
709 Gm14593 138.27
710 Rrp1b RRP1B ribosomal RNA processing 1B 138.19
711 Uqcrq UQCRQ ubiquinol-cytochrome c reductase complex III subunit VII 138.14
712 Car2 CA2 carbonic anhydrase II 137.67
713 Tgfbr3 TGFBR3 transforming growth factor beta receptor III 137.43
714 Max MAX MYC associated factor X 137.40
715 Gm13509 137.19
716 Usf2 USF2 upstream transcription factor 2, c-fos interacting 137.06
717 Gm8566 137.02
718 Ywhaz YWHAZ tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein,

zeta
136.98

719 H3f3b H3F3A H3 histone, family 3A 136.80
720 Gm23119 136.74
721 CAAA01147332.1 136.40
722 Dpm1 (DPM1) dolichyl-phosphate mannosyltransferase polypeptide 1, catalytic subunit 136.40
723 Pvrl2 PVRL2 poliovirus receptor-related 2 (herpesvirus entry mediator B) 136.34
724 Igfbp7 IGFBP7 insulin like growth factor binding protein 7 136.06
725 Tomm6 TOMM6 translocase of outer mitochondrial membrane 6 homolog (yeast) 135.40
726 Gm27675 MIMT1_1 134.91
727 Neat1 134.84
728 Phactr4 PHACTR4 phosphatase and actin regulator 4 134.82
729 Rnf38 RNF38 ring finger protein 38 134.79
730 Anxa1 ANXA1 annexin A1 134.72
731 Ldha LDHA lactate dehydrogenase A 134.68
732 Cul1 CUL1 cullin 1 134.58
733 Map4k4 MAP4K4 mitogen-activated protein kinase kinase kinase kinase 4 134.40
734 Dlg5 (DLG5) discs, large homolog 5 (Drosophila) 134.36
735 Rps5 RPS5 ribosomal protein S5 134.34
736 Stxbp2 STXBP2 syntaxin binding protein 2 134.19
737 Rpl10a-ps1 133.84
738 Gm10717 133.29
739 Dbi DBI diazepam binding inhibitor (GABA receptor modulator, acyl-CoA binding

protein)
132.98

740 Aamp AAMP angio associated migratory cell protein 132.93
741 Zfp207 ZNF207 zinc finger protein 207 132.69
742 Rpl32 RPL32 ribosomal protein L32 132.67
743 Kazn KAZN kazrin, periplakin interacting protein 132.54
744 Wwc1 WWC1 WW and C2 domain containing 1 132.51
745 Bsdc1 BSDC1 BSD domain containing 1 132.37
746 Arhgap1 ARHGAP1 Rho GTPase activating protein 1 132.15
747 Cul4b CUL4B cullin 4B 132.10
748 Gm10197 131.86
749 Eif3s6-ps2 131.34
750 Tpr TPR translocated promoter region, nuclear basket protein 131.30
751 Atf3 ATF3 activating transcription factor 3 131.02
752 Eif4e2 EIF4E2 eukaryotic translation initiation factor 4E family member 2 130.79
753 Gm7964 (HNRNPK) heterogeneous nuclear ribonucleoprotein K 130.74
754 Gm11408 130.59
755 Gm10116 (FTL) ferritin, light polypeptide 130.53
756 Ncl NCL nucleolin 130.41
757 Rhox6 RHOXF2 Rhox homeobox family member 2 130.27
758 Gm7809 130.16
759 Serpine1 SERPINE1 serpin peptidase inhibitor, clade E (nexin, plasminogen activator inhibitor type

1), member 1
129.93

760 Cd63-ps 129.91
761 Eif5a EIF5A eukaryotic translation initiation factor 5A 129.77
762 Gm8692 129.74
763 Otud5 OTUD5 OTU deubiquitinase 5 129.71
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Table S9: Mus musculus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

764 Fxyd3 FXYD3 FXYD domain containing ion transport regulator 3 129.67
765 Cdk9 CDK9 cyclin-dependent kinase 9 129.61
766 Gm12346 129.57
767 Rpl38 RPL38 ribosomal protein L38 129.51
768 Ripply1 RIPPLY1 ripply transcriptional repressor 1 128.70
769 Spint1 SPINT1 serine peptidase inhibitor, Kunitz type 1 128.52
770 Cdc42 CDC42 cell division cycle 42 128.12
771 Cap1 CAP1 CAP, adenylate cyclase-associated protein 1 (yeast) 127.96
772 Csnk1d CSNK1D casein kinase 1, delta 127.88
773 mmu-mir-433 127.85
774 Mir433 127.80
775 Ptbp1 PTBP1 polypyrimidine tract binding protein 1 127.37
776 Ndufa12 NDUFA12 NADH:ubiquinone oxidoreductase subunit A12 127.10
777 Gm13736 127.09
778 Rps27 (RPS27) ribosomal protein S27 127.08
779 Fyttd1 FYTTD1 forty-two-three domain containing 1 127.00
780 S100a1 S100A1 S100 calcium binding protein A1 126.81
781 AL626808.1 126.79
782 Bcar3 BCAR3 breast cancer anti-estrogen resistance 3 126.75
783 Nedd8 NEDD8 neural precursor cell expressed, developmentally down-regulated 8 126.62
784 Pdgfa PDGFA platelet-derived growth factor alpha polypeptide 126.54
785 Tpm3 (TPM3) tropomyosin 3 126.30
786 Gm6654 126.22
787 Ptbp3 PTBP3 polypyrimidine tract binding protein 3 126.19
788 Rplp1 RPLP1 ribosomal protein, large, P1 125.90
789 Prl2a1 125.37
790 Gm6170 125.25
791 Srsf2 SRSF2 serine/arginine-rich splicing factor 2 125.18
792 Ywhah YWHAH tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein,

eta
125.10

793 Gm11273 COX5B cytochrome c oxidase subunit Vb 125.10
794 Slmap SLMAP sarcolemma associated protein 125.09
795 Rps15a RPS15A ribosomal protein S15a 124.84
796 Gm14513 124.73
797 Ankrd13a ANKRD13A ankyrin repeat domain 13A 124.61
798 Macf1 MACF1 microtubule-actin crosslinking factor 1 124.49
799 Ankrd13c ANKRD13C ankyrin repeat domain 13C 124.40
800 Psg17 (CEACAM1) carcinoembryonic antigen-related cell adhesion molecule 1 (biliary glycopro-

tein)
124.33

801 Eif4a1 EIF4A1 eukaryotic translation initiation factor 4A1 124.20
802 Gm25600 123.86
803 Cbx7 CBX7 chromobox 7 123.83
804 Btf3 BTF3 basic transcription factor 3 123.73
805 Map7d1 MAP7D1 MAP7 domain containing 1 123.60
806 Anp32a (ANP32A) acidic nuclear phosphoprotein 32 family member A 123.59
807 Mpp1 MPP1 membrane protein, palmitoylated 1 123.51
808 Gga3 GGA3 golgi-associated, gamma adaptin ear containing, ARF binding protein 3 123.51
809 Stra6 STRA6 stimulated by retinoic acid 6 123.22
810 Las1l LAS1L LAS1-like, ribosome biogenesis factor 122.60
811 Sec24b SEC24B SEC24 homolog B, COPII coat complex component 122.59
812 Ifrd1 IFRD1 interferon-related developmental regulator 1 122.58
813 Clk1 CLK1 CDC like kinase 1 122.54
814 Rpl18a-ps1 122.53
815 Rps11 RPS11 ribosomal protein S11 122.51
816 Mms19 MMS19 MMS19 homolog, cytosolic iron-sulfur assembly component 122.49
817 Atp11a ATP11A ATPase, class VI, type 11A 122.33
818 AC147560.1 122.30
819 Csnk1e CSNK1E casein kinase 1, epsilon 122.23
820 Fstl3 FSTL3 follistatin-like 3 (secreted glycoprotein) 122.02
821 Acvrl1 ACVRL1 activin A receptor type IL 121.69
822 Ap1ar AP1AR adaptor-related protein complex 1 associated regulatory protein 121.63
823 Sfpq SFPQ splicing factor proline/glutamine-rich 121.55
824 Gm25427 121.32
825 Gm24453 121.02
826 Slc25a3 SLC25A3 solute carrier family 25 (mitochondrial carrier; phosphate carrier), member 3 120.98
827 Gm5239 (UBA52) ubiquitin A-52 residue ribosomal protein fusion product 1 120.97
828 Paip2 PAIP2 poly(A) binding protein interacting protein 2 120.87
829 Vnn1 VNN1 vanin 1 120.77
830 Zwint ZWINT ZW10 interacting kinetochore protein 120.74
831 Gm10263 (RPS28) ribosomal protein S28 120.56
832 Nrd1 NRD1 120.49
833 Spp2 SPP2 secreted phosphoprotein 2 120.49
834 Gm28033 120.48
835 Mir6932 120.35
836 Rdx RDX radixin 120.33
837 Sh3glb1 SH3GLB1 SH3-domain GRB2-like endophilin B1 120.32
838 Gm27374 120.26
839 Rps3a2 120.26
840 mmu-mir-3618 120.05
841 Rpl7 RPL7 ribosomal protein L7 119.84
842 Ugp2 UGP2 UDP-glucose pyrophosphorylase 2 119.82
843 Fscn1 FSCN1 fascin actin-bundling protein 1 119.67
844 Eif4a2 EIF4A2 eukaryotic translation initiation factor 4A2 119.39
845 Atp5d ATP5D ATP synthase, H+ transporting, mitochondrial F1 complex, delta subunit 119.27
846 Ergic2 ERGIC2 ERGIC and golgi 2 119.26
847 Rps10-ps1 RPS10 ribosomal protein S10 119.16
848 Prrc2a PRRC2A proline-rich coiled-coil 2A 119.07
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Table S9: Mus musculus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

849 Ybx1 YBX1 Y-box binding protein 1 119.06
850 Ginm1 GINM1 glycoprotein integral membrane 1 119.06
851 Gm15725 118.98
852 Chmp3 CHMP3 charged multivesicular body protein 3 118.93
853 Rpl14-ps1 118.93
854 Rps14 RPS14 ribosomal protein S14 118.45
855 Gm10288 118.38
856 Ywhag YWHAG tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein,

gamma
118.10

857 Pld3 PLD3 phospholipase D family member 3 118.04
858 Ndel1 NDEL1 nudE neurodevelopment protein 1-like 1 118.03
859 Gm15772 118.02
860 Tmem125 TMEM125 transmembrane protein 125 117.98
861 Dlg3 DLG3 discs, large homolog 3 (Drosophila) 117.94
862 Drap1 DRAP1 DR1-associated protein 1 (negative cofactor 2 alpha) 117.79
863 Tns4 TNS4 tensin 4 117.77
864 Mir27b 117.75
865 Pdxdc1 PDXDC1 pyridoxal-dependent decarboxylase domain containing 1 117.71
866 Gm12693 117.58
867 Gm6265 117.56
868 Sh3bgrl3 SH3BGRL3 SH3 domain binding glutamate-rich protein like 3 117.52
869 Mir7069 117.44
870 Snord65 117.43
871 Ankrd17 ANKRD17 ankyrin repeat domain 17 117.27
872 Rps8 RPS8 ribosomal protein S8 117.25
873 Wdr26 WDR26 WD repeat domain 26 117.22
874 Fam120a FAM120A family with sequence similarity 120A 117.09
875 Gm23713 116.93
876 Abi1 ABI1 abl interactor 1 116.69
877 Mest (MEST) mesoderm specific transcript 116.59
878 Gm24157 116.53
879 4933402E13Rik (MAGEA10) MAGE family member A10 116.44
880 Tnks2 TNKS2 tankyrase, TRF1-interacting ankyrin-related ADP-ribose polymerase 2 116.31
881 Srsf5 SRSF5 serine/arginine-rich splicing factor 5 116.27
882 Senp6 SENP6 SUMO1/sentrin specific peptidase 6 116.21
883 Dnajc7 (DNAJC7) DnaJ heat shock protein family (Hsp40) member C7 116.21
884 RP23-117I19.7 116.19
885 Gpbp1 GPBP1 GC-rich promoter binding protein 1 116.16
886 Rrp7a RRP7A ribosomal RNA processing 7 homolog A 116.04
887 Epb4.1l1 EPB41L1 erythrocyte membrane protein band 4.1-like 1 115.93
888 Hspa4 HSPA4 heat shock protein family A (Hsp70) member 4 115.78
889 Ech1 ECH1 enoyl-CoA hydratase 1, peroxisomal 115.30
890 Eif3h EIF3H eukaryotic translation initiation factor 3 subunit H 115.20
891 1600014C10Rik C19orf12 chromosome 19 open reading frame 12 115.05
892 Hnrnpa2b1 HNRNPA2B1 heterogeneous nuclear ribonucleoprotein A2/B1 114.89
893 Cav1 CAV1 caveolin 1 114.81
894 Ptov1 PTOV1 prostate tumor overexpressed 1 114.66
895 Cln3 CLN3 ceroid-lipofuscinosis, neuronal 3 114.63
896 Ceacam5 (CEACAM21) carcinoembryonic antigen-related cell adhesion molecule 21 114.62
897 Glul GLUL glutamate-ammonia ligase 114.61
898 Srrt SRRT serrate, RNA effector molecule 114.61
899 Cd9-ps 114.40
900 Pdap1 PDAP1 PDGFA associated protein 1 114.37
901 Tmem165 TMEM165 transmembrane protein 165 114.37
902 Tpcn1 TPCN1 two pore segment channel 1 114.14
903 Luc7l2 LUC7L2 LUC7-like 2 pre-mRNA splicing factor 114.07
904 Rps6ka1 RPS6KA1 ribosomal protein S6 kinase, 90kDa, polypeptide 1 113.99
905 Gm15590 113.92
906 R3hdm2 R3HDM2 R3H domain containing 2 113.68
907 Gm5526 113.66
908 Mkln1 MKLN1 muskelin 1 113.64
909 Pdcl3 PDCL3 phosducin like 3 113.63
910 Spint2 SPINT2 serine peptidase inhibitor, Kunitz type, 2 113.62
911 Gapdh GAPDH glyceraldehyde-3-phosphate dehydrogenase 113.52
912 Tle3 TLE3 transducin like enhancer of split 3 113.36
913 Dusp9 DUSP9 dual specificity phosphatase 9 113.22
914 Gm12254 113.19
915 F2r F2R coagulation factor II (thrombin) receptor 113.11
916 Rhox5 113.10
917 Tcn2 TCN2 transcobalamin 2 112.98
918 Mir7067 112.95
919 Gm7618 112.19
920 Mir5136 112.17
921 Gm10260 (RPS18) ribosomal protein S18 112.17
922 Clip1 CLIP1 CAP-Gly domain containing linker protein 1 112.00
923 Gak GAK cyclin G associated kinase 111.74
924 Arpc4 ARPC4 actin related protein 2/3 complex subunit 4 111.71
925 Psme3 PSME3 proteasome activator subunit 3 111.45
926 Ube2r2 UBE2R2 ubiquitin conjugating enzyme E2R 2 111.32
927 AF357399 111.32
928 Mrpl52 MRPL52 mitochondrial ribosomal protein L52 111.25
929 Mapk1 MAPK1 mitogen-activated protein kinase 1 111.10
930 Tspan9 TSPAN9 tetraspanin 9 111.07
931 Fxyd5 FXYD5 FXYD domain containing ion transport regulator 5 110.80
932 Gabarap GABARAP GABA(A) receptor-associated protein 110.76
933 Adgrg1 ADGRG1 adhesion G protein-coupled receptor G1 110.73
934 Gm21738 110.50
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Table S9: Mus musculus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

935 Abcb1b (ABCB1) ATP binding cassette subfamily B member 1 110.28
936 Cd320 CD320 CD320 molecule 110.11
937 Eif4a-ps4 110.09
938 Rps25-ps1 109.95
939 Mir450b 109.93
940 Tpst2 TPST2 tyrosylprotein sulfotransferase 2 109.88
941 Srprb (SRPRB) SRP receptor beta subunit 109.77
942 Ubxn4 UBXN4 UBX domain protein 4 109.69
943 Gm29397 109.47
944 Prelid1 PRELID1 PRELI domain containing 1 109.45
945 Pgc PGC progastricsin (pepsinogen C) 109.37
946 Laptm4a LAPTM4A lysosomal protein transmembrane 4 alpha 109.34
947 Ube2d3 UBE2D3 ubiquitin conjugating enzyme E2D 3 109.22
948 Atp6ap1 ATP6AP1 ATPase, H+ transporting, lysosomal accessory protein 1 109.14
949 Add1 ADD1 adducin 1 109.11
950 Ctr9 CTR9 CTR9 homolog, Paf1/RNA polymerase II complex component 109.07
951 Gm12543 109.05
952 Pkp4 PKP4 plakophilin 4 109.01
953 Gm11204 108.91
954 Fam107b FAM107B family with sequence similarity 107 member B 108.89
955 Gm22615 108.75
956 Rab8a RAB8A RAB8A, member RAS oncogene family 108.75
957 Rnf4 RNF4 ring finger protein 4 108.62
958 Slc7a8 SLC7A8 solute carrier family 7 (amino acid transporter light chain, L system), member

8
108.54

959 Sfi1 SFI1 SFI1 centrin binding protein 108.48
960 Vdac1 VDAC1 voltage-dependent anion channel 1 108.44
961 Pparg PPARG peroxisome proliferator-activated receptor gamma 108.39
962 Tnrc18 TNRC18 trinucleotide repeat containing 18 108.37
963 Ptpn12 PTPN12 protein tyrosine phosphatase, non-receptor type 12 108.36
964 Pnisr PNISR PNN-interacting serine/arginine-rich protein 108.24
965 Klf6 KLF6 Kruppel-like factor 6 108.22
966 Psmc3 PSMC3 proteasome 26S subunit, ATPase 3 108.07
967 Lamb1 LAMB1 laminin subunit beta 1 107.88
968 Ubr4 UBR4 ubiquitin protein ligase E3 component n-recognin 4 107.86
969 Atp5g3 ATP5G3 ATP synthase, H+ transporting, mitochondrial Fo complex subunit C3 (sub-

unit 9)
107.74

970 Srgn SRGN serglycin 107.68
971 Arhgap29 ARHGAP29 Rho GTPase activating protein 29 107.65
972 Safb2 SAFB2 scaffold attachment factor B2 107.50
973 Stmn1 STMN1 stathmin 1 107.38
974 Ctnnd1 CTNND1 catenin delta 1 107.34
975 Gm2058 107.32
976 Hnrnpl HNRNPL heterogeneous nuclear ribonucleoprotein L 107.25
977 Atg4b ATG4B autophagy related 4B, cysteine peptidase 107.07
978 D5Ertd579e KIAA0232 KIAA0232 106.93
979 Slc40a1 SLC40A1 solute carrier family 40 (iron-regulated transporter), member 1 106.92
980 Eif3b EIF3B eukaryotic translation initiation factor 3 subunit B 106.87
981 Mtdh MTDH metadherin 106.78
982 Fxr2 FXR2 fragile X mental retardation, autosomal homolog 2 106.66
983 Snap23 SNAP23 synaptosome associated protein 23kDa 106.65
984 Rpl36a-ps2 106.56
985 Bcap31 BCAP31 B-cell receptor-associated protein 31 106.52
986 Gm12183 106.48
987 Gm9385 106.18
988 Eif3k EIF3K eukaryotic translation initiation factor 3 subunit K 106.16
989 Rps3a3 106.11
990 Smap1 SMAP1 small ArfGAP 1 106.11
991 Gm6382 106.06
992 Rpl39-ps 106.04
993 Ets2 ETS2 v-ets avian erythroblastosis virus E26 oncogene homolog 2 105.97
994 Hnrnpr HNRNPR heterogeneous nuclear ribonucleoprotein R 105.97
995 Gm6829 105.95
996 AL593843.1 105.90
997 Mirlet7f-2 105.83
998 Dag1 DAG1 dystroglycan 1 105.76
999 Supt5 SUPT5H SPT5 homolog, DSIF elongation factor subunit 105.76
1000 Cmtr1 CMTR1 cap methyltransferase 1 105.75
1001 1600025M17Rik 105.53
1002 Fxyd6 FXYD6 FXYD domain containing ion transport regulator 6 105.53
1003 Gm16580 105.51
1004 Tnfrsf1a TNFRSF1A tumor necrosis factor receptor superfamily member 1A 105.50
1005 Chmp2a CHMP2A charged multivesicular body protein 2A 105.47
1006 Gm10080 105.34
1007 Parva PARVA parvin alpha 105.21
1008 Zc3h15 ZC3H15 zinc finger CCCH-type containing 15 105.15
1009 Trim41 TRIM41 tripartite motif containing 41 105.13
1010 Nudc NUDC nudC nuclear distribution protein 105.13
1011 Rsrp1 RSRP1 arginine/serine-rich protein 1 104.92
1012 Hcfc1r1 HCFC1R1 host cell factor C1 regulator 1 (XPO1 dependent) 104.88
1013 Tfg TFG TRK-fused gene 104.79
1014 Pdlim2 PDLIM2 PDZ and LIM domain 2 (mystique) 104.49
1015 Psg19 (CEACAM21) carcinoembryonic antigen-related cell adhesion molecule 21 104.46
1016 Eef1g EEF1G eukaryotic translation elongation factor 1 gamma 104.44
1017 Cers2 CERS2 ceramide synthase 2 104.41
1018 2200002D01Rik C19orf33 chromosome 19 open reading frame 33 104.36
1019 Pan3 PAN3 PAN3 poly(A) specific ribonuclease subunit 104.36
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Table S9: Mus musculus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

1020 Uqcc1 UQCC1 ubiquinol-cytochrome c reductase complex assembly factor 1 104.35
1021 Gm13552 104.26
1022 Pmepa1 PMEPA1 prostate transmembrane protein, androgen induced 1 104.23
1023 Epn1 EPN1 epsin 1 104.23
1024 Mir5623 104.18
1025 Sidt2 SIDT2 SID1 transmembrane family member 2 104.17
1026 Rbms2 RBMS2 RNA binding motif, single stranded interacting protein 2 104.02
1027 RP23-316M11.8 103.95
1028 Bag1 BAG1 BCL2 associated athanogene 1 103.90
1029 Smarcd2 SMARCD2 SWI/SNF related, matrix associated, actin dependent regulator of chromatin,

subfamily d, member 2
103.86

1030 Slc16a3 SLC16A3 solute carrier family 16 (monocarboxylate transporter), member 3 103.84
1031 Dnaja1 DNAJA1 DnaJ heat shock protein family (Hsp40) member A1 103.79
1032 Tmem39a TMEM39A transmembrane protein 39A 103.78
1033 Txndc12 TXNDC12 thioredoxin domain containing 12 (endoplasmic reticulum) 103.57
1034 Gm6548 103.52
1035 Slc15a4 SLC15A4 solute carrier family 15 (oligopeptide transporter), member 4 103.46
1036 Gm8666 103.43
1037 Lpcat3 (LPCAT3) lysophosphatidylcholine acyltransferase 3 103.35
1038 Son SON SON DNA binding protein 103.11
1039 Rn7s2 103.02
1040 Adgrf5 ADGRF5 adhesion G protein-coupled receptor F5 102.92
1041 Rps20 RPS20 ribosomal protein S20 102.81
1042 Zfand3 ZFAND3 zinc finger, AN1-type domain 3 102.81
1043 Wasf2 WASF2 WAS protein family member 2 102.77
1044 Cops7a COPS7A COP9 signalosome subunit 7A 102.69
1045 Mprip MPRIP myosin phosphatase Rho interacting protein 102.63
1046 Zc3h7a ZC3H7A zinc finger CCCH-type containing 7A 102.41
1047 Plvap PLVAP plasmalemma vesicle associated protein 102.39
1048 Sec31a SEC31A SEC31 homolog A, COPII coat complex component 102.19
1049 Flnb FLNB filamin B, beta 102.18
1050 Ctage5 CTAGE1 cutaneous T-cell lymphoma-associated antigen 1 101.96
1051 Gm6472 101.96
1052 Eml2 EML2 echinoderm microtubule associated protein like 2 101.95
1053 BC002163 101.89
1054 Pttg1ip PTTG1IP pituitary tumor-transforming 1 interacting protein 101.75
1055 Gm5424 ASS1 argininosuccinate synthase 1 101.70
1056 Dstn DSTN destrin (actin depolymerizing factor) 101.68
1057 Snrk SNRK SNF related kinase 101.60
1058 Plekha1 PLEKHA1 pleckstrin homology domain containing A1 101.42
1059 Nfe2l1 NFE2L1 nuclear factor, erythroid 2 like 1 101.33
1060 Gm13408 101.26
1061 Gm24598 101.25
1062 Klhl13 KLHL13 kelch like family member 13 101.25
1063 Acta2 ACTA2 actin, alpha 2, smooth muscle, aorta 101.05
1064 Cox5b (COX5B) cytochrome c oxidase subunit Vb 100.90
1065 Dynlrb1 DYNLRB1 dynein, light chain, roadblock-type 1 100.65
1066 Mir130c 100.64
1067 Aqp8 AQP8 aquaporin 8 100.53
1068 Ppig PPIG peptidylprolyl isomerase G (cyclophilin G) 100.52
1069 Rheb RHEB Ras homolog enriched in brain 100.50
1070 Bnip3l BNIP3L BCL2/adenovirus E1B 19kDa interacting protein 3-like 100.36
1071 Mtus1 MTUS1 microtubule associated tumor suppressor 1 100.15
1072 Lgals3bp LGALS3BP lectin, galactoside-binding, soluble, 3 binding protein 100.07
1073 Ciz1 CIZ1 CDKN1A interacting zinc finger protein 1 100.05
1074 RP23-187K3.1 100.04
1075 Rpl18 RPL18 ribosomal protein L18 99.75
1076 Klf3 KLF3 Kruppel-like factor 3 (basic) 99.64
1077 Xist 99.63
1078 Cct8 CCT8 chaperonin containing TCP1, subunit 8 (theta) 99.59
1079 Lamp2 LAMP2 lysosomal-associated membrane protein 2 99.49
1080 Mybbp1a MYBBP1A MYB binding protein (P160) 1a 99.45
1081 Ndufv1 NDUFV1 NADH:ubiquinone oxidoreductase core subunit V1 99.31
1082 Epb4.1 EPB41 erythrocyte membrane protein band 4.1 99.21
1083 Tpm3-rs7 (TPM3) tropomyosin 3 99.17
1084 Bst2 BST2 bone marrow stromal cell antigen 2 99.14
1085 Gm9892 99.03
1086 Csde1 CSDE1 cold shock domain containing E1, RNA binding 99.00
1087 Igkj4 98.89
1088 Apoc1 APOC1 apolipoprotein C-I 98.85
1089 Gigyf2 GIGYF2 GRB10 interacting GYF protein 2 98.69
1090 Bclaf1 BCLAF1 BCL2-associated transcription factor 1 98.66
1091 Serpine2 SERPINE2 serpin peptidase inhibitor, clade E (nexin, plasminogen activator inhibitor type

1), member 2
98.58

1092 Rps25 (RPS25) ribosomal protein S25 98.44
1093 Akr1a1 AKR1A1 aldo-keto reductase family 1, member A1 (aldehyde reductase) 98.38
1094 Xpo6 XPO6 exportin 6 98.25
1095 Plet1 PLET1 placenta expressed transcript 1 98.24
1096 Gm6134 98.16
1097 Cdc123 CDC123 cell division cycle 123 98.13
1098 Rps3 RPS3 ribosomal protein S3 97.93
1099 Gm5514 97.84
1100 Stip1 STIP1 stress induced phosphoprotein 1 97.81
1101 Ip6k1 IP6K1 inositol hexakisphosphate kinase 1 97.76
1102 Gm14567 97.75
1103 Wdr1 WDR1 WD repeat domain 1 97.72
1104 Sptlc2 SPTLC2 serine palmitoyltransferase, long chain base subunit 2 97.65
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Table S9: Mus musculus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

1105 Tnk2 TNK2 tyrosine kinase, non-receptor, 2 97.65
1106 Gm12966 97.62
1107 Anp32b ANP32B acidic nuclear phosphoprotein 32 family member B 97.49
1108 Eif5 EIF5 eukaryotic translation initiation factor 5 97.41
1109 Idh2 IDH2 isocitrate dehydrogenase 2 (NADP+), mitochondrial 97.39
1110 Ciapin1 CIAPIN1 cytokine induced apoptosis inhibitor 1 97.30
1111 Csf1r CSF1R colony stimulating factor 1 receptor 97.26
1112 Polr2f POLR2F polymerase (RNA) II (DNA directed) polypeptide F 97.12
1113 Gm15745 97.12
1114 Stag1 STAG1 stromal antigen 1 96.93
1115 Mta3 MTA3 metastasis associated 1 family member 3 96.85
1116 Ndufa3 NDUFA3 NADH:ubiquinone oxidoreductase subunit A3 96.80
1117 Uaca UACA uveal autoantigen with coiled-coil domains and ankyrin repeats 96.80
1118 Tor1aip1 TOR1AIP1 torsin A interacting protein 1 96.78
1119 Gm12013 96.77
1120 Gm12504 96.68
1121 Stard8 STARD8 StAR related lipid transfer domain containing 8 96.60
1122 Rap1b RAP1B RAP1B, member of RAS oncogene family 96.56
1123 Trpc4ap TRPC4AP transient receptor potential cation channel, subfamily C, member 4 associated

protein
96.53

1124 Gm20746 96.40
1125 Eif3a EIF3A eukaryotic translation initiation factor 3 subunit A 96.37
1126 Gns GNS glucosamine (N-acetyl)-6-sulfatase 96.24
1127 Tsg101 TSG101 tumor susceptibility 101 96.14
1128 Mir7003 96.14
1129 Pak1ip1 PAK1IP1 PAK1 interacting protein 1 96.14
1130 Cltb CLTB clathrin, light chain B 96.13
1131 Cdk16 CDK16 cyclin-dependent kinase 16 96.12
1132 Atp6v0b ATP6V0B ATPase, H+ transporting, lysosomal 21kDa, V0 subunit b 95.86
1133 Gm26917 95.82
1134 Gm9762 95.80
1135 Erlin1 ERLIN1 ER lipid raft associated 1 95.58
1136 Top1 TOP1 topoisomerase (DNA) I 95.57
1137 Arfgef1 ARFGEF1 ADP ribosylation factor guanine nucleotide exchange factor 1 95.36
1138 Slc7a1 SLC7A1 solute carrier family 7 (cationic amino acid transporter, y+ system), member

1
95.31

1139 Gdi2 GDI2 GDP dissociation inhibitor 2 95.24
1140 Cd36 CD36 CD36 molecule (thrombospondin receptor) 95.24
1141 Sympk SYMPK symplekin 95.15
1142 Cnot3 CNOT3 CCR4-NOT transcription complex subunit 3 95.02
1143 Usp22 USP22 ubiquitin specific peptidase 22 94.98
1144 Tln1 TLN1 talin 1 94.96
1145 RP24-86E4.1 94.95
1146 0610007P14Rik C14orf1 chromosome 14 open reading frame 1 94.94
1147 Ap2a2 AP2A2 adaptor-related protein complex 2, alpha 2 subunit 94.92
1148 Tm9sf4 TM9SF4 transmembrane 9 superfamily protein member 4 94.87
1149 Erp44 ERP44 endoplasmic reticulum protein 44 94.85
1150 Ssr2 SSR2 signal sequence receptor, beta (translocon-associated protein beta) 94.66
1151 Akap2 AKAP2 A-kinase anchoring protein 2 94.63
1152 Gm12643 94.60
1153 Taf7l (TAF7L) TATA-box binding protein associated factor 7 like 94.60
1154 Mir692-1 94.59
1155 Gm7536 94.57
1156 Flii FLII flightless I actin binding protein 94.56
1157 Cebpb CEBPB CCAAT/enhancer binding protein (C/EBP), beta 94.50
1158 Vapa VAPA VAMP associated protein A 94.47
1159 Gm22751 94.13
1160 Pcbp1 PCBP1 poly(rC) binding protein 1 94.05
1161 Brd2 BRD2 bromodomain containing 2 93.97
1162 Dek DEK DEK proto-oncogene 93.93
1163 Obsl1 OBSL1 obscurin-like 1 93.81
1164 Dlx3 DLX3 distal-less homeobox 3 93.74
1165 Rps4x RPS4X ribosomal protein S4, X-linked 93.73
1166 Myeov2 MYEOV2 myeloma overexpressed 2 93.72
1167 Gm14337 93.71
1168 Tecr TECR trans-2,3-enoyl-CoA reductase 93.69
1169 Tmed2 TMED2 transmembrane p24 trafficking protein 2 93.68
1170 Asap1 ASAP1 ArfGAP with SH3 domain, ankyrin repeat and PH domain 1 93.54
1171 Bcas2 BCAS2 breast carcinoma amplified sequence 2 93.52
1172 Slc39a7 SLC39A7 solute carrier family 39 (zinc transporter), member 7 93.47
1173 Sept5 SEPT5 septin 5 93.43
1174 Ppp1r3f PPP1R3F protein phosphatase 1 regulatory subunit 3F 93.43
1175 Chp1 CHP1 calcineurin-like EF-hand protein 1 93.42
1176 Ucp2 UCP2 uncoupling protein 2 (mitochondrial, proton carrier) 93.41
1177 Ywhab YWHAB tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein,

beta
93.38

1178 Zcrb1 ZCRB1 zinc finger CCHC-type and RNA binding motif 1 93.18
1179 Hsd17b4 HSD17B4 hydroxysteroid (17-beta) dehydrogenase 4 93.11
1180 Gm26202 93.11
1181 Marc2 MARC2 mitochondrial amidoxime reducing component 2 93.08
1182 Mkrn1 MKRN1 makorin ring finger protein 1 93.06
1183 Ndufa10 NDUFA10 NADH:ubiquinone oxidoreductase subunit A10 92.98
1184 Rplp0 RPLP0 ribosomal protein, large, P0 92.90
1185 Hprt HPRT1 hypoxanthine phosphoribosyltransferase 1 92.86
1186 Amotl2 AMOTL2 angiomotin like 2 92.82
1187 Abhd17a ABHD17A abhydrolase domain containing 17A 92.80
1188 Sub1 SUB1 SUB1 homolog, transcriptional regulator 92.74
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Table S9: Mus musculus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

1189 Rad21 RAD21 RAD21 cohesin complex component 92.74
1190 Ift20 (IFT20) intraflagellar transport 20 92.67
1191 Rnf44 RNF44 ring finger protein 44 92.66
1192 Ralgds RALGDS ral guanine nucleotide dissociation stimulator 92.65
1193 Gm13092 92.56
1194 Ube2m UBE2M ubiquitin conjugating enzyme E2M 92.38
1195 Gm17087 (ACTG1) actin gamma 1 92.21
1196 Fhdc1 FHDC1 FH2 domain containing 1 92.05
1197 Arf5 ARF5 ADP ribosylation factor 5 91.89
1198 1700025G04Rik C1orf21 chromosome 1 open reading frame 21 91.60
1199 Prkcsh PRKCSH protein kinase C substrate 80K-H 91.55
1200 Trim28 TRIM28 tripartite motif containing 28 91.47
1201 Daxx DAXX death-domain associated protein 91.44
1202 Hdgf HDGF hepatoma-derived growth factor 91.43
1203 Gm11878 91.36
1204 Ext2 EXT2 exostosin glycosyltransferase 2 91.34
1205 Oasl2 (OASL) 2’-5’-oligoadenylate synthetase-like 91.26
1206 Eif4enif1 EIF4ENIF1 eukaryotic translation initiation factor 4E nuclear import factor 1 91.03
1207 Atox1 ATOX1 antioxidant 1 copper chaperone 90.84
1208 Zcchc11 ZCCHC11 zinc finger, CCHC domain containing 11 90.84
1209 Anapc2 ANAPC2 anaphase promoting complex subunit 2 90.82
1210 Copa COPA coatomer protein complex subunit alpha 90.65
1211 Dbnl DBNL drebrin-like 90.54
1212 Ehmt2 EHMT2 euchromatic histone-lysine N-methyltransferase 2 90.54
1213 Gm10036 (RPL11) ribosomal protein L11 90.53
1214 Vps39 VPS39 VPS39 HOPS complex subunit 90.50
1215 Gm6030 90.39
1216 Rgcc RGCC regulator of cell cycle 90.38
1217 Rnf220 RNF220 ring finger protein 220 90.34
1218 Rpl35 (RPL35) ribosomal protein L35 90.33
1219 Fubp1 FUBP1 far upstream element (FUSE) binding protein 1 90.31
1220 Gm22133 90.30
1221 Plac8 PLAC8 placenta specific 8 90.10
1222 Tor2a TOR2A torsin family 2, member A 89.93
1223 Rab35 RAB35 RAB35, member RAS oncogene family 89.91
1224 Faf2 FAF2 Fas associated factor family member 2 89.90
1225 Prpf19 PRPF19 pre-mRNA processing factor 19 89.87
1226 Dync1i2 DYNC1I2 dynein, cytoplasmic 1, intermediate chain 2 89.76
1227 Gm5844 89.62
1228 Adam19 ADAM19 ADAM metallopeptidase domain 19 89.58
1229 Senp3 SENP3 SUMO1/sentrin/SMT3 specific peptidase 3 89.48
1230 Slco2a1 SLCO2A1 solute carrier organic anion transporter family member 2A1 89.42
1231 Gm13685 89.19
1232 Gm27360 89.15
1233 Gm12034 89.07
1234 Gm25357 89.03
1235 AC152063.14 89.03
1236 Man1a2 MAN1A2 mannosidase, alpha, class 1A, member 2 89.00
1237 Dtx3 DTX3 deltex 3, E3 ubiquitin ligase 88.98
1238 Col3a1 COL3A1 collagen, type III, alpha 1 88.76
1239 Fgfr2 FGFR2 fibroblast growth factor receptor 2 88.73
1240 Rbp4 RBP4 retinol binding protein 4 88.69
1241 Gm16288 88.64
1242 Gm16056 88.60
1243 Tpd52l2 TPD52L2 tumor protein D52-like 2 88.59
1244 Ass1 (ASS1) argininosuccinate synthase 1 88.48
1245 Uba1 UBA1 ubiquitin-like modifier activating enzyme 1 88.28
1246 Psmb4 PSMB4 proteasome subunit beta 4 88.27
1247 Crk CRK v-crk avian sarcoma virus CT10 oncogene homolog 88.27
1248 Tlk2 TLK2 tousled like kinase 2 88.12
1249 Mrps6 MRPS6 mitochondrial ribosomal protein S6 88.08
1250 Uqcrh UQCRH ubiquinol-cytochrome c reductase hinge protein 88.03
1251 Aacs AACS acetoacetyl-CoA synthetase 87.98
1252 Rpl6 RPL6 ribosomal protein L6 87.95
1253 Gm8086 87.92
1254 Sec62 SEC62 SEC62 homolog, preprotein translocation factor 87.89
1255 Snx2 SNX2 sorting nexin 2 87.75
1256 Trap1a (MTERF4) mitochondrial transcription termination factor 4 87.62
1257 Gm3150 GNG5P2 guanine nucleotide binding protein (G protein), gamma 5 pseudogene 2 87.29
1258 Slc38a2 SLC38A2 solute carrier family 38 member 2 87.21
1259 Smt3h1-ps 87.14
1260 Nbr1 NBR1 neighbor of BRCA1 gene 1 87.10
1261 Setd5 SETD5 SET domain containing 5 87.03
1262 Nosip NOSIP nitric oxide synthase interacting protein 86.99
1263 Npm1 NPM1 nucleophosmin (nucleolar phosphoprotein B23, numatrin) 86.96
1264 Rpl19-ps1 86.79
1265 Parm1 PARM1 prostate androgen-regulated mucin-like protein 1 86.74
1266 Vdac2 VDAC2 voltage-dependent anion channel 2 86.74
1267 Srebf1 SREBF1 sterol regulatory element binding transcription factor 1 86.71
1268 Gm6767 86.70
1269 Sorbs3 SORBS3 sorbin and SH3 domain containing 3 86.67
1270 Eef1d EEF1D eukaryotic translation elongation factor 1 delta (guanine nucleotide exchange

protein)
86.65

1271 Gm27456 86.63
1272 Dynlt1-ps1 86.60
1273 Polr3c (POLR3C) polymerase (RNA) III (DNA directed) polypeptide C (62kD) 86.40
1274 Bbx BBX bobby sox homolog (Drosophila) 86.32
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Table S9: Mus musculus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

1275 Vamp2 RP11-599B13.6 86.30
1276 Hnrnpab HNRNPAB heterogeneous nuclear ribonucleoprotein A/B 86.16
1277 Brd4 BRD4 bromodomain containing 4 86.06
1278 Capza2 CAPZA2 capping protein (actin filament) muscle Z-line, alpha 2 86.05
1279 Rpl19-ps11 86.01
1280 Ccdc9 CCDC9 coiled-coil domain containing 9 86.00
1281 Tmem123 TMEM123 transmembrane protein 123 85.98
1282 Rarres2 RARRES2 retinoic acid receptor responder (tazarotene induced) 2 85.97
1283 Ppp1r11 PPP1R11 protein phosphatase 1 regulatory inhibitor subunit 11 85.95
1284 Hadha HADHA hydroxyacyl-CoA dehydrogenase/3-ketoacyl-CoA thiolase/enoyl-CoA hy-

dratase (trifunctional protein), alpha subunit
85.89

1285 Gm5611 (NPM1) nucleophosmin (nucleolar phosphoprotein B23, numatrin) 85.78
1286 Cdk11b (CDK11B) cyclin-dependent kinase 11B 85.62
1287 Rsrc2 RSRC2 arginine/serine-rich coiled-coil 2 85.58
1288 Pecam1 PECAM1 platelet/endothelial cell adhesion molecule 1 85.54
1289 Rere RERE arginine-glutamic acid dipeptide (RE) repeats 85.43
1290 Slc45a4 SLC45A4 solute carrier family 45 member 4 85.40
1291 Gm22721 85.28
1292 Hagh HAGH hydroxyacylglutathione hydrolase 85.18
1293 Eif5b EIF5B eukaryotic translation initiation factor 5B 85.17
1294 Gm5915 85.11
1295 Kdm1a KDM1A lysine (K)-specific demethylase 1A 85.09
1296 Actr1b ACTR1B ARP1 actin-related protein 1 homolog B, centractin beta (yeast) 85.09
1297 Rps29 RPS29 ribosomal protein S29 85.09
1298 Ube2v1 (UBE2V1) ubiquitin conjugating enzyme E2 variant 1 84.94
1299 Rbpms RBPMS RNA binding protein with multiple splicing 84.91
1300 Pxn PXN paxillin 84.88
1301 Gm15484 84.82
1302 Rsu1 RSU1 Ras suppressor protein 1 84.79
1303 Rhoa (RHOA) ras homolog family member A 84.75
1304 Gm7367 (UBALD2) UBA-like domain containing 2 84.75
1305 Dcakd DCAKD dephospho-CoA kinase domain containing 84.72
1306 Gm6682 84.63
1307 Psme1 PSME1 proteasome activator subunit 1 84.61
1308 Adgrl4 ADGRL4 adhesion G protein-coupled receptor L4 84.59
1309 Kctd10 KCTD10 potassium channel tetramerization domain containing 10 84.57
1310 RP24-324L19.3 84.56
1311 Gm13611 84.54
1312 Adipor1 ADIPOR1 adiponectin receptor 1 84.50
1313 Gm4875 84.46
1314 Gm15500 84.38
1315 Ift46 IFT46 intraflagellar transport 46 84.38
1316 Igf2bp2 IGF2BP2 insulin like growth factor 2 mRNA binding protein 2 84.29
1317 Luc7l3 LUC7L3 LUC7-like 3 pre-mRNA splicing factor 84.21
1318 Ap2s1 AP2S1 adaptor-related protein complex 2 sigma 1 subunit 84.06
1319 Egfl7 EGFL7 EGF-like-domain, multiple 7 83.89
1320 Gm20302 83.80
1321 Cct4 CCT4 chaperonin containing TCP1, subunit 4 (delta) 83.73
1322 Sars SARS seryl-tRNA synthetase 83.63
1323 Jade3 JADE3 jade family PHD finger 3 83.58
1324 Psip1 PSIP1 PC4 and SFRS1 interacting protein 1 83.54
1325 Dst DST dystonin 83.54
1326 Syna ERVFRD-1 endogenous retrovirus group FRD, member 1 83.49
1327 Pnrc1 PNRC1 proline rich nuclear receptor coactivator 1 83.44
1328 Gm14236 83.41
1329 Mlf2 MLF2 myeloid leukemia factor 2 83.40
1330 Atp5c1 ATP5C1 ATP synthase, H+ transporting, mitochondrial F1 complex, gamma polypep-

tide 1
83.39

1331 Nop58 NOP58 NOP58 ribonucleoprotein 83.33
1332 Smc3 SMC3 structural maintenance of chromosomes 3 83.30
1333 Slco4a1 SLCO4A1 solute carrier organic anion transporter family member 4A1 83.26
1334 Gm2274 83.02
1335 1810022K09Rik C8orf59 chromosome 8 open reading frame 59 82.98
1336 Snx9 SNX9 sorting nexin 9 82.92
1337 Rps4l (RPS4X) ribosomal protein S4, X-linked 82.91
1338 Ehd4 EHD4 EH domain containing 4 82.91
1339 Ndufb9 NDUFB9 NADH:ubiquinone oxidoreductase subunit B9 82.88
1340 Gm12929 82.88
1341 Mir6954 82.84
1342 Rbm17 RBM17 RNA binding motif protein 17 82.74
1343 Gm4963 82.66
1344 Vti1b VTI1B vesicle transport through interaction with t-SNAREs 1B 82.65
1345 Gm16089 82.46
1346 Itsn1 ITSN1 intersectin 1 82.44
1347 Stau1 STAU1 staufen double-stranded RNA binding protein 1 82.42
1348 Gm15776 82.32
1349 Il15 IL15 interleukin 15 82.19
1350 Polr2e POLR2E polymerase (RNA) II (DNA directed) polypeptide E, 25kDa 82.18
1351 Uqcr10 UQCR10 ubiquinol-cytochrome c reductase, complex III subunit X 82.10
1352 Dynll2 DYNLL2 dynein, light chain, LC8-type 2 82.08
1353 Myl9 MYL9 myosin light chain 9 81.95
1354 Prkci PRKCI protein kinase C, iota 81.72
1355 Sec61a1 SEC61A1 Sec61 translocon alpha 1 subunit 81.68
1356 Anapc1 ANAPC1 anaphase promoting complex subunit 1 81.67
1357 Fmo1 FMO1 flavin containing monooxygenase 1 81.63
1358 Mrps18b MRPS18B mitochondrial ribosomal protein S18B 81.60
1359 Amfr AMFR autocrine motility factor receptor, E3 ubiquitin protein ligase 81.59
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Table S9: Mus musculus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

1360 Pcyox1 PCYOX1 prenylcysteine oxidase 1 81.43
1361 Rhox12 (ESX1) ESX homeobox 1 81.38
1362 Rn7s1 81.26
1363 Dnajb6 DNAJB6 DnaJ heat shock protein family (Hsp40) member B6 81.24
1364 Rps3a1 RPS3A ribosomal protein S3A 81.08
1365 Rpl18a RPL18A ribosomal protein L18a 81.08
1366 A830080D01Rik CXorf23 chromosome X open reading frame 23 81.04
1367 Rnf167 RNF167 ring finger protein 167 81.04
1368 Fstl1 FSTL1 follistatin like 1 80.93
1369 Fam175b FAM175B family with sequence similarity 175 member B 80.91
1370 Gm17149 80.84
1371 Igf2r IGF2R insulin like growth factor 2 receptor 80.75
1372 Gm12164 80.55
1373 Gm7206 80.35
1374 Arhgef18 ARHGEF18 Rho/Rac guanine nucleotide exchange factor 18 80.19
1375 Gm3531 80.17
1376 Usp12 USP12 ubiquitin specific peptidase 12 80.16
1377 Eif3l EIF3L eukaryotic translation initiation factor 3 subunit L 80.11
1378 Gm9531 80.00
1379 Sparcl1 SPARCL1 SPARC like 1 79.96
1380 Cox7c COX7C cytochrome c oxidase subunit VIIc 79.86
1381 Map4 MAP4 microtubule associated protein 4 79.86
1382 Gabarapl1 GABARAPL1 GABA(A) receptor-associated protein like 1 79.86
1383 Arid3b ARID3B AT-rich interaction domain 3B 79.83
1384 Ppp5c PPP5C protein phosphatase 5, catalytic subunit 79.82
1385 Fbxl5 FBXL5 F-box and leucine-rich repeat protein 5 79.80
1386 Snord99 SNORD99 small nucleolar RNA, C/D box 99 79.72
1387 Psmb2 PSMB2 proteasome subunit beta 2 79.60
1388 Fbxl19 FBXL19 F-box and leucine-rich repeat protein 19 79.59
1389 Sept2 SEPT2 septin 2 79.58
1390 Gm10135 79.52
1391 Fermt2 FERMT2 fermitin family member 2 79.51
1392 Cd151 CD151 CD151 molecule (Raph blood group) 79.49
1393 Mir7675 79.36
1394 Calr-ps 79.32
1395 Gm2260 79.21
1396 Gm6325 79.16
1397 Gm5644 79.16
1398 Sap18 (SAP18) Sin3A associated protein 18kDa 79.08
1399 Sgce SGCE sarcoglycan epsilon 78.96
1400 Vps29 VPS29 VPS29 retromer complex component 78.95
1401 Mlec MLEC malectin 78.94
1402 Gm6485 78.93
1403 Gm9320 78.93
1404 Cnot2 CNOT2 CCR4-NOT transcription complex subunit 2 78.90
1405 Gm19246 78.85
1406 Gtf2i GTF2I general transcription factor IIi 78.77
1407 Swt1 SWT1 SWT1, RNA endoribonuclease homolog 78.76
1408 Otud4 OTUD4 OTU deubiquitinase 4 78.60
1409 Arf4 ARF4 ADP ribosylation factor 4 78.59
1410 Kmt2b KMT2B lysine (K)-specific methyltransferase 2B 78.57
1411 Gm10698 78.50
1412 Gm6947 78.46
1413 Cul3 CUL3 cullin 3 78.42
1414 Gm8805 78.37
1415 Gm9830 FAM103A1 family with sequence similarity 103 member A1 78.36
1416 Eed EED embryonic ectoderm development 78.35
1417 Gm38317 78.35
1418 Psg29 (PSG4) pregnancy specific beta-1-glycoprotein 4 78.31
1419 Trmt1 TRMT1 tRNA methyltransferase 1 78.31
1420 Mapkapk5 MAPKAPK5 mitogen-activated protein kinase-activated protein kinase 5 78.30
1421 Ap1b1 AP1B1 adaptor-related protein complex 1 beta 1 subunit 78.26
1422 Stk25 STK25 serine/threonine kinase 25 78.11
1423 Ddah2 DDAH2 dimethylarginine dimethylaminohydrolase 2 78.10
1424 Rps21 RPS21 ribosomal protein S21 78.08
1425 Mir425 78.08
1426 Ndufa1 NDUFA1 NADH:ubiquinone oxidoreductase subunit A1 78.04
1427 Klf13 KLF13 Kruppel-like factor 13 78.02
1428 Pak4 PAK4 p21 protein (Cdc42/Rac)-activated kinase 4 78.02
1429 Gm9174 77.94
1430 Psg25 (CEACAM1) carcinoembryonic antigen-related cell adhesion molecule 1 (biliary glycopro-

tein)
77.92

1431 Gm27533 NEAT1_3 77.91
1432 Golgb1 GOLGB1 golgin B1 77.88
1433 Traf7 TRAF7 TNF receptor associated factor 7 77.85
1434 Stx2 STX2 syntaxin 2 77.84
1435 Vat1 VAT1 vesicle amine transport 1 77.67
1436 Gm37486 77.65
1437 Maf1 MAF1 MAF1 homolog, negative regulator of RNA polymerase III 77.65
1438 Psmc4 PSMC4 proteasome 26S subunit, ATPase 4 77.60
1439 Gm3756 77.46
1440 Podxl PODXL podocalyxin-like 77.45
1441 Ube2g2 (UBE2G2) ubiquitin conjugating enzyme E2G 2 77.39
1442 Chd4 CHD4 chromodomain helicase DNA binding protein 4 77.37
1443 1810058I24Rik 77.37
1444 Gm4604 77.35
1445 Mfsd7c FLVCR2 feline leukemia virus subgroup C cellular receptor family member 2 77.17
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Table S9: Mus musculus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

1446 Cnn2 CNN2 calponin 2 77.15
1447 Arhgap27 ARHGAP27 Rho GTPase activating protein 27 77.14
1448 Atp5o ATP5O ATP synthase, H+ transporting, mitochondrial F1 complex, O subunit 76.99
1449 Cd81 CD81 CD81 molecule 76.91
1450 Aebp1 AEBP1 AE binding protein 1 76.87
1451 Fastk FASTK Fas-activated serine/threonine kinase 76.80
1452 Gm14173 76.77
1453 Rpl9-ps6 (RPL9) ribosomal protein L9 76.70
1454 Stx5a STX5 syntaxin 5 76.64
1455 Ncor2 NCOR2 nuclear receptor corepressor 2 76.64
1456 Bcar1 BCAR1 breast cancer anti-estrogen resistance 1 76.60
1457 Rpl5 RPL5 ribosomal protein L5 76.53
1458 Map2k3 MAP2K3 mitogen-activated protein kinase kinase 3 76.43
1459 Rtfdc1 RTFDC1 replication termination factor 2 domain containing 1 76.38
1460 Sgms1 SGMS1 sphingomyelin synthase 1 76.26
1461 Tab2 TAB2 TGF-beta activated kinase 1/MAP3K7 binding protein 2 76.18
1462 Smarce1 SMARCE1 SWI/SNF related, matrix associated, actin dependent regulator of chromatin,

subfamily e, member 1
76.08

1463 Ddr1 DDR1 discoidin domain receptor tyrosine kinase 1 76.06
1464 Tmbim1 TMBIM1 transmembrane BAX inhibitor motif containing 1 76.01
1465 Sdccag3 SDCCAG3 serologically defined colon cancer antigen 3 75.88
1466 Ubap2l (UBAP2L) ubiquitin associated protein 2 like 75.85
1467 Ssr3 SSR3 signal sequence receptor, gamma (translocon-associated protein gamma) 75.82
1468 Atf7ip ATF7IP activating transcription factor 7 interacting protein 75.81
1469 Slc25a39 SLC25A39 solute carrier family 25 member 39 75.79
1470 Gm15148 75.76
1471 Pkn2 PKN2 protein kinase N2 75.61
1472 Eif4h (EIF4H) eukaryotic translation initiation factor 4H 75.61
1473 Rps28 RPS28 ribosomal protein S28 75.52
1474 Coro1c CORO1C coronin, actin binding protein, 1C 75.46
1475 Gm22750 75.40
1476 Slc1a5 SLC1A5 solute carrier family 1 (neutral amino acid transporter), member 5 75.26
1477 Cox7a2l COX7A2L cytochrome c oxidase subunit VIIa polypeptide 2 like 75.23
1478 Uqcrb UQCRB ubiquinol-cytochrome c reductase binding protein 75.18
1479 Gm24630 75.16
1480 Tmem37 TMEM37 transmembrane protein 37 75.14
1481 Clu CLU clusterin 75.13
1482 Gm29808 75.12
1483 Top2b TOP2B topoisomerase (DNA) II beta 75.08
1484 Syngr2 SYNGR2 synaptogyrin 2 74.92
1485 RP24-137F10.1 74.92
1486 Serpinb9e (SERPINB9) serpin peptidase inhibitor, clade B (ovalbumin), member 9 74.90
1487 Csnk1a1 CSNK1A1 casein kinase 1, alpha 1 74.85
1488 Gm12231 74.63
1489 Hp1bp3 HP1BP3 heterochromatin protein 1, binding protein 3 74.63
1490 Tceb2 TCEB2 transcription elongation factor B (SIII), polypeptide 2 (18kDa, elongin B) 74.55
1491 Uqcrc1 UQCRC1 ubiquinol-cytochrome c reductase core protein I 74.50
1492 Phf23 PHF23 PHD finger protein 23 74.48
1493 Blcap BLCAP bladder cancer associated protein 74.47
1494 Rpl19 RPL19 ribosomal protein L19 74.46
1495 Elovl1 ELOVL1 ELOVL fatty acid elongase 1 74.43
1496 Pex14 PEX14 peroxisomal biogenesis factor 14 74.40
1497 Dazap2 DAZAP2 DAZ associated protein 2 74.39
1498 Sec24d SEC24D SEC24 homolog D, COPII coat complex component 74.39
1499 Gm5155 (CEACAM21) carcinoembryonic antigen-related cell adhesion molecule 21 74.32
1500 Gm2541 74.31
1501 Arhgef16 ARHGEF16 Rho guanine nucleotide exchange factor 16 74.28
1502 Oaz1 OAZ1 ornithine decarboxylase antizyme 1 74.25
1503 Edf1 EDF1 endothelial differentiation-related factor 1 74.24
1504 Tsc22d3 TSC22D3 TSC22 domain family member 3 74.23
1505 Nadk NADK NAD kinase 74.18
1506 Tpt1-ps5 74.18
1507 Ddx27 DDX27 DEAD (Asp-Glu-Ala-Asp) box polypeptide 27 74.18
1508 Psmb7 PSMB7 proteasome subunit beta 7 74.09
1509 Psme2 PSME2 proteasome activator subunit 2 74.06
1510 Hnrnpdl HNRNPDL heterogeneous nuclear ribonucleoprotein D like 74.02
1511 Hnrnpm HNRNPM heterogeneous nuclear ribonucleoprotein M 73.98
1512 Pgam1 PGAM1 phosphoglycerate mutase 1 73.90
1513 Trrap TRRAP transformation/transcription domain-associated protein 73.89
1514 Coa3 COA3 cytochrome c oxidase assembly factor 3 73.87
1515 3830417A13Rik (MAGEA10) MAGE family member A10 73.85
1516 Fam101b (FAM101B) family with sequence similarity 101 member B 73.77
1517 Zranb2 ZRANB2 zinc finger, RAN-binding domain containing 2 73.75
1518 Hsbp1 HSBP1 heat shock factor binding protein 1 73.73
1519 Mir5113 73.67
1520 Aspscr1 ASPSCR1 alveolar soft part sarcoma chromosome region, candidate 1 73.67
1521 Ube2h UBE2H ubiquitin conjugating enzyme E2H 73.66
1522 Sin3a SIN3A SIN3 transcription regulator family member A 73.60
1523 Gm8292 73.59
1524 Fndc3b FNDC3B fibronectin type III domain containing 3B 73.56
1525 Serinc3 SERINC3 serine incorporator 3 73.55
1526 RP23-148G12.2 73.55
1527 Prl3a1 73.52
1528 Gm10094 SAP18 Sin3A associated protein 18kDa 73.50
1529 Llgl2 LLGL2 lethal giant larvae homolog 2 (Drosophila) 73.50
1530 Usp19 USP19 ubiquitin specific peptidase 19 73.46
1531 Inadl INADL InaD-like (Drosophila) 73.41
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Table S9: Mus musculus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

1532 Nptn NPTN neuroplastin 73.38
1533 Arl6ip1 ARL6IP1 ADP ribosylation factor like GTPase 6 interacting protein 1 73.38
1534 Ubald2 UBALD2 UBA-like domain containing 2 73.30
1535 Gm5835 73.24
1536 Erp29 ERP29 endoplasmic reticulum protein 29 73.15
1537 Timp3 TIMP3 TIMP metallopeptidase inhibitor 3 73.01
1538 Rpl37a RPL37A ribosomal protein L37a 73.01
1539 Rapgef1 RAPGEF1 Rap guanine nucleotide exchange factor 1 72.96
1540 Dhcr24 DHCR24 24-dehydrocholesterol reductase 72.93
1541 Spen SPEN spen family transcriptional repressor 72.87
1542 Leng8 (LENG8) leukocyte receptor cluster (LRC) member 8 72.85
1543 Gm10136 72.83
1544 Sbds SBDS Shwachman-Bodian-Diamond syndrome 72.76
1545 Psma7 PSMA7 proteasome subunit alpha 7 72.73
1546 Mir7653 72.73
1547 Ube2d2a UBE2D2 ubiquitin conjugating enzyme E2D 2 72.62
1548 Phactr1 PHACTR1 phosphatase and actin regulator 1 72.58
1549 Rpl10a RPL10A ribosomal protein L10a 72.47
1550 Smdt1 SMDT1 single-pass membrane protein with aspartate-rich tail 1 72.46
1551 Ddx39b DDX39B DEAD (Asp-Glu-Ala-Asp) box polypeptide 39B 72.45
1552 Hist1h2bc (HIST1H2BB) histone cluster 1, H2bb 72.39
1553 Ythdc1 (YTHDC1) YTH domain containing 1 72.36
1554 Ppfibp1 PPFIBP1 PTPRF interacting protein, binding protein 1 (liprin beta 1) 72.35
1555 Eif3g EIF3G eukaryotic translation initiation factor 3 subunit G 72.32
1556 Copb2 COPB2 coatomer protein complex subunit beta 2 (beta prime) 72.31
1557 Brd7 BRD7 bromodomain containing 7 72.31
1558 Thoc2 THOC2 THO complex 2 72.28
1559 Ndufc1 NDUFC1 NADH:ubiquinone oxidoreductase subunit C1 72.23
1560 Gm11694 72.17
1561 Tubb5 TUBB tubulin, beta class I 72.15
1562 Gltscr2 GLTSCR2 glioma tumor suppressor candidate region gene 2 72.10
1563 Arpc1b ARPC1B actin related protein 2/3 complex subunit 1B 72.07
1564 Got1 GOT1 glutamic-oxaloacetic transaminase 1, soluble 71.97
1565 Tmc4 (TMC4) transmembrane channel like 4 71.97
1566 Kdelr1 KDELR1 KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein retention receptor

1
71.93

1567 Gm37361 71.89
1568 Dnttip2 DNTTIP2 deoxynucleotidyltransferase, terminal, interacting protein 2 71.75
1569 2310067B10Rik KIAA0195 71.74
1570 Gm10275 71.73
1571 Msl1 MSL1 male-specific lethal 1 homolog (Drosophila) 71.69
1572 Tprgl TPRG1L tumor protein p63 regulated 1-like 71.68
1573 Fblim1 FBLIM1 filamin binding LIM protein 1 71.67
1574 Mir3072 71.66
1575 Brap BRAP BRCA1 associated protein 71.65
1576 Pacsin2 PACSIN2 protein kinase C and casein kinase substrate in neurons 2 71.64
1577 Zfp106 ZNF106 zinc finger protein 106 71.61
1578 Olr1 OLR1 oxidized low density lipoprotein (lectin-like) receptor 1 71.60
1579 Gm29240 71.53
1580 Npc2 NPC2 Niemann-Pick disease, type C2 71.46
1581 Smtn SMTN smoothelin 71.44
1582 Reep5 REEP5 receptor accessory protein 5 71.40
1583 Ipo4 IPO4 importin 4 71.40
1584 Rps18-ps3 (RPS18) ribosomal protein S18 71.39
1585 Wbp1l WBP1L WW domain binding protein 1-like 71.36
1586 Pnrc2 (PNRC2) proline rich nuclear receptor coactivator 2 71.30
1587 Sec16a SEC16A SEC16 homolog A, endoplasmic reticulum export factor 71.29
1588 Ybx3 YBX3 Y-box binding protein 3 71.28
1589 Ndufb10 NDUFB10 NADH:ubiquinone oxidoreductase subunit B10 71.27
1590 Gm37401 71.25
1591 Gm12991 71.22
1592 Idh3b IDH3B isocitrate dehydrogenase 3 (NAD+) beta 71.16
1593 Smg7 SMG7 SMG7 nonsense mediated mRNA decay factor 71.11
1594 RP24-209L5.1 71.10
1595 Smarca2 SMARCA2 SWI/SNF related, matrix associated, actin dependent regulator of chromatin,

subfamily a, member 2
71.06

1596 Hspa9 HSPA9 heat shock protein family A (Hsp70) member 9 71.06
1597 Eif1 EIF1 eukaryotic translation initiation factor 1 71.01
1598 Gm13342 70.92
1599 H13 HM13 histocompatibility (minor) 13 70.86
1600 Nub1 NUB1 negative regulator of ubiquitin-like proteins 1 70.83
1601 Atp1b3 ATP1B3 ATPase, Na+/K+ transporting, beta 3 polypeptide 70.82
1602 Hsd11b1 HSD11B1 hydroxysteroid (11-beta) dehydrogenase 1 70.77
1603 Mtmr4 MTMR4 myotubularin related protein 4 70.73
1604 St3gal6 ST3GAL6 ST3 beta-galactoside alpha-2,3-sialyltransferase 6 70.71
1605 Abhd6 ABHD6 abhydrolase domain containing 6 70.66
1606 Plbd1 PLBD1 phospholipase B domain containing 1 70.65
1607 Dnajc5 DNAJC5 DnaJ heat shock protein family (Hsp40) member C5 70.64
1608 Tmem183a TMEM183A transmembrane protein 183A 70.63
1609 Gm13268 70.62
1610 Rnf216 RNF216 ring finger protein 216 70.46
1611 Hadh HADH hydroxyacyl-CoA dehydrogenase 70.44
1612 Gm17383 70.39
1613 Furin FURIN furin (paired basic amino acid cleaving enzyme) 70.38
1614 Ndufb8 NDUFB8 NADH:ubiquinone oxidoreductase subunit B8 70.35
1615 Mrpl2 MRPL2 mitochondrial ribosomal protein L2 70.23
1616 Nfat5 NFAT5 nuclear factor of activated T-cells 5, tonicity-responsive 70.22
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Table S9: Mus musculus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

1617 Plekhg2 PLEKHG2 pleckstrin homology and RhoGEF domain containing G2 70.21
1618 Ubtd1 UBTD1 ubiquitin domain containing 1 70.06
1619 Ociad1 OCIAD1 OCIA domain containing 1 70.02
1620 Nr1h2 NR1H2 nuclear receptor subfamily 1 group H member 2 69.98
1621 Nrbp1 NRBP1 nuclear receptor binding protein 1 69.93
1622 Ik IK IK cytokine, down-regulator of HLA II 69.87
1623 Efnb1 EFNB1 ephrin-B1 69.80
1624 Fuca1 FUCA1 fucosidase, alpha-L- 1, tissue 69.79
1625 Sept7 SEPT7 septin 7 69.78
1626 Wbp2 WBP2 WW domain binding protein 2 69.76
1627 Gm5801 69.75
1628 Rpl9-ps7 69.72
1629 mmu-mir-142a 69.71
1630 Gm37832 69.61
1631 Gm11221 69.59
1632 Marcksl1 MARCKSL1 MARCKS-like 1 69.57
1633 Itm2a ITM2A integral membrane protein 2A 69.53
1634 Gm8034 69.48
1635 Sec11a SEC11A SEC11 homolog A, signal peptidase complex subunit 69.47
1636 Mapk14 MAPK14 mitogen-activated protein kinase 14 69.45
1637 Mbnl3 MBNL3 muscleblind-like splicing regulator 3 69.42
1638 Eps15 EPS15 epidermal growth factor receptor pathway substrate 15 69.42
1639 Gm6750 69.40
1640 Abhd16a ABHD16A abhydrolase domain containing 16A 69.34
1641 Naa15 NAA15 N(alpha)-acetyltransferase 15, NatA auxiliary subunit 69.32
1642 Ifi30 IFI30 interferon, gamma-inducible protein 30 69.30
1643 Gm6517 69.26
1644 Osbpl2 OSBPL2 oxysterol binding protein like 2 69.24
1645 Src SRC SRC proto-oncogene, non-receptor tyrosine kinase 69.20
1646 Snrnp70 SNRNP70 small nuclear ribonucleoprotein, U1 70kDa subunit 69.19
1647 Plxnb2 PLXNB2 plexin B2 69.15
1648 Idh3g IDH3G isocitrate dehydrogenase 3 (NAD+) gamma 69.12
1649 Rnf10 RNF10 ring finger protein 10 69.09
1650 Mfsd11 MFSD11 major facilitator superfamily domain containing 11 69.07
1651 Rpl9-ps4 69.06
1652 Vcl VCL vinculin 69.01
1653 Gm5133 68.96
1654 Copg1 COPG1 coatomer protein complex subunit gamma 1 68.83
1655 Sulf2 SULF2 sulfatase 2 68.74
1656 Gorasp2 GORASP2 golgi reassembly stacking protein 2 68.68
1657 Cic CIC capicua transcriptional repressor 68.67
1658 Rtn3 RTN3 reticulon 3 68.63
1659 Ahnak AHNAK AHNAK nucleoprotein 68.60
1660 Lzts2 LZTS2 leucine zipper, putative tumor suppressor 2 68.47
1661 Eif4a3 EIF4A3 eukaryotic translation initiation factor 4A3 68.46
1662 Rps13-ps2 68.41
1663 Smn1 (SMN1) survival of motor neuron 1, telomeric 68.37
1664 Atp2b1 ATP2B1 ATPase, Ca++ transporting, plasma membrane 1 68.37
1665 Gm6977 68.33
1666 Usp4 USP4 ubiquitin specific peptidase 4 (proto-oncogene) 68.18
1667 Hax1 HAX1 HCLS1 associated protein X-1 68.16
1668 Gcn1l1 GCN1L1 68.13
1669 Cdv3 CDV3 CDV3 homolog (mouse) 68.13
1670 Rpl24 RPL24 ribosomal protein L24 68.11
1671 Rabl6 RABL6 RAB, member RAS oncogene family-like 6 68.05
1672 Gm27694 68.04
1673 Rpl22 RPL22 ribosomal protein L22 68.02
1674 Gm6368 67.94
1675 Gm12751 67.94
1676 Rps19-ps6 67.92
1677 Uqcr11 UQCR11 ubiquinol-cytochrome c reductase, complex III subunit XI 67.91
1678 Mgat1 MGAT1 mannosyl (alpha-1,3-)-glycoprotein beta-1,2-N-

acetylglucosaminyltransferase
67.91

1679 Uba2 UBA2 ubiquitin-like modifier activating enzyme 2 67.87
1680 Rfk RFK riboflavin kinase 67.83
1681 Bin2 BIN2 bridging integrator 2 67.77
1682 Slc39a14 SLC39A14 solute carrier family 39 (zinc transporter), member 14 67.74
1683 Tex30 TEX30 testis expressed 30 67.55
1684 Gm28006 NEAT1_1 67.50
1685 Tef TEF thyrotrophic embryonic factor 67.46
1686 Gm5388 67.42
1687 Rpl34-ps1 67.41
1688 Rfxap RFXAP regulatory factor X associated protein 67.38
1689 Tonsl TONSL tonsoku-like, DNA repair protein 67.35
1690 Bnip2 BNIP2 BCL2/adenovirus E1B 19kDa interacting protein 2 67.35
1691 Agap3 AGAP3 ArfGAP with GTPase domain, ankyrin repeat and PH domain 3 67.34
1692 Alas1 ALAS1 5’-aminolevulinate synthase 1 67.33
1693 Xpnpep1 XPNPEP1 X-prolyl aminopeptidase (aminopeptidase P) 1, soluble 67.31
1694 2310036O22Rik C19orf43 chromosome 19 open reading frame 43 67.29
1695 Atp5k ATP5I ATP synthase, H+ transporting, mitochondrial Fo complex subunit E 67.25
1696 Pde9a PDE9A phosphodiesterase 9A 67.21
1697 Epn3 EPN3 epsin 3 67.14
1698 Rras RRAS related RAS viral (r-ras) oncogene homolog 67.10
1699 Kctd17 KCTD17 potassium channel tetramerization domain containing 17 67.08
1700 Pga5 (PGA3) pepsinogen 3, group I (pepsinogen A) 67.06
1701 Gm23301 SNORD58A small nucleolar RNA, C/D box 58A 67.05
1702 Ceacam3 (CEACAM1) carcinoembryonic antigen-related cell adhesion molecule 1 (biliary glycopro-

tein)
67.04
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Table S9: Mus musculus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

1703 Mir546 67.01
1704 Ube2z UBE2Z ubiquitin conjugating enzyme E2Z 67.00
1705 4931406P16Rik KIAA0355 KIAA0355 66.98
1706 Gm14269 66.88
1707 Abhd2 ABHD2 abhydrolase domain containing 2 66.81
1708 Plekha7 PLEKHA7 pleckstrin homology domain containing A7 66.78
1709 Dnmt3a DNMT3A DNA (cytosine-5-)-methyltransferase 3 alpha 66.70
1710 Ubp1 UBP1 upstream binding protein 1 (LBP-1a) 66.66
1711 Tfap2c TFAP2C transcription factor AP-2 gamma (activating enhancer binding protein 2

gamma)
66.64

1712 Gm8894 66.62
1713 Mir6972 66.58
1714 Serinc1 SERINC1 serine incorporator 1 66.55
1715 Nsun2 NSUN2 NOP2/Sun RNA methyltransferase family member 2 66.52
1716 Gm6863 66.47
1717 Prr5l PRR5L proline rich 5 like 66.46
1718 Usp7 USP7 ubiquitin specific peptidase 7 (herpes virus-associated) 66.44
1719 Nktr NKTR natural killer cell triggering receptor 66.37
1720 Snord71 SNORD71 small nucleolar RNA, C/D box 71 66.34
1721 Fbxl3 FBXL3 F-box and leucine-rich repeat protein 3 66.32
1722 Twf1 TWF1 twinfilin actin binding protein 1 66.31
1723 Gm27935 66.28
1724 Sept8 SEPT8 septin 8 66.24
1725 Stard10 STARD10 StAR related lipid transfer domain containing 10 66.15
1726 Hnrnpf HNRNPF heterogeneous nuclear ribonucleoprotein F 66.13
1727 Eif4b EIF4B eukaryotic translation initiation factor 4B 66.11
1728 Ldb1 LDB1 LIM domain binding 1 66.11
1729 Ramp2 RAMP2 receptor (G protein-coupled) activity modifying protein 2 66.05
1730 Gm15542 65.99
1731 Scpep1 SCPEP1 serine carboxypeptidase 1 65.90
1732 Psg20 (CEACAM1) carcinoembryonic antigen-related cell adhesion molecule 1 (biliary glycopro-

tein)
65.90

1733 AC152063.6 65.83
1734 Gm6055 65.81
1735 BC048507 (DYNLL1) dynein, light chain, LC8-type 1 65.81
1736 Snord21 SNORD21 small nucleolar RNA, C/D box 21 65.81
1737 Slk SLK STE20 like kinase 65.77
1738 Snord123 SNORD123 small nucleolar RNA, C/D box 123 65.75
1739 Jade1 JADE1 jade family PHD finger 1 65.75
1740 Jund JUND jun D proto-oncogene 65.74
1741 Ankrd40 ANKRD40 ankyrin repeat domain 40 65.73
1742 Ube2j2 UBE2J2 ubiquitin conjugating enzyme E2, J2 65.73
1743 Camk2d CAMK2D calcium/calmodulin-dependent protein kinase II delta 65.67
1744 Hbp1 HBP1 HMG-box transcription factor 1 65.62
1745 Clint1 CLINT1 clathrin interactor 1 65.57
1746 Asah1 ASAH1 N-acylsphingosine amidohydrolase (acid ceramidase) 1 65.55
1747 Vim VIM vimentin 65.49
1748 Rny1 RNY1 RNA, Ro-associated Y1 65.45
1749 Phf12 PHF12 PHD finger protein 12 65.45
1750 Dazap1 DAZAP1 DAZ associated protein 1 65.44
1751 Bola2 (BOLA2) bolA family member 2 65.40
1752 Degs1 DEGS1 delta(4)-desaturase, sphingolipid 1 65.40
1753 Dlg1 DLG1 discs, large homolog 1 (Drosophila) 65.39
1754 Gm13573 65.35
1755 Pithd1 PITHD1 PITH (C-terminal proteasome-interacting domain of thioredoxin-like) do-

main containing 1
65.28

1756 Ntan1 NTAN1 N-terminal asparagine amidase 65.27
1757 Mir3074-1 65.21
1758 Serpinb6a SERPINB6 serpin peptidase inhibitor, clade B (ovalbumin), member 6 65.20
1759 Gm10039 65.19
1760 Stat3 STAT3 signal transducer and activator of transcription 3 (acute-phase response factor) 65.19
1761 Gm16550 65.16
1762 Pcyt1a PCYT1A phosphate cytidylyltransferase 1, choline, alpha 65.15
1763 Zim1 ZNF517 zinc finger protein 517 65.13
1764 Ddost DDOST dolichyl-diphosphooligosaccharide–protein glycosyltransferase subunit (non-

catalytic)
65.11

1765 Atp5j ATP5J ATP synthase, H+ transporting, mitochondrial Fo complex subunit F6 65.05
1766 Axin1 AXIN1 axin 1 64.97
1767 Gm11518 64.97
1768 Stk11 STK11 serine/threonine kinase 11 64.92
1769 Mtss1l MTSS1L metastasis suppressor 1-like 64.85
1770 Gm10250 (ATP5H) ATP synthase, H+ transporting, mitochondrial Fo complex subunit D 64.84
1771 Yars YARS tyrosyl-tRNA synthetase 64.82
1772 Brd8 BRD8 bromodomain containing 8 64.76
1773 Psen1 PSEN1 presenilin 1 64.75
1774 Irf7 IRF7 interferon regulatory factor 7 64.69
1775 Sema3f SEMA3F sema domain, immunoglobulin domain (Ig), short basic domain, secreted,

(semaphorin) 3F
64.68

1776 Gosr2 (GOSR2) golgi SNAP receptor complex member 2 64.64
1777 Fam65a FAM65A family with sequence similarity 65 member A 64.61
1778 Rab5c CTD-2132N18.3 64.51
1779 Sepw1 SEPW1 selenoprotein W, 1 64.51
1780 Gm6136 64.49
1781 9030624J02Rik C16orf62 chromosome 16 open reading frame 62 64.43
1782 Iqgap1 IQGAP1 IQ motif containing GTPase activating protein 1 64.43
1783 Gtpbp2 GTPBP2 GTP binding protein 2 64.35
1784 Mknk2 MKNK2 MAP kinase interacting serine/threonine kinase 2 64.30
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Table S9: Mus musculus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

1785 Fam214b FAM214B family with sequence similarity 214 member B 64.29
1786 Jarid2 JARID2 jumonji and AT-rich interaction domain containing 2 64.29
1787 Gm23187 SNORD86 small nucleolar RNA, C/D box 86 64.21
1788 Cdk4 CDK4 cyclin-dependent kinase 4 64.20
1789 Cab39 CAB39 calcium binding protein 39 64.15
1790 Rps19 (RPS19) ribosomal protein S19 64.11
1791 Mir351 64.08
1792 Grcc10 (C12orf57) chromosome 12 open reading frame 57 64.02
1793 Ppfia1 PPFIA1 protein tyrosine phosphatase, receptor type, f polypeptide (PTPRF), interact-

ing protein (liprin), alpha 1
63.93

1794 Ifitm2 IFITM2 interferon induced transmembrane protein 2 63.89
1795 Gm5436 63.86
1796 Sbf1 SBF1 SET binding factor 1 63.74
1797 Pdlim7 PDLIM7 PDZ and LIM domain 7 63.65
1798 Gm10335 63.61
1799 Lima1 LIMA1 LIM domain and actin binding 1 63.55
1800 Uqcrc2 UQCRC2 ubiquinol-cytochrome c reductase core protein II 63.33
1801 Vps53 VPS53 VPS53 GARP complex subunit 63.29
1802 Psmc5 PSMC5 proteasome 26S subunit, ATPase 5 63.28
1803 Pltp PLTP phospholipid transfer protein 63.16
1804 Rtf1 RTF1 RTF1 homolog, Paf1/RNA polymerase II complex component 63.14
1805 Gata2 GATA2 GATA binding protein 2 63.14
1806 Tax1bp1 TAX1BP1 Tax1 (human T-cell leukemia virus type I) binding protein 1 63.12
1807 Tnpo3 TNPO3 transportin 3 63.08
1808 Rnf2 RNF2 ring finger protein 2 63.03
1809 Gm10132 62.98
1810 Skp1a SKP1 S-phase kinase-associated protein 1 62.95
1811 Gm27553 62.89
1812 Atp5j2 ATP5J2 ATP synthase, H+ transporting, mitochondrial Fo complex subunit F2 62.88
1813 Gm27855 62.87
1814 Mgat4b MGAT4B mannosyl (alpha-1,3-)-glycoprotein beta-1,4-N-

acetylglucosaminyltransferase, isozyme B
62.81

1815 Stx6 STX6 syntaxin 6 62.80
1816 Arhgap10 ARHGAP10 Rho GTPase activating protein 10 62.75
1817 Snx7 SNX7 sorting nexin 7 62.74
1818 Ncln NCLN nicalin 62.73
1819 Mrps23 (MRPS23) mitochondrial ribosomal protein S23 62.65
1820 Enah ENAH enabled homolog (Drosophila) 62.62
1821 Mapk8 MAPK8 mitogen-activated protein kinase 8 62.62
1822 Metap1 METAP1 methionyl aminopeptidase 1 62.59
1823 Dap3 DAP3 death associated protein 3 62.58
1824 Atf4 ATF4 activating transcription factor 4 62.45
1825 Ppp1r12c PPP1R12C protein phosphatase 1 regulatory subunit 12C 62.39
1826 Rps6ka6 RPS6KA6 ribosomal protein S6 kinase, 90kDa, polypeptide 6 62.37
1827 Gm11361 62.37
1828 Lama5 LAMA5 laminin subunit alpha 5 62.32
1829 Ctla2a 62.24
1830 Sdf4 SDF4 stromal cell derived factor 4 62.21
1831 Hnrnpul1 HNRNPUL1 heterogeneous nuclear ribonucleoprotein U-like 1 62.21
1832 Mff MFF mitochondrial fission factor 62.18
1833 Ptrf PTRF polymerase I and transcript release factor 62.13
1834 Cwc15 (CWC15) CWC15 spliceosome-associated protein 62.09
1835 Gprc5a GPRC5A G protein-coupled receptor, class C, group 5, member A 62.06
1836 Dalrd3 DALRD3 DALR anticodon binding domain containing 3 62.06
1837 Gspt1 GSPT1 G1 to S phase transition 1 62.02
1838 Hdac5 HDAC5 histone deacetylase 5 61.96
1839 Zbtb7b ZBTB7B zinc finger and BTB domain containing 7B 61.90
1840 Ubap1 UBAP1 ubiquitin associated protein 1 61.77
1841 Lsm14a LSM14A LSM14A mRNA processing body assembly factor 61.76
1842 Arhgap21 ARHGAP21 Rho GTPase activating protein 21 61.69
1843 Mrfap1 MRFAP1 Morf4 family associated protein 1 61.67
1844 Serpinb6b (SERPINB6) serpin peptidase inhibitor, clade B (ovalbumin), member 6 61.67
1845 Fkbp8 FKBP8 FK506 binding protein 8 61.67
1846 Ncbp2 NCBP2 nuclear cap binding protein subunit 2 61.66
1847 Ralgapb RALGAPB Ral GTPase activating protein, beta subunit (non-catalytic) 61.64
1848 Mt2 MT2A metallothionein 2A 61.61
1849 Ap1s3 AP1S3 adaptor-related protein complex 1 sigma 3 subunit 61.57
1850 Arf2 (ARF1) ADP ribosylation factor 1 61.56
1851 Dysf DYSF dysferlin 61.54
1852 Ndufa6 NDUFA6 NADH:ubiquinone oxidoreductase subunit A6 61.54
1853 Npepl1 NPEPL1 aminopeptidase-like 1 61.53
1854 Cdh3 CDH3 cadherin 3, type 1, P-cadherin (placental) 61.48
1855 Oaz1-ps 61.44
1856 Plin3 PLIN3 perilipin 3 61.43
1857 Pbx2 PBX2 pre-B-cell leukemia homeobox 2 61.41
1858 Gm2830 61.41
1859 Col18a1 COL18A1 collagen, type XVIII, alpha 1 61.40
1860 Unc50 UNC50 unc-50 homolog (C. elegans) 61.36
1861 Zyx ZYX zyxin 61.33
1862 Gm22107 61.32
1863 Cope COPE coatomer protein complex subunit epsilon 61.31
1864 Nelfb NELFB negative elongation factor complex member B 61.31
1865 Pgrmc1 PGRMC1 progesterone receptor membrane component 1 61.31
1866 Kit KIT v-kit Hardy-Zuckerman 4 feline sarcoma viral oncogene homolog 61.29
1867 Cox6c COX6C cytochrome c oxidase subunit VIc 61.22
1868 Dvl3 DVL3 dishevelled segment polarity protein 3 61.16
1869 Mterf3 MTERF3 mitochondrial transcription termination factor 3 61.14
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Table S9: Mus musculus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

1870 Pdgfb PDGFB platelet-derived growth factor beta polypeptide 61.13
1871 Cldn4 (CLDN4) claudin 4 61.13
1872 Gm4462 61.13
1873 Aldh16a1 ALDH16A1 aldehyde dehydrogenase 16 family member A1 61.11
1874 Lims2 LIMS2 LIM and senescent cell antigen-like domains 2 61.10
1875 Vamp8 VAMP8 vesicle associated membrane protein 8 61.10
1876 Hmgn2 (HMGN2) high mobility group nucleosomal binding domain 2 61.05
1877 Sp3 SP3 Sp3 transcription factor 60.99
1878 Tbc1d10b TBC1D10B TBC1 domain family member 10B 60.96
1879 Cryab (CRYAB) crystallin alpha B 60.87
1880 Usp32 USP32 ubiquitin specific peptidase 32 60.84
1881 Gm10221 60.84
1882 Cep350 CEP350 centrosomal protein 350kDa 60.83
1883 Fbxo11 FBXO11 F-box protein 11 60.82
1884 Srsf6 SRSF6 serine/arginine-rich splicing factor 6 60.78
1885 Psme2b (PSME2) proteasome activator subunit 2 60.71
1886 Stx4a STX4 syntaxin 4 60.62
1887 Gm13680 60.59
1888 Rxra RXRA retinoid X receptor alpha 60.57
1889 Col1a1 COL1A1 collagen, type I, alpha 1 60.55
1890 Fnbp1l FNBP1L formin binding protein 1-like 60.43
1891 Gm20305 60.42
1892 C2cd2 C2CD2 C2 calcium-dependent domain containing 2 60.41
1893 Mir496b 60.37
1894 Kpnb1 KPNB1 karyopherin (importin) beta 1 60.34
1895 Sp1 SP1 Sp1 transcription factor 60.32
1896 Agpat1 AGPAT1 1-acylglycerol-3-phosphate O-acyltransferase 1 60.28
1897 Gm16439 60.28
1898 Pdzk1 (PDZK1) PDZ domain containing 1 60.25
1899 Gm17711 60.23
1900 Col1a2 COL1A2 collagen, type I, alpha 2 60.22
1901 Gm13862 60.19
1902 Twsg1 TWSG1 twisted gastrulation BMP signaling modulator 1 60.19
1903 Golga2 GOLGA2 golgin A2 60.18
1904 Gm16106 60.17
1905 Tfe3 TFE3 transcription factor binding to IGHM enhancer 3 60.12
1906 Ube4b UBE4B ubiquitination factor E4B 60.09
1907 Aup1 AUP1 ancient ubiquitous protein 1 60.05
1908 Dctn2 DCTN2 dynactin subunit 2 60.05
1909 Lmbrd1 LMBRD1 LMBR1 domain containing 1 60.05
1910 mt-Tv 59.92
1911 Tsen34 (TSEN34) tRNA splicing endonuclease subunit 34 59.90
1912 Gm6142 59.89
1913 Ddx17 DDX17 DEAD (Asp-Glu-Ala-Asp) box helicase 17 59.89
1914 Rpl31-ps8 59.87
1915 Mark2 MARK2 MAP/microtubule affinity-regulating kinase 2 59.86
1916 Myh10 MYH10 myosin, heavy chain 10, non-muscle 59.85
1917 Man1b1 MAN1B1 mannosidase, alpha, class 1B, member 1 59.85
1918 Lztr1 LZTR1 leucine-zipper-like transcription regulator 1 59.85
1919 Map1lc3a MAP1LC3A microtubule associated protein 1 light chain 3 alpha 59.85
1920 Cfdp1 CFDP1 craniofacial development protein 1 59.82
1921 Msn MSN moesin 59.81
1922 Pramef12 (PRAMEF12) PRAME family member 12 59.80
1923 Mir410 59.80
1924 Mark3 MARK3 MAP/microtubule affinity-regulating kinase 3 59.76
1925 Gps2 GPS2 G protein pathway suppressor 2 59.76
1926 Rpl34 RPL34 ribosomal protein L34 59.71
1927 Pdha1 PDHA1 pyruvate dehydrogenase (lipoamide) alpha 1 59.70
1928 Sbno1 SBNO1 strawberry notch homolog 1 (Drosophila) 59.67
1929 Psma3 PSMA3 proteasome subunit alpha 3 59.66
1930 Ube2b UBE2B ubiquitin conjugating enzyme E2B 59.64
1931 Oaf OAF out at first homolog 59.62
1932 Tubb4b TUBB4B tubulin, beta 4B class IVb 59.61
1933 Stk38 STK38 serine/threonine kinase 38 59.60
1934 Esx1 ESX1 ESX homeobox 1 59.56
1935 Sh3glb2 SH3GLB2 SH3-domain GRB2-like endophilin B2 59.56
1936 Atf7 ATF7 activating transcription factor 7 59.42
1937 Exoc3l4 EXOC3L4 exocyst complex component 3-like 4 59.36
1938 Gm11663 59.34
1939 Nabp1 NABP1 nucleic acid binding protein 1 59.33
1940 Ccdc47 CCDC47 coiled-coil domain containing 47 59.30
1941 Gm27332 59.25
1942 Spag7 SPAG7 sperm associated antigen 7 59.21
1943 Rbbp4 RBBP4 retinoblastoma binding protein 4 59.18
1944 Cdc42se1 CDC42SE1 CDC42 small effector 1 59.14
1945 Ubac1 UBAC1 UBA domain containing 1 59.13
1946 H2-K1 (HLA-A) major histocompatibility complex, class I, A 59.12
1947 Gm3837 59.10
1948 Mcl1 MCL1 myeloid cell leukemia 1 59.06
1949 Mmp14 MMP14 matrix metallopeptidase 14 (membrane-inserted) 59.05
1950 Trmt112 TRMT112 tRNA methyltransferase 11-2 homolog (S. cerevisiae) 59.02
1951 Bccip BCCIP BRCA2 and CDKN1A interacting protein 59.01
1952 Cdc34 CDC34 cell division cycle 34 59.00
1953 Mir6946 58.92
1954 Sorbs1 SORBS1 sorbin and SH3 domain containing 1 58.91
1955 Kif2a KIF2A kinesin heavy chain member 2A 58.83
1956 Golga7 GOLGA7 golgin A7 58.78
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Table S9: Mus musculus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

1957 Sdr39u1 SDR39U1 short chain dehydrogenase/reductase family 39U, member 1 58.77
1958 Yy1 YY1 YY1 transcription factor 58.74
1959 Gm10073 (RPLP1) ribosomal protein, large, P1 58.67
1960 Polr2j RP11-514P8.7 58.67
1961 Gm25381 58.60
1962 Phf3 PHF3 PHD finger protein 3 58.59
1963 Ctdnep1 CTDNEP1 CTD nuclear envelope phosphatase 1 58.52
1964 Gm24357 58.49
1965 Cops2 COPS2 COP9 signalosome subunit 2 58.39
1966 Tmem259 TMEM259 transmembrane protein 259 58.36
1967 Hmg20b HMG20B high mobility group 20B 58.29
1968 Gkn2 GKN2 gastrokine 2 58.26
1969 Gm12222 58.25
1970 Acly ACLY ATP citrate lyase 58.25
1971 Gm9493 (RPS7) ribosomal protein S7 58.25
1972 Mical3 (MICAL3) microtubule associatedmonooxygenase, calponin and LIM domain containing

3
58.24

1973 Gas5 58.23
1974 Scp2-ps2 58.20
1975 Wwtr1 WWTR1 WW domain containing transcription regulator 1 58.16
1976 Mme MME membrane metallo-endopeptidase 58.15
1977 Plaa PLAA phospholipase A2-activating protein 58.14
1978 Tjp1 TJP1 tight junction protein 1 58.12
1979 Ip6k2 IP6K2 inositol hexakisphosphate kinase 2 58.11
1980 Wdr61 WDR61 WD repeat domain 61 58.10
1981 Ulk1 ULK1 unc-51 like autophagy activating kinase 1 58.08
1982 Ppp1ca (PPP1CA) protein phosphatase 1, catalytic subunit, alpha isozyme 58.03
1983 Acadsb ACADSB acyl-CoA dehydrogenase, short/branched chain 58.02
1984 Tbca TBCA tubulin folding cofactor A 58.01
1985 Cspp1 CSPP1 centrosome and spindle pole associated protein 1 57.98
1986 Bak1 BAK1 BCL2-antagonist/killer 1 57.98
1987 Aco2 ACO2 aconitase 2 57.97
1988 Ing4 ING4 inhibitor of growth family member 4 57.92
1989 Plod3 PLOD3 procollagen-lysine, 2-oxoglutarate 5-dioxygenase 3 57.91
1990 Mesdc2 MESDC2 mesoderm development candidate 2 57.90
1991 Gm14200 57.84
1992 Aktip AKTIP AKT interacting protein 57.81
1993 Gm20594 57.76
1994 Becn1 BECN1 beclin 1, autophagy related 57.76
1995 Slc9a3r1 SLC9A3R1 solute carrier family 9, subfamily A (NHE3, cation proton antiporter 3), mem-

ber 3 regulator 1
57.74

1996 Pmpcb PMPCB peptidase (mitochondrial processing) beta 57.74
1997 Zfr ZFR zinc finger RNA binding protein 57.74
1998 Arhgef5 ARHGEF5 Rho guanine nucleotide exchange factor 5 57.73
1999 AI661453 C6orf132 chromosome 6 open reading frame 132 57.72
2000 Psmd8 PSMD8 proteasome 26S subunit, non-ATPase 8 57.71
2001 Agrn AGRN agrin 57.69
2002 Pcgf3 PCGF3 polycomb group ring finger 3 57.69
2003 Tead4 TEAD4 TEA domain family member 4 57.69
2004 H2afy H2AFY H2A histone family member Y 57.69
2005 Rab2a RAB2A RAB2A, member RAS oncogene family 57.67
2006 Ndufv2 NDUFV2 NADH:ubiquinone oxidoreductase core subunit V2 57.66
2007 Romo1 ROMO1 reactive oxygen species modulator 1 57.66
2008 AC151967.1 57.64
2009 Lamtor1 LAMTOR1 late endosomal/lysosomal adaptor, MAPK and MTOR activator 1 57.61
2010 Ufd1l UFD1L ubiquitin fusion degradation 1 like (yeast) 57.58
2011 Mbnl2 MBNL2 muscleblind-like splicing regulator 2 57.56
2012 Mir8112 57.48
2013 Ppap2b PPAP2B 57.44
2014 Klf4 KLF4 Kruppel-like factor 4 (gut) 57.42
2015 Ank ANKH ANKH inorganic pyrophosphate transport regulator 57.37
2016 Anapc13 ANAPC13 anaphase promoting complex subunit 13 57.37
2017 Abhd5 ABHD5 abhydrolase domain containing 5 57.37
2018 Ptpn11 PTPN11 protein tyrosine phosphatase, non-receptor type 11 57.37
2019 Pfdn6 PFDN6 prefoldin subunit 6 57.35
2020 Med12 MED12 mediator complex subunit 12 57.31
2021 Dhrs3 DHRS3 dehydrogenase/reductase (SDR family) member 3 57.22
2022 Cyth3 CYTH3 cytohesin 3 57.20
2023 Mir2861 57.13
2024 Ube2i UBE2I ubiquitin conjugating enzyme E2I 57.11
2025 Gm22567 57.06
2026 RP24-182K13.1 57.01
2027 Copz1 COPZ1 coatomer protein complex subunit zeta 1 56.95
2028 Mir7670 56.91
2029 Zcchc17 ZCCHC17 zinc finger, CCHC domain containing 17 56.90
2030 Mir3102 56.87
2031 Gm26062 RNU6-588P RNA, U6 small nuclear 588, pseudogene 56.79
2032 Myo10 MYO10 myosin X 56.75
2033 Ercc1 ERCC1 excision repair cross-complementation group 1 56.70
2034 Gm8730 (RPLP0) ribosomal protein, large, P0 56.70
2035 Ccdc101 CCDC101 56.69
2036 Esam ESAM endothelial cell adhesion molecule 56.61
2037 Ddx23 DDX23 DEAD (Asp-Glu-Ala-Asp) box polypeptide 23 56.56
2038 Apom APOM apolipoprotein M 56.54
2039 Slc6a8 SLC6A8 solute carrier family 6 (neurotransmitter transporter), member 8 56.49
2040 Prrc2c PRRC2C proline-rich coiled-coil 2C 56.46
2041 Kansl3 KANSL3 KAT8 regulatory NSL complex subunit 3 56.46
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Table S9: Mus musculus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

2042 Snrpa SNRPA small nuclear ribonucleoprotein polypeptide A 56.46
2043 Optn OPTN optineurin 56.45
2044 Nelfe NELFE negative elongation factor complex member E 56.44
2045 Dda1 DDA1 DET1 and DDB1 associated 1 56.41
2046 Setd1a SETD1A SET domain containing 1A 56.40
2047 Tmem234 TMEM234 transmembrane protein 234 56.40
2048 Snurf (SNURF) 56.40
2049 Vps51 VPS51 VPS51 GARP complex subunit 56.38
2050 Plekhh1 PLEKHH1 pleckstrin homology, MyTH4 and FERM domain containing H1 56.37
2051 Nexn NEXN nexilin (F actin binding protein) 56.32
2052 Glud1 GLUD1 glutamate dehydrogenase 1 56.30
2053 Araf ARAF A-Raf proto-oncogene, serine/threonine kinase 56.29
2054 Carm1 CARM1 coactivator associated arginine methyltransferase 1 56.25
2055 Tmem11 TMEM11 transmembrane protein 11 56.25
2056 Mir136 56.24
2057 Phf21a PHF21A PHD finger protein 21A 56.23
2058 Rab12 RAB12 RAB12, member RAS oncogene family 56.23
2059 Atp5e ATP5E ATP synthase, H+ transporting, mitochondrial F1 complex, epsilon subunit 56.20
2060 Pum2 PUM2 pumilio RNA binding family member 2 56.17
2061 Galnt1 GALNT1 polypeptide N-acetylgalactosaminyltransferase 1 56.16
2062 Slc7a7 SLC7A7 solute carrier family 7 (amino acid transporter light chain, y+L system), mem-

ber 7
56.15

2063 Morf4l1 MORF4L1 mortality factor 4 like 1 56.14
2064 Gm7816 56.14
2065 Gbf1 GBF1 golgi brefeldin A resistant guanine nucleotide exchange factor 1 56.12
2066 Minos1 MINOS1 mitochondrial inner membrane organizing system 1 56.11
2067 Polr1d POLR1D polymerase (RNA) I polypeptide D 56.10
2068 Gm25220 56.06
2069 Htatsf1 HTATSF1 HIV-1 Tat specific factor 1 56.06
2070 Cul4a CUL4A cullin 4A 56.05
2071 Ctsz CTSZ cathepsin Z 56.05
2072 Gm28503 56.02
2073 Rassf6 RASSF6 Ras association (RalGDS/AF-6) domain family member 6 56.01
2074 Atg12 ATG12 autophagy related 12 55.99
2075 Gm25390 55.98
2076 Stk24 STK24 serine/threonine kinase 24 55.97
2077 Fip1l1 FIP1L1 factor interacting with PAPOLA and CPSF1 55.96
2078 Gm26602 55.94
2079 Ccdc53 CCDC53 coiled-coil domain containing 53 55.94
2080 Ensa ENSA endosulfine alpha 55.89
2081 Gm10154 55.88
2082 Gm9840 55.86
2083 Psmd3 PSMD3 proteasome 26S subunit, non-ATPase 3 55.78
2084 Pard6b PARD6B par-6 family cell polarity regulator beta 55.77
2085 Txnl4a TXNL4A thioredoxin like 4A 55.76
2086 Pip5k1a PIP5K1A phosphatidylinositol-4-phosphate 5-kinase, type I, alpha 55.69
2087 Gaa GAA glucosidase, alpha; acid 55.67
2088 Cul7 CUL7 cullin 7 55.63
2089 Eif6 EIF6 eukaryotic translation initiation factor 6 55.59
2090 Mdh1 MDH1 malate dehydrogenase 1 55.58
2091 Prpf38b PRPF38B pre-mRNA processing factor 38B 55.57
2092 Yap1 YAP1 Yes associated protein 1 55.53
2093 Rapgef3 RAPGEF3 Rap guanine nucleotide exchange factor 3 55.51
2094 Trim26 TRIM26 tripartite motif containing 26 55.44
2095 Rpl5-ps2 55.36
2096 Tmem14c (TMEM14C) transmembrane protein 14C 55.35
2097 Rab10 RAB10 RAB10, member RAS oncogene family 55.35
2098 Urgcp URGCP upregulator of cell proliferation 55.32
2099 Gm7887 55.32
2100 Larp1 LARP1 La ribonucleoprotein domain family member 1 55.30
2101 PISD (PISD) phosphatidylserine decarboxylase 55.30
2102 Gm7332 55.21
2103 Akap13 AKAP13 A-kinase anchoring protein 13 55.20
2104 Myof MYOF myoferlin 55.16
2105 Eps8l1 EPS8L1 EPS8 like 1 55.11
2106 Epcam EPCAM epithelial cell adhesion molecule 55.08
2107 Ogt OGT O-linked N-acetylglucosamine (GlcNAc) transferase 55.06
2108 Gm26461 55.05
2109 Arhgef2 ARHGEF2 Rho/Rac guanine nucleotide exchange factor 2 55.04
2110 Il34 IL34 interleukin 34 55.00
2111 E2f4 E2F4 E2F transcription factor 4, p107/p130-binding 54.99
2112 Cystm1 CYSTM1 cysteine-rich transmembrane module containing 1 54.99
2113 Tbp TBP TATA-box binding protein 54.92
2114 Osbpl9 OSBPL9 oxysterol binding protein like 9 54.88
2115 n-R5s15 RNA5SP181 RNA, 5S ribosomal pseudogene 181 54.87
2116 B4galt1 B4GALT1 UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 1 54.84
2117 Vcp-rs 54.83
2118 C1qtnf1 C1QTNF1 C1q and tumor necrosis factor related protein 1 54.82
2119 Cct2 CCT2 chaperonin containing TCP1, subunit 2 (beta) 54.81
2120 Mrps18c MRPS18C mitochondrial ribosomal protein S18C 54.81
2121 Dcaf11 DCAF11 DDB1 and CUL4 associated factor 11 54.80
2122 Pex5 PEX5 peroxisomal biogenesis factor 5 54.78
2123 Atraid ATRAID all-trans retinoic acid induced differentiation factor 54.77
2124 Fnbp1 FNBP1 formin binding protein 1 54.77
2125 Gm5830 54.75
2126 Arrb1 ARRB1 arrestin, beta 1 54.75
2127 Aldh7a1 ALDH7A1 aldehyde dehydrogenase 7 family member A1 54.71
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Table S9: Mus musculus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

2128 Cdc42bpb CDC42BPB CDC42 binding protein kinase beta (DMPK-like) 54.70
2129 Pmp22 PMP22 peripheral myelin protein 22 54.70
2130 Arap1 ARAP1 ArfGAP with RhoGAP domain, ankyrin repeat and PH domain 1 54.68
2131 Etfb ETFB electron-transfer-flavoprotein, beta polypeptide 54.67
2132 Vta1 VTA1 vesicle (multivesicular body) trafficking 1 54.62
2133 Pcbp2 PCBP2 poly(rC) binding protein 2 54.61
2134 Gm14176 54.57
2135 Gm25740 54.51
2136 Rnd2 RND2 Rho family GTPase 2 54.50
2137 Atp6v0a1 ATP6V0A1 ATPase, H+ transporting, lysosomal V0 subunit a1 54.48
2138 Serhl SERHL2 serine hydrolase-like 2 54.47
2139 Eif2s2 EIF2S2 eukaryotic translation initiation factor 2 subunit beta 54.46
2140 Anxa11 ANXA11 annexin A11 54.34
2141 Gm4246 54.33
2142 Smpd1 SMPD1 sphingomyelin phosphodiesterase 1 54.30
2143 Dab2 DAB2 Dab, mitogen-responsive phosphoprotein, homolog 2 (Drosophila) 54.30
2144 Adgrl2 ADGRL2 adhesion G protein-coupled receptor L2 54.29
2145 Chpt1 CHPT1 choline phosphotransferase 1 54.23
2146 Brd1 BRD1 bromodomain containing 1 54.20
2147 Rab22a RAB22A RAB22A, member RAS oncogene family 54.16
2148 Eif3c EIF3C eukaryotic translation initiation factor 3 subunit C 54.13
2149 Maea MAEA macrophage erythroblast attacher 54.13
2150 Rps19-ps2 54.12
2151 Rps19-ps1 54.12
2152 Itga3 ITGA3 integrin alpha 3 54.11
2153 Clip2 (CLIP2) CAP-Gly domain containing linker protein 2 54.09
2154 Mir1966 54.07
2155 Chchd3 CHCHD3 coiled-coil-helix-coiled-coil-helix domain containing 3 54.05
2156 Bcas3 BCAS3 breast carcinoma amplified sequence 3 54.04
2157 Tram1 TRAM1 translocation associated membrane protein 1 54.03
2158 Gna11 GNA11 guanine nucleotide binding protein (G protein), alpha 11 (Gq class) 54.03
2159 Psmd7 PSMD7 proteasome 26S subunit, non-ATPase 7 54.03
2160 Fam168b FAM168B family with sequence similarity 168 member B 53.97
2161 Parg PARG poly(ADP-ribose) glycohydrolase 53.96
2162 Sdcbp SDCBP syndecan binding protein 53.92
2163 Gm11605 53.90
2164 Clptm1 CLPTM1 cleft lip and palate associated transmembrane protein 1 53.89
2165 Phf8 PHF8 PHD finger protein 8 53.88
2166 Rpl27-ps3 RPL27 ribosomal protein L27 53.86
2167 Atf2 ATF2 activating transcription factor 2 53.83
2168 Gbas GBAS glioblastoma amplified sequence 53.81
2169 B3gnt7 B3GNT7 UDP-GlcNAc:betaGal beta-1,3-N-acetylglucosaminyltransferase 7 53.75
2170 Gm10480 53.74
2171 Erlin2 ERLIN2 ER lipid raft associated 2 53.73
2172 Prpf3 (PRPF3) pre-mRNA processing factor 3 53.72
2173 Etfdh ETFDH electron-transferring-flavoprotein dehydrogenase 53.72
2174 Gm13436 53.68
2175 Cnbp CNBP CCHC-type zinc finger, nucleic acid binding protein 53.65
2176 Mapk3 MAPK3 mitogen-activated protein kinase 3 53.62
2177 Map2k1 MAP2K1 mitogen-activated protein kinase kinase 1 53.57
2178 Arrdc3 ARRDC3 arrestin domain containing 3 53.56
2179 Psmc1 PSMC1 proteasome 26S subunit, ATPase 1 53.55
2180 Cd2ap CD2AP CD2-associated protein 53.54
2181 Acadl ACADL acyl-CoA dehydrogenase, long chain 53.51
2182 Numb NUMB numb homolog (Drosophila) 53.45
2183 Cops3 COPS3 COP9 signalosome subunit 3 53.44
2184 Atp6v1f ATP6V1F ATPase, H+ transporting, lysosomal 14kDa, V1 subunit F 53.43
2185 Myo1b MYO1B myosin IB 53.39
2186 Gm12396 53.39
2187 Ccdc71 CCDC71 coiled-coil domain containing 71 53.37
2188 D8Ertd738e C19orf53 chromosome 19 open reading frame 53 53.30
2189 Rad23a RAD23A RAD23 homolog A, nucleotide excision repair protein 53.29
2190 C430049B03Rik 53.28
2191 Tuba1b TUBA1B tubulin, alpha 1b 53.27
2192 Pik3r1 PIK3R1 phosphoinositide-3-kinase regulatory subunit 1 53.27
2193 Rrp1 RRP1 ribosomal RNA processing 1 53.27
2194 Rps6-ps4 53.25
2195 Gm11168 53.17
2196 Gm10357 53.11
2197 Vapb VAPB VAMP (vesicle-associated membrane protein)-associated protein B and C 53.09
2198 Phc2 PHC2 polyhomeotic homolog 2 (Drosophila) 52.97
2199 Ppp1r15a PPP1R15A protein phosphatase 1 regulatory subunit 15A 52.96
2200 Rps27l RPS27L ribosomal protein S27 like 52.91
2201 Rab5b RAB5B RAB5B, member RAS oncogene family 52.89
2202 Fh1 FH fumarate hydratase 52.87
2203 Entpd1 ENTPD1 ectonucleoside triphosphate diphosphohydrolase 1 52.82
2204 Ubqln1 UBQLN1 ubiquilin 1 52.80
2205 Bckdk BCKDK branched chain ketoacid dehydrogenase kinase 52.77
2206 Reps1 REPS1 RALBP1 associated Eps domain containing 1 52.77
2207 Bud31 BUD31 BUD31 homolog 52.73
2208 Pgrmc2 PGRMC2 progesterone receptor membrane component 2 52.70
2209 Rassf3 RASSF3 Ras association (RalGDS/AF-6) domain family member 3 52.70
2210 Trim27 TRIM27 tripartite motif containing 27 52.66
2211 Smagp SMAGP small cell adhesion glycoprotein 52.66
2212 Pgd PGD phosphogluconate dehydrogenase 52.59
2213 Cs (CS) citrate synthase 52.56
2214 Mapre1 MAPRE1 microtubule associated protein RP/EB family member 1 52.53
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Table S9: Mus musculus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

2215 Prss8 PRSS8 protease, serine 8 52.51
2216 Picalm PICALM phosphatidylinositol binding clathrin assembly protein 52.49
2217 Mir7115 52.49
2218 Phldb1 (PHLDB1) pleckstrin homology-like domain, family B, member 1 52.47
2219 Uba6 UBA6 ubiquitin-like modifier activating enzyme 6 52.47
2220 Gm5822 52.44
2221 Apoc2 (APOC4-APOC2) APOC4-APOC2 readthrough (NMD candidate) 52.44
2222 Eno1b (ENO1) enolase 1, (alpha) 52.41
2223 Nsf NSF N-ethylmaleimide-sensitive factor 52.41
2224 Gm24588 52.37
2225 Etl4 KIAA1217 KIAA1217 52.36
2226 Lrrfip2 LRRFIP2 leucine rich repeat (in FLII) interacting protein 2 52.26
2227 Luzp1 LUZP1 leucine zipper protein 1 52.25
2228 Gm13925 52.16
2229 Ssrp1 SSRP1 structure specific recognition protein 1 52.06
2230 Ppp4r1 PPP4R1 protein phosphatase 4 regulatory subunit 1 52.04
2231 Ppfibp2 PPFIBP2 PTPRF interacting protein, binding protein 2 (liprin beta 2) 52.02
2232 Ifitm3 IFITM3 interferon induced transmembrane protein 3 51.93
2233 Gm3362 51.87
2234 Prdx6 (PRDX6) peroxiredoxin 6 51.85
2235 Bzw1 BZW1 basic leucine zipper and W2 domains 1 51.85
2236 Tns3 TNS3 tensin 3 51.84
2237 Flot1 FLOT1 flotillin 1 51.81
2238 Ssbp3 SSBP3 single stranded DNA binding protein 3 51.81
2239 Gm22301 51.80
2240 Wsb2 WSB2 WD repeat and SOCS box containing 2 51.78
2241 Gnai3 GNAI3 guanine nucleotide binding protein (G protein), alpha inhibiting activity

polypeptide 3
51.75

2242 Gm13414 51.72
2243 Rps15a-ps7 51.71
2244 Hmox2 HMOX2 heme oxygenase 2 51.68
2245 Mir7049 51.65
2246 Mir1947 51.58
2247 Txndc5 TXNDC5 thioredoxin domain containing 5 (endoplasmic reticulum) 51.58
2248 Mpzl1 MPZL1 myelin protein zero-like 1 51.57
2249 Gm11889 51.55
2250 Strap STRAP serine/threonine kinase receptor associated protein 51.52
2251 Tmem135 TMEM135 transmembrane protein 135 51.51
2252 Bahd1 BAHD1 bromo adjacent homology domain containing 1 51.51
2253 0610010K14Rik RNASEK-C17orf49 RNASEK-C17orf49 readthrough 51.50
2254 Wipi2 WIPI2 WD repeat domain, phosphoinositide interacting 2 51.48
2255 Gm7363 51.45
2256 Rbm22 RBM22 RNA binding motif protein 22 51.41
2257 Gm25626 51.40
2258 Fbxo6 FBXO6 F-box protein 6 51.39
2259 Ogdh OGDH oxoglutarate (alpha-ketoglutarate) dehydrogenase (lipoamide) 51.39
2260 Zfp36 ZFP36 ZFP36 ring finger protein 51.39
2261 Tead2 TEAD2 TEA domain family member 2 51.37
2262 Eif2b2 EIF2B2 eukaryotic translation initiation factor 2B subunit beta 51.34
2263 Snord14e SNORD14E small nucleolar RNA, C/D box 14E 51.32
2264 Pomgnt1 POMGNT1 protein O-linked mannose N-acetylglucosaminyltransferase 1 (beta 1,2-) 51.32
2265 Dad1 DAD1 defender against cell death 1 51.30
2266 Fbln1 FBLN1 fibulin 1 51.27
2267 RP24-291E8.2 51.27
2268 Stoml2 STOML2 stomatin like 2 51.26
2269 Syap1 SYAP1 synapse associated protein 1 51.22
2270 Hdac6 HDAC6 histone deacetylase 6 51.17
2271 Gm24098 51.14
2272 Tead1 TEAD1 TEA domain family member 1 (SV40 transcriptional enhancer factor) 51.14
2273 Adam10 ADAM10 ADAM metallopeptidase domain 10 51.13
2274 Gm23865 51.11
2275 Tacc2 TACC2 transforming, acidic coiled-coil containing protein 2 51.10
2276 Gm23321 51.08
2277 Gm13835 51.08
2278 Slc39a1 SLC39A1 solute carrier family 39 (zinc transporter), member 1 51.08
2279 Gpr107 GPR107 G protein-coupled receptor 107 51.08
2280 F3 F3 coagulation factor III (thromboplastin, tissue factor) 51.08
2281 Lonp2 LONP2 lon peptidase 2, peroxisomal 51.07
2282 Ppp2r3a PPP2R3A protein phosphatase 2 regulatory subunit B”, alpha 51.06
2283 Slc6a6 SLC6A6 solute carrier family 6 (neurotransmitter transporter), member 6 51.06
2284 Crb3 CRB3 crumbs family member 3 51.05
2285 Rpl15 RPL15 ribosomal protein L15 51.05
2286 Psma6 PSMA6 proteasome subunit alpha 6 51.02
2287 Ncoa2 NCOA2 nuclear receptor coactivator 2 51.00
2288 Ndfip1 NDFIP1 Nedd4 family interacting protein 1 50.98
2289 Fam134a FAM134A family with sequence similarity 134 member A 50.96
2290 Pdia4 PDIA4 protein disulfide isomerase family A member 4 50.94
2291 Gpc3 GPC3 glypican 3 50.94
2292 Naaa NAAA N-acylethanolamine acid amidase 50.93
2293 Lman1 LMAN1 lectin, mannose-binding, 1 50.89
2294 RP23-170E15.2 50.89
2295 Gm26293 50.87
2296 Gm5931 50.86
2297 Eef2k EEF2K eukaryotic elongation factor 2 kinase 50.82
2298 Mia3 (MIA3) melanoma inhibitory activity family member 3 50.81
2299 F11r F11R F11 receptor 50.81
2300 Gm5453 50.81
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Table S9: Mus musculus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

2301 Cox5a COX5A cytochrome c oxidase subunit Va 50.81
2302 Rpl31-ps9 50.80
2303 Atp6v1a ATP6V1A ATPase, H+ transporting, lysosomal 70kDa, V1 subunit A 50.78
2304 Gcgr GCGR glucagon receptor 50.78
2305 Mta2 MTA2 metastasis associated 1 family member 2 50.77
2306 4932442L08Rik (FAM90A26) family with sequence similarity 90 member A26 50.77
2307 Gm14494 50.75
2308 Gm12892 50.73
2309 Setd2 SETD2 SET domain containing 2 50.66
2310 Eif3d EIF3D eukaryotic translation initiation factor 3 subunit D 50.65
2311 Gm19587 50.64
2312 Hs6st1 HS6ST1 heparan sulfate 6-O-sulfotransferase 1 50.62
2313 Rnf115 RNF115 ring finger protein 115 50.59
2314 Puf60 (PUF60) poly(U) binding splicing factor 60KDa 50.58
2315 Fbln7 FBLN7 fibulin 7 50.57
2316 Rps12l1 50.50
2317 Celf1 CELF1 CUGBP, Elav-like family member 1 50.46
2318 Fkbp9 FKBP9 FK506 binding protein 9 50.44
2319 Rala RALA v-ral simian leukemia viral oncogene homolog A (ras related) 50.44
2320 Aldh2 ALDH2 aldehyde dehydrogenase 2 family (mitochondrial) 50.43
2321 Higd2a HIGD2A HIG1 hypoxia inducible domain family member 2A 50.42
2322 Ino80e INO80E INO80 complex subunit E 50.41
2323 Chd3 CHD3 chromodomain helicase DNA binding protein 3 50.40
2324 Edem2 EDEM2 ER degradation enhancer, mannosidase alpha-like 2 50.36
2325 Gga2 GGA2 golgi-associated, gamma adaptin ear containing, ARF binding protein 2 50.35
2326 Prpf40a PRPF40A pre-mRNA processing factor 40 homolog A 50.34
2327 Ppap2a PPAP2A 50.29
2328 Atp6v0d1 ATP6V0D1 ATPase, H+ transporting, lysosomal 38kDa, V0 subunit d1 50.28
2329 Dhx30 DHX30 DEAH (Asp-Glu-Ala-His) box helicase 30 50.24
2330 Pitpnb PITPNB phosphatidylinositol transfer protein beta 50.23
2331 Gm4705 50.23
2332 Lrrc59 LRRC59 leucine rich repeat containing 59 50.22
2333 Tuba4a TUBA4A tubulin, alpha 4a 50.17
2334 Gprc5c GPRC5C G protein-coupled receptor, class C, group 5, member C 50.15
2335 Rpl5-ps1 50.13
2336 Brix1 BRIX1 BRX1, biogenesis of ribosomes 50.11
2337 Numa1 NUMA1 nuclear mitotic apparatus protein 1 50.10
2338 Coro1b (CORO1B) coronin, actin binding protein, 1B 50.09
2339 Ankhd1 ANKHD1 ankyrin repeat and KH domain containing 1 50.08
2340 Sf3b1 SF3B1 splicing factor 3b subunit 1 50.07
2341 Akt2 AKT2 v-akt murine thymoma viral oncogene homolog 2 50.07
2342 Gm24890 RNU11-6P RNA, U11 small nuclear 6, pseudogene 50.04
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3.6 Spalax galili Placental Gene Expression

Table S10: Spalax galili Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

1 34257.50
2 Actc1 ACTC1 actin, alpha, cardiac muscle 1 22156.70
3 mt-Co1 MT-CO1 mitochondrially encoded cytochrome c oxidase I 10960.44
4 Actb ACTB actin, beta 10389.86
5 Tmsb4x TMSB4Y thymosin beta 4, Y-linked 8403.01
6 Ubb (UBC) ubiquitin C 7257.67
7 Actg2 ACTG2 actin, gamma 2, smooth muscle, enteric 7204.78
8 Fth1 (FTH1) ferritin, heavy polypeptide 1 5523.85
9 Acta2 ACTA2 actin, alpha 2, smooth muscle, aorta 5337.43
10 Eef1a1 EEF1A1 eukaryotic translation elongation factor 1 alpha 1 4417.25
11 Myl9 MYL9 myosin light chain 9 3982.13
12 Rpl10 (RPL10) ribosomal protein L10 3815.35
13 Tpm2 TPM2 tropomyosin 2 (beta) 3773.71
14 Tpt1 TPT1 tumor protein, translationally-controlled 1 3653.51
15 Hbb-bs HBB hemoglobin subunit beta 3001.07
16 Rpl23a RPL23A ribosomal protein L23a 2860.25
17 Wfdc2 WFDC2 WAP four-disulfide core domain 2 2735.65
18 mt-Nd5 MT-ND5 mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 5 2683.93
19 Rps29 RPS29 ribosomal protein S29 2545.14
20 Ubc UBC ubiquitin C 2530.41
21 Ahnak AHNAK AHNAK nucleoprotein 2271.64
22 Vim VIM vimentin 2268.33
23 Csrp1 CSRP1 cysteine and glycine rich protein 1 2211.23
24 Rpl37a RPL37A ribosomal protein L37a 2118.00
25 Rpl13a (RPL13A) ribosomal protein L13a 2028.14
26 Rps3a1 RPS3A ribosomal protein S3A 1996.32
27 Rpl37 RPL37 ribosomal protein L37 1926.79
28 mt-Nd2 MT-ND2 mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 2 1912.49
29 Hba-a1 (HBA2) hemoglobin subunit alpha 2 1892.28
30 Rpl38 RPL38 ribosomal protein L38 1862.86
31 Rplp0 RPLP0 ribosomal protein, large, P0 1821.54
32 Rpl27a RPL27A ribosomal protein L27a 1815.55
33 Rps4x RPS4X ribosomal protein S4, X-linked 1796.37
34 Rpl32 RPL32 ribosomal protein L32 1758.39
35 Rpl17 RPL17 ribosomal protein L17 1734.69
36 Gm2000 (RPL35) ribosomal protein L35 1732.01
37 Rpl36al RPL36A ribosomal protein L36a 1700.90
38 Rps24 RPS24 ribosomal protein S24 1698.63
39 Rorc RORC RAR-related orphan receptor C 1687.15
40 Myl6 MYL6 myosin light chain 6 1686.26
41 Clu CLU clusterin 1590.70
42 S100a6 S100A6 S100 calcium binding protein A6 1570.41
43 Sparc SPARC secreted protein, acidic, cysteine-rich (osteonectin) 1544.87
44 Rps18 RPS18 ribosomal protein S18 1524.03
45 Crip1 (CRIP1) 1470.09
46 Rps20 RPS20 ribosomal protein S20 1451.74
47 Tagln TAGLN transgelin 1444.19
48 Rpl26 RPL26 ribosomal protein L26 1440.13
49 Rps23 RPS23 ribosomal protein S23 1434.34
50 Rps11 RPS11 ribosomal protein S11 1426.91
51 Myh11 MYH11 myosin, heavy chain 11, smooth muscle 1419.16
52 Npy NPY neuropeptide Y 1415.33
53 Rps15a RPS15A ribosomal protein S15a 1410.81
54 Bnc2 BNC2 basonuclin 2 1365.06
55 Uba52 (UBA52) ubiquitin A-52 residue ribosomal protein fusion product 1 1354.99
56 Rplp1 RPLP1 ribosomal protein, large, P1 1353.95
57 Ocrl OCRL oculocerebrorenal syndrome of Lowe 1295.26
58 Spp1 SPP1 secreted phosphoprotein 1 1276.27
59 Rps10 (RPS10) ribosomal protein S10 1260.83
60 Rpl14 RPL14 ribosomal protein L14 1258.21
61 Dstn DSTN destrin (actin depolymerizing factor) 1252.45
62 Rps14 RPS14 ribosomal protein S14 1233.29
63 Rpl18a RPL18A ribosomal protein L18a 1213.56
64 Rpl4 RPL4 ribosomal protein L4 1200.24
65 Rps28 RPS28 ribosomal protein S28 1193.55
66 Rps17 RPS17 ribosomal protein S17 1174.85
67 H2-K1 (HLA-A) major histocompatibility complex, class I, A 1162.47
68 Rpl29 RPL29 ribosomal protein L29 1149.14
69 Rpl3 RPL3 ribosomal protein L3 1143.97
70 Rpl34 RPL34 ribosomal protein L34 1139.51
71 Rps16 RPS16 ribosomal protein S16 1132.65
72 Rpl7 RPL7 ribosomal protein L7 1128.49
73 Lgals1 LGALS1 lectin, galactoside-binding, soluble, 1 1121.43
74 Rpl12 RPL12 ribosomal protein L12 1113.42
75 Tmsb10 (TMSB10) thymosin beta 10 1109.41
76 Rps13 RPS13 ribosomal protein S13 1078.12
77 Cnn1 CNN1 calponin 1, basic, smooth muscle 1074.64
78 Rps5 RPS5 ribosomal protein S5 1069.41
79 Ppia (PPIA) peptidylprolyl isomerase A (cyclophilin A) 1042.54
80 Rps27a RPS27A ribosomal protein S27a 1023.03
81 Rpl19 RPL19 ribosomal protein L19 1003.29
82 Rpl11 RPL11 ribosomal protein L11 1000.06
83 Cd81 CD81 CD81 molecule 998.75
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Table S10: Spalax galili Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

84 Rpl7a (RPL7A) ribosomal protein L7a 993.91
85 Pfn1 PFN1 profilin 1 987.46
86 Rps8 RPS8 ribosomal protein S8 977.74
87 Rps2 (RPS2) ribosomal protein S2 974.77
88 Rpl21 RPL21 ribosomal protein L21 917.57
89 mt-Nd1 MT-ND1 mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 1 910.89
90 Ifi27 IFI27 interferon, alpha-inducible protein 27 900.77
91 Rpl31 RPL31 ribosomal protein L31 894.37
92 Rpsa RPSA ribosomal protein SA 887.40
93 Rpl28 RPL28 ribosomal protein L28 886.06
94 Rps26 RPS26 ribosomal protein S26 882.22
95 Hspb1 HSPB1 heat shock protein family B (small) member 1 881.27
96 Gm9843 (FAU) Finkel-Biskis-Reilly murine sarcoma virus (FBR-MuSV) ubiquitously ex-

pressed
874.59

97 Rps15 RPS15 ribosomal protein S15 848.95
98 Krt8 KRT8 keratin 8, type II 842.37
99 S100a11 S100A11 S100 calcium binding protein A11 831.12
100 Rps6 RPS6 ribosomal protein S6 830.16
101 Rpl39 RPL39 ribosomal protein L39 823.53
102 Rpl23 RPL23 ribosomal protein L23 822.95
103 Itm2b ITM2B integral membrane protein 2B 813.38
104 Rpl30 RPL30 ribosomal protein L30 812.36
105 Grp GRP gastrin-releasing peptide 793.67
106 Pcp4 PCP4 Purkinje cell protein 4 765.15
107 Igfbp5 IGFBP5 insulin like growth factor binding protein 5 765.07
108 Rps21 RPS21 ribosomal protein S21 746.40
109 Cfl1 CFL1 cofilin 1 (non-muscle) 743.65
110 Rps3 RPS3 ribosomal protein S3 727.42
111 Col4a6 COL4A6 collagen, type IV, alpha 6 723.24
112 Col1a1 COL1A1 collagen, type I, alpha 1 711.33
113 Gsn GSN gelsolin 709.45
114 Rpl9 (RPL9) ribosomal protein L9 702.79
115 Rpl10a RPL10A ribosomal protein L10a 688.29
116 Rps7 RPS7 ribosomal protein S7 685.35
117 Trf (TF) transferrin 670.03
118 Rps9 RPS9 ribosomal protein S9 667.79
119 Eef2 EEF2 eukaryotic translation elongation factor 2 665.32
120 Rpl35a RPL35A ribosomal protein L35a 653.97
121 Calm1 CALM3 calmodulin 3 (phosphorylase kinase, delta) 651.55
122 Ctsb CTSB cathepsin B 626.31
123 Oaz1 OAZ1 ornithine decarboxylase antizyme 1 626.17
124 Tpm1 TPM1 tropomyosin 1 (alpha) 618.63
125 Rpl27 (RPL27) ribosomal protein L27 610.88
126 H3f3a (H3F3B) H3 histone, family 3B (H3.3B) 609.69
127 Ckb CKB creatine kinase, brain 607.08
128 Ahcy AHCY adenosylhomocysteinase 605.23
129 Col2a1 COL2A1 collagen, type II, alpha 1 585.84
130 H2-Q10 HLA-C major histocompatibility complex, class I, C 575.12
131 S100a10 S100A10 S100 calcium binding protein A10 573.37
132 Mgp MGP matrix Gla protein 562.48
133 Ifitm3 IFITM3 interferon induced transmembrane protein 3 562.48
134 Naca NACA nascent polypeptide-associated complex alpha subunit 559.07
135 Gnas GNAS GNAS complex locus 556.01
136 Rps19 (RPS19) ribosomal protein S19 553.79
137 Lyz2 (LYZ) lysozyme 547.84
138 Ccdc92 CCDC92 coiled-coil domain containing 92 542.58
139 Rpl36 RPL36 ribosomal protein L36 541.37
140 Ly6f 534.23
141 Tuba1b TUBA1B tubulin, alpha 1b 533.46
142 Cpe CPE carboxypeptidase E 532.90
143 Myh9 MYH9 myosin, heavy chain 9, non-muscle 527.45
144 Tpm4 TPM4 tropomyosin 4 506.82
145 Eef1g EEF1G eukaryotic translation elongation factor 1 gamma 502.96
146 Pgm5 PGM5 phosphoglucomutase 5 502.23
147 Gapdh GAPDH glyceraldehyde-3-phosphate dehydrogenase 496.81
148 Gstp1 (GSTP1) glutathione S-transferase pi 1 496.71
149 Rpl13 RPL13 ribosomal protein L13 476.46
150 BC035947 (ERVW-1) endogenous retrovirus group W, member 1 473.60
151 Rpl6 RPL6 ribosomal protein L6 470.53
152 Ptn PTN pleiotrophin 464.99
153 Acta1 ACTA1 actin, alpha 1, skeletal muscle 464.75
154 Atp5e ATP5E ATP synthase, H+ transporting, mitochondrial F1 complex, epsilon subunit 463.12
155 Cst3 CST3 cystatin C 462.01
156 Cox7c COX7C cytochrome c oxidase subunit VIIc 458.15
157 Hspa8 HSPA8 heat shock protein family A (Hsp70) member 8 457.00
158 Anxa2 ANXA2 annexin A2 456.94
159 Tuba4a TUBA4A tubulin, alpha 4a 455.34
160 Cox6c COX6C cytochrome c oxidase subunit VIc 454.00
161 Atp5g2 (ATP5G2) ATP synthase, H+ transporting, mitochondrial Fo complex subunit C2 (sub-

unit 9)
450.71

162 Flnc FLNC filamin C, gamma 450.23
163 Trappc4 (TRAPPC4) trafficking protein particle complex 4 447.48
164 Hsp90ab1 HSP90AB1 heat shock protein 90kDa alpha family class B member 1 445.54
165 Hsp90b1 HSP90B1 heat shock protein 90kDa beta family member 1 443.70
166 Ltbp4 LTBP4 latent transforming growth factor beta binding protein 4 443.10
167 Cd9 CD9 CD9 molecule 442.42
168 Ept1 EPT1 ethanolaminephosphotransferase 1 442.07
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Table S10: Spalax galili Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

169 Lsp1 LSP1 lymphocyte-specific protein 1 441.52
170 Gabarap GABARAP GABA(A) receptor-associated protein 440.17
171 Gm10134 434.59
172 Gstm4 GSTM4 glutathione S-transferase mu 4 433.81
173 Uqcrh UQCRH ubiquinol-cytochrome c reductase hinge protein 431.05
174 S100g S100G S100 calcium binding protein G 424.45
175 Hhipl1 HHIPL1 HHIP-like 1 417.07
176 Gnb2l1 GNB2L1 guanine nucleotide binding protein (G protein), beta polypeptide 2-like 1 414.57
177 Gstm1 (GSTM1) glutathione S-transferase mu 1 414.36
178 Ndufa4 NDUFA4 NDUFA4, mitochondrial complex associated 404.52
179 Gm14226 (ERVW-1) endogenous retrovirus group W, member 1 402.41
180 Dcn DCN decorin 399.41
181 App APP amyloid beta (A4) precursor protein 396.34
182 Calr CALR calreticulin 394.12
183 Map1lc3b MAP1LC3B2 microtubule associated protein 1 light chain 3 beta 2 393.64
184 Gnb1 GNB1 guanine nucleotide binding protein (G protein), beta polypeptide 1 393.36
185 Eif1 EIF1 eukaryotic translation initiation factor 1 388.35
186 Col4a1 COL4A1 collagen, type IV, alpha 1 385.64
187 Atp5l (ATP5L) ATP synthase, H+ transporting, mitochondrial Fo complex subunit G 384.65
188 Eif3f EIF3F eukaryotic translation initiation factor 3 subunit F 383.45
189 Itgb1 ITGB1 integrin beta 1 382.07
190 Gstm2 GSTM1 glutathione S-transferase mu 1 380.76
191 Ilk ILK integrin linked kinase 373.98
192 Cox4i1 COX4I1 cytochrome c oxidase subunit IV isoform 1 371.89
193 Serpinh1 SERPINH1 serpin peptidase inhibitor, clade H (heat shock protein 47), member 1, (col-

lagen binding protein 1)
369.46

194 Cox6a1 COX6A1 cytochrome c oxidase subunit VIa polypeptide 1 369.39
195 Tgm2 TGM2 transglutaminase 2 364.97
196 Ppib PPIB peptidylprolyl isomerase B (cyclophilin B) 356.02
197 Laptm4a LAPTM4A lysosomal protein transmembrane 4 alpha 354.12
198 Penk PENK proenkephalin 353.10
199 Col6a1 COL6A1 collagen, type VI, alpha 1 351.88
200 Tmem176a TMEM176A transmembrane protein 176A 351.02
201 Lpo LPO lactoperoxidase 350.13
202 mt-Cytb MT-CYB mitochondrially encoded cytochrome b 348.67
203 Rpl24 RPL24 ribosomal protein L24 348.29
204 Atp5h ATP5H ATP synthase, H+ transporting, mitochondrial Fo complex subunit D 348.25
205 Actn1 ACTN1 actinin, alpha 1 347.80
206 Ighg2c (IGHG1) immunoglobulin heavy constant gamma 1 (G1m marker) 346.64
207 Ftl1 FTL ferritin, light polypeptide 344.12
208 Col6a2 COL6A2 collagen, type VI, alpha 2 343.30
209 Bsg BSG basigin (Ok blood group) 343.08
210 Sepp1 SEPP1 selenoprotein P, plasma, 1 341.84
211 Cox5b (COX5B) cytochrome c oxidase subunit Vb 339.03
212 Raly RALY RALY heterogeneous nuclear ribonucleoprotein 337.30
213 Jun JUN jun proto-oncogene 334.96
214 Cox6b1 COX6B1 cytochrome c oxidase subunit VIb polypeptide 1 (ubiquitous) 333.57
215 Rps12 (RPS12) ribosomal protein S12 330.30
216 Gm20390 NME1-NME2 NME1-NME2 readthrough 328.69
217 Sh3bgrl SH3BGRL SH3 domain binding glutamate-rich protein like 325.68
218 Plac8 PLAC8 placenta specific 8 325.10
219 Pabpc1 PABPC1 poly(A) binding protein, cytoplasmic 1 323.61
220 Jund JUND jun D proto-oncogene 323.40
221 Gm21897 320.18
222 Ybx1 YBX1 Y-box binding protein 1 318.66
223 Ndufa11 NDUFA11 NADH:ubiquinone oxidoreductase subunit A11 317.93
224 Mif MIF macrophage migration inhibitory factor (glycosylation-inhibiting factor) 317.52
225 Txnip TXNIP thioredoxin interacting protein 315.04
226 P4hb P4HB prolyl 4-hydroxylase, beta polypeptide 314.81
227 Lamp1 LAMP1 lysosomal-associated membrane protein 1 312.15
228 Igfbp3 IGFBP3 insulin like growth factor binding protein 3 311.62
229 Smtn SMTN smoothelin 310.19
230 Slc25a5 SLC25A5 solute carrier family 25 (mitochondrial carrier; adenine nucleotide transloca-

tor), member 5
307.75

231 Ifitm2 IFITM2 interferon induced transmembrane protein 2 302.71
232 Psap PSAP prosaposin 300.90
233 Htra3 HTRA3 HtrA serine peptidase 3 300.82
234 Txn1 TXN thioredoxin 299.15
235 Mapk1 MAPK1 mitogen-activated protein kinase 1 292.33
236 Gm14744 291.87
237 Oat OAT ornithine aminotransferase 291.51
238 Ndufa3 NDUFA3 NADH:ubiquinone oxidoreductase subunit A3 290.81
239 Tomm7 TOMM7 translocase of outer mitochondrial membrane 7 homolog (yeast) 289.90
240 Sepw1 SEPW1 selenoprotein W, 1 288.32
241 Ttn TTN titin 287.51
242 Prdx1 PRDX1 peroxiredoxin 1 287.11
243 Ptrf PTRF polymerase I and transcript release factor 284.15
244 Lgmn LGMN legumain 283.39
245 Ighg3 (IGHG1) immunoglobulin heavy constant gamma 1 (G1m marker) 282.67
246 Zfp277 ZNF277 zinc finger protein 277 281.18
247 Morf4l2 MORF4L2 mortality factor 4 like 2 278.69
248 Fam69a FAM69A family with sequence similarity 69 member A 277.95
249 Ociad2 OCIAD2 OCIA domain containing 2 276.86
250 Btf3 BTF3 basic transcription factor 3 275.85
251 Timp2 TIMP2 TIMP metallopeptidase inhibitor 2 273.22
252 Arf1 ARF1 ADP ribosylation factor 1 272.31
253 Eif3k EIF3K eukaryotic translation initiation factor 3 subunit K 272.21
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Table S10: Spalax galili Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

254 Pydc3 (PYHIN1) pyrin and HIN domain family member 1 270.10
255 Hint1 HINT1 histidine triad nucleotide binding protein 1 267.89
256 Rbpms RBPMS RNA binding protein with multiple splicing 266.11
257 Eef1b2 EEF1B2 eukaryotic translation elongation factor 1 beta 2 264.34
258 Dynll1 DYNLL1 dynein, light chain, LC8-type 1 264.28
259 Pdia3 PDIA3 protein disulfide isomerase family A member 3 263.96
260 Nr2f1 NR2F1 nuclear receptor subfamily 2 group F member 1 263.65
261 Mylk MYLK myosin light chain kinase 263.02
262 Ptgfrn PTGFRN prostaglandin F2 receptor inhibitor 262.88
263 Atp5b ATP5B ATP synthase, H+ transporting, mitochondrial F1 complex, beta polypeptide 261.14
264 Mustn1 (MUSTN1) musculoskeletal, embryonic nuclear protein 1 259.75
265 Aes AES amino-terminal enhancer of split 258.61
266 Cox8a COX8A cytochrome c oxidase subunit VIIIA (ubiquitous) 257.76
267 B3gnt3 B3GNT3 UDP-GlcNAc:betaGal beta-1,3-N-acetylglucosaminyltransferase 3 257.63
268 H2-Ab1 HLA-DQB1 major histocompatibility complex, class II, DQ beta 1 255.99
269 Capns1 CAPNS1 calpain, small subunit 1 254.47
270 Mprip MPRIP myosin phosphatase Rho interacting protein 252.58
271 Rpl22 RPL22 ribosomal protein L22 251.86
272 Cnn3 CNN3 calponin 3, acidic 251.80
273 Eno3 ENO3 enolase 3 (beta, muscle) 251.69
274 Ubl5 (UBL5) ubiquitin like 5 251.61
275 Fkbp1a FKBP1A FK506 binding protein 1A 249.86
276 Hmgb1 HMGB1 high mobility group box 1 248.76
277 Sumo2 SUMO2 small ubiquitin-like modifier 2 247.92
278 Gstt3 (GSTT1) 247.07
279 Rpl15 RPL15 ribosomal protein L15 246.94
280 Itgb5 ITGB5 integrin beta 5 246.83
281 Sphk2 SPHK2 sphingosine kinase 2 245.07
282 Crip2 CRIP2 cysteine-rich protein 2 244.31
283 Ctsd CTSD cathepsin D 244.03
284 Aebp1 AEBP1 AE binding protein 1 243.98
285 Mmp2 MMP2 matrix metallopeptidase 2 243.56
286 Ywhaz YWHAZ tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein,

zeta
243.16

287 Aldoa ALDOA aldolase, fructose-bisphosphate A 242.10
288 Rplp2 RPLP2 ribosomal protein, large, P2 241.77
289 Anxa5 ANXA5 annexin A5 241.61
290 Gnai2 (GNAI2) guanine nucleotide binding protein (G protein), alpha inhibiting activity

polypeptide 2
239.86

291 Cd63 CD63 CD63 molecule 238.81
292 Smoc1 SMOC1 SPARC related modular calcium binding 1 238.81
293 Des DES desmin 238.45
294 Ccni CCNI cyclin I 238.02
295 Slc25a3 SLC25A3 solute carrier family 25 (mitochondrial carrier; phosphate carrier), member 3 237.66
296 Mgst2 MGST2 microsomal glutathione S-transferase 2 235.73
297 Eif5a EIF5A eukaryotic translation initiation factor 5A 235.20
298 Mgst3 MGST3 microsomal glutathione S-transferase 3 233.44
299 Slc25a4 SLC25A4 solute carrier family 25 (mitochondrial carrier; adenine nucleotide transloca-

tor), member 4
231.63

300 Hspg2 HSPG2 heparan sulfate proteoglycan 2 231.01
301 Hspe1 HSPE1 heat shock protein family E (Hsp10) member 1 228.46
302 Tns1 TNS1 tensin 1 228.10
303 mt-Co3 MT-CO3 mitochondrially encoded cytochrome c oxidase III 227.15
304 Gas6 GAS6 growth arrest specific 6 224.13
305 Cda CDA cytidine deaminase 223.19
306 Cxx1b FAM127A family with sequence similarity 127 member A 222.87
307 Myl2 MYL2 myosin light chain 2 221.30
308 Cox7b COX7B cytochrome c oxidase subunit VIIb 221.29
309 Pfkp PFKP phosphofructokinase, platelet 220.20
310 Pebp1 (PEBP1) phosphatidylethanolamine binding protein 1 219.96
311 Uqcr10 UQCR10 ubiquinol-cytochrome c reductase, complex III subunit X 219.75
312 Fbxw17 (FBXW12) F-box and WD repeat domain containing 12 218.53
313 Atp5o ATP5O ATP synthase, H+ transporting, mitochondrial F1 complex, O subunit 218.32
314 Actn4 ACTN4 actinin, alpha 4 215.83
315 Rras RRAS related RAS viral (r-ras) oncogene homolog 214.31
316 Cox7a2l COX7A2L cytochrome c oxidase subunit VIIa polypeptide 2 like 212.73
317 Gnb2 GNB2 guanine nucleotide binding protein (G protein), beta polypeptide 2 210.96
318 Tmbim6 TMBIM6 transmembrane BAX inhibitor motif containing 6 210.16
319 Ndufa8 NDUFA8 NADH:ubiquinone oxidoreductase subunit A8 209.65
320 Gpx4 GPX4 glutathione peroxidase 4 209.27
321 Smdt1 SMDT1 single-pass membrane protein with aspartate-rich tail 1 209.20
322 Cd74 CD74 CD74 molecule, major histocompatibility complex, class II invariant chain 208.94
323 Eno1 ENO1 enolase 1, (alpha) 208.90
324 Grn GRN granulin 208.02
325 Fxyd1 FXYD1 FXYD domain containing ion transport regulator 1 207.91
326 Atp5a1 ATP5A1 ATP synthase, H+ transporting, mitochondrial F1 complex, alpha subunit 1,

cardiac muscle
207.75

327 Atp5j2 ATP5J2 ATP synthase, H+ transporting, mitochondrial Fo complex subunit F2 207.09
328 Chchd2 CHCHD2 coiled-coil-helix-coiled-coil-helix domain containing 2 206.40
329 Tjp1 TJP1 tight junction protein 1 205.53
330 Plp2 PLP2 proteolipid protein 2 (colonic epithelium-enriched) 205.48
331 Myadm MYADM myeloid-associated differentiation marker 205.36
332 Slirp SLIRP SRA stem-loop interacting RNA binding protein 205.09
333 Parva PARVA parvin alpha 204.40
334 mt-Co2 MT-CO2 mitochondrially encoded cytochrome c oxidase II 203.63
335 Usmg5 USMG5 up-regulated during skeletal muscle growth 5 homolog (mouse) 202.03
336 Tubb5 TUBB tubulin, beta class I 202.00
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Table S10: Spalax galili Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

337 Rhoa (RHOA) ras homolog family member A 201.12
338 Capzb CAPZB capping protein (actin filament) muscle Z-line, beta 200.27
339 Hspb6 HSPB6 heat shock protein family B (small) member 6 200.19
340 Thy1 THY1 Thy-1 cell surface antigen 198.94
341 H2-T23 (HLA-C) major histocompatibility complex, class I, C 198.80
342 Cryab (CRYAB) crystallin alpha B 198.14
343 Igha (IGHA2) immunoglobulin heavy constant alpha 2 (A2m marker) 197.45
344 Hspa5 HSPA5 heat shock protein family A (Hsp70) member 5 195.62
345 B2m B2M beta-2-microglobulin 195.59
346 Arhgdia ARHGDIA Rho GDP dissociation inhibitor (GDI) alpha 194.73
347 Anxa4 ANXA4 annexin A4 194.13
348 Eef1d EEF1D eukaryotic translation elongation factor 1 delta (guanine nucleotide exchange

protein)
192.31

349 Set SET SET nuclear proto-oncogene 192.26
350 Clta CLTA clathrin, light chain A 191.02
351 Arpc3 ARPC3 actin related protein 2/3 complex subunit 3 189.45
352 Sept2 SEPT2 septin 2 189.18
353 Tubb6 TUBB6 tubulin, beta 6 class V 189.13
354 Apoe APOE apolipoprotein E 188.52
355 Prdx2 PRDX2 peroxiredoxin 2 188.22
356 Napsa NAPSA napsin A aspartic peptidase 187.11
357 Wfdc17 186.85
358 Atox1 ATOX1 antioxidant 1 copper chaperone 186.82
359 Atp1a1 ATP1A1 ATPase, Na+/K+ transporting, alpha 1 polypeptide 186.79
360 Rabac1 RABAC1 Rab acceptor 1 (prenylated) 186.19
361 Gstm5 GSTM3 glutathione S-transferase mu 3 (brain) 185.67
362 Chmp4b CHMP4B charged multivesicular body protein 4B 184.24
363 Ndufb8 NDUFB8 NADH:ubiquinone oxidoreductase subunit B8 183.90
364 Tmem176b TMEM176B transmembrane protein 176B 180.63
365 Skp1a SKP1 S-phase kinase-associated protein 1 179.68
366 Ndufs7 NDUFS7 NADH:ubiquinone oxidoreductase core subunit S7 179.08
367 Folr1 FOLR1 folate receptor 1 (adult) 177.77
368 H2-Aa HLA-DQA2 major histocompatibility complex, class II, DQ alpha 2 175.57
369 Minos1 MINOS1 mitochondrial inner membrane organizing system 1 174.72
370 Chmp2a CHMP2A charged multivesicular body protein 2A 174.65
371 C4b C4B complement component 4B (Chido blood group) 174.20
372 Rarres2 RARRES2 retinoic acid receptor responder (tazarotene induced) 2 173.98
373 Ndufb4 NDUFB4 NADH:ubiquinone oxidoreductase subunit B4 173.95
374 Eif4a2 EIF4A2 eukaryotic translation initiation factor 4A2 173.79
375 Tmem14c (TMEM14C) transmembrane protein 14C 173.77
376 Cap1 CAP1 CAP, adenylate cyclase-associated protein 1 (yeast) 173.45
377 Fmod FMOD fibromodulin 173.34
378 Plec (PLEC) plectin 173.21
379 Dad1 DAD1 defender against cell death 1 173.15
380 Hnrnpa1 HNRNPA1 heterogeneous nuclear ribonucleoprotein A1 172.71
381 Ctsh CTSH cathepsin H 172.45
382 Pcbp1 PCBP1 poly(rC) binding protein 1 171.66
383 S100a13 S100A13 S100 calcium binding protein A13 171.56
384 Uqcrq UQCRQ ubiquinol-cytochrome c reductase complex III subunit VII 171.54
385 Ezr EZR ezrin 171.40
386 Bst2 BST2 bone marrow stromal cell antigen 2 171.16
387 Fam32a FAM32A family with sequence similarity 32 member A 170.64
388 Eid1 EID1 EP300 interacting inhibitor of differentiation 1 170.36
389 Mrfap1 MRFAP1 Morf4 family associated protein 1 169.89
390 Gpi1 GPI glucose-6-phosphate isomerase 169.87
391 Nes NES nestin 169.71
392 Ptges3 PTGES3 prostaglandin E synthase 3 168.68
393 Ostf1 OSTF1 osteoclast stimulating factor 1 167.01
394 Igfbp2 IGFBP2 insulin like growth factor binding protein 2 166.70
395 Cyba CYBA cytochrome b-245, alpha polypeptide 166.59
396 Tspan3 TSPAN3 tetraspanin 3 166.24
397 Tceb2 TCEB2 transcription elongation factor B (SIII), polypeptide 2 (18kDa, elongin B) 166.14
398 Sec61b SEC61B Sec61 translocon beta subunit 166.13
399 Timp1 TIMP1 TIMP metallopeptidase inhibitor 1 165.92
400 Ldha LDHA lactate dehydrogenase A 165.91
401 Pxdn PXDN peroxidasin 165.81
402 P3h3 P3H3 prolyl 3-hydroxylase 3 165.68
403 Serping1 SERPING1 serpin peptidase inhibitor, clade G (C1 inhibitor), member 1 164.34
404 Edf1 EDF1 endothelial differentiation-related factor 1 164.34
405 Atp5g1 ATP5G1 ATP synthase, H+ transporting, mitochondrial Fo complex subunit C1 (sub-

unit 9)
163.74

406 Cd14 CD14 CD14 molecule 162.99
407 Eif4g2 EIF4G2 eukaryotic translation initiation factor 4 gamma, 2 162.86
408 Akr1b3 AKR1B1 aldo-keto reductase family 1, member B1 (aldose reductase) 162.65
409 Morf4l1 MORF4L1 mortality factor 4 like 1 161.60
410 Mdk MDK midkine (neurite growth-promoting factor 2) 161.41
411 Rbp4 RBP4 retinol binding protein 4 161.36
412 Serinc3 SERINC3 serine incorporator 3 161.06
413 Gm11444 160.53
414 Rasd2 RASD2 RASD family member 2 160.38
415 Npm1 NPM1 nucleophosmin (nucleolar phosphoprotein B23, numatrin) 160.26
416 Myeov2 MYEOV2 myeloma overexpressed 2 160.19
417 Igkv2-137 (IGKV2-28) immunoglobulin kappa variable 2-28 159.60
418 Msrb3 MSRB3 methionine sulfoxide reductase B3 159.42
419 Rbbp7 RBBP7 retinoblastoma binding protein 7 158.94
420 Ndufs6 NDUFS6 NADH:ubiquinone oxidoreductase subunit S6 158.75
421 Selenbp2 (SELENBP1) selenium binding protein 1 158.64
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Table S10: Spalax galili Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

422 Zcchc13 ZCCHC13 zinc finger, CCHC domain containing 13 158.43
423 C1qa C1QA complement component 1, q subcomponent, A chain 158.40
424 Pkm PKM pyruvate kinase, muscle 157.74
425 Atp6v1g1 ATP6V1G1 ATPase, H+ transporting, lysosomal 13kDa, V1 subunit G1 157.09
426 Hmgn2 (HMGN2) high mobility group nucleosomal binding domain 2 157.05
427 Rcn1 RCN1 reticulocalbin 1 156.85
428 Ppp1r14b PPP1R14B protein phosphatase 1 regulatory inhibitor subunit 14B 156.44
429 Eif4a1 EIF4A1 eukaryotic translation initiation factor 4A1 155.98
430 Ly6e LY6E lymphocyte antigen 6 complex, locus E 155.96
431 Fis1 FIS1 fission, mitochondrial 1 155.86
432 Pdlim7 PDLIM7 PDZ and LIM domain 7 155.51
433 Kdelr2 KDELR2 KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein retention receptor

2
155.23

434 Emp3 EMP3 epithelial membrane protein 3 155.02
435 Taf15 TAF15 TATA-box binding protein associated factor 15 154.78
436 Ssr2 SSR2 signal sequence receptor, beta (translocon-associated protein beta) 153.76
437 Ppp1r1a PPP1R1A protein phosphatase 1 regulatory inhibitor subunit 1A 153.19
438 Snrpd2 SNRPD2 small nuclear ribonucleoprotein D2 polypeptide 152.40
439 Tsc22d1 TSC22D1 TSC22 domain family member 1 151.78
440 Ldhb LDHB lactate dehydrogenase B 151.39
441 Eif3h EIF3H eukaryotic translation initiation factor 3 subunit H 151.38
442 Cyb5r3 CYB5R3 cytochrome b5 reductase 3 151.16
443 Mt1 MT1E metallothionein 1E 150.78
444 Tsc22d3 TSC22D3 TSC22 domain family member 3 149.84
445 Mmp14 MMP14 matrix metallopeptidase 14 (membrane-inserted) 149.73
446 Smoc2 SMOC2 SPARC related modular calcium binding 2 149.63
447 Ofd1 OFD1 oral-facial-digital syndrome 1 149.34
448 Serf2 (SERF2) small EDRK-rich factor 2 147.81
449 Marveld1 MARVELD1 MARVEL domain containing 1 147.48
450 Ndufa2 NDUFA2 NADH:ubiquinone oxidoreductase subunit A2 147.40
451 Dhrs3 DHRS3 dehydrogenase/reductase (SDR family) member 3 147.09
452 Psma7 PSMA7 proteasome subunit alpha 7 146.63
453 Tomm6 TOMM6 translocase of outer mitochondrial membrane 6 homolog (yeast) 146.10
454 Clic4 CLIC4 chloride intracellular channel 4 145.74
455 Mfap5 MFAP5 microfibrillar associated protein 5 145.37
456 Krt18 KRT18 keratin 18, type I 145.03
457 Igkv15-103 IGKV1-27 immunoglobulin kappa variable 1-27 144.68
458 Hnrnpf HNRNPF heterogeneous nuclear ribonucleoprotein F 144.65
459 Map1lc3a MAP1LC3A microtubule associated protein 1 light chain 3 alpha 144.26
460 Sorcs1 SORCS1 sortilin-related VPS10 domain containing receptor 1 143.97
461 Msn MSN moesin 143.67
462 Nbl1 NBL1 neuroblastoma 1, DAN family BMP antagonist 143.49
463 Sat1 SAT1 spermidine/spermine N1-acetyltransferase 1 143.02
464 Kxd1 KXD1 KxDL motif containing 1 142.96
465 Clic1 CLIC1 chloride intracellular channel 1 142.21
466 2010107E04Rik C14orf2 chromosome 14 open reading frame 2 142.03
467 Pbxip1 PBXIP1 pre-B-cell leukemia homeobox interacting protein 1 141.37
468 Fkbp2 FKBP2 FK506 binding protein 2 140.89
469 Mlf2 MLF2 myeloid leukemia factor 2 140.87
470 Ptov1 PTOV1 prostate tumor overexpressed 1 140.73
471 Mfge8 MFGE8 milk fat globule-EGF factor 8 protein 140.58
472 Hbb-bh1 (HBE1) hemoglobin subunit epsilon 1 140.54
473 Fkbp8 FKBP8 FK506 binding protein 8 140.35
474 Cnn2 CNN2 calponin 2 140.12
475 Zfp119b (ZNF665) zinc finger protein 665 139.70
476 Tagln2 TAGLN2 transgelin 2 139.58
477 Kng1 KNG1 kininogen 1 139.55
478 Ap2m1 AP2M1 adaptor-related protein complex 2, mu 1 subunit 139.38
479 Wdr1 WDR1 WD repeat domain 1 139.09
480 Sqstm1 SQSTM1 sequestosome 1 139.01
481 Atp5f1 ATP5F1 ATP synthase, H+ transporting, mitochondrial Fo complex subunit B1 138.92
482 Rbm3 RBM3 RNA binding motif (RNP1, RRM) protein 3 138.88
483 Coro1b CORO1B coronin, actin binding protein, 1B 138.80
484 Manf (MANF) mesencephalic astrocyte-derived neurotrophic factor 138.00
485 Atp5c1 ATP5C1 ATP synthase, H+ transporting, mitochondrial F1 complex, gamma polypep-

tide 1
137.91

486 Rtn4 RTN4 reticulon 4 137.61
487 Atpif1 ATPIF1 ATPase inhibitory factor 1 137.50
488 Ndfip1 NDFIP1 Nedd4 family interacting protein 1 137.03
489 Brk1 BRK1 BRICK1, SCAR/WAVE actin-nucleating complex subunit 136.55
490 Canx CANX calnexin 135.95
491 Gpnmb GPNMB glycoprotein (transmembrane) nmb 135.27
492 Ldoc1 LDOC1 leucine zipper, down-regulated in cancer 1 134.88
493 Polr2f POLR2F polymerase (RNA) II (DNA directed) polypeptide F 134.61
494 Adamts1 ADAMTS1 ADAM metallopeptidase with thrombospondin type 1 motif 1 134.48
495 Snurf (SNURF) 134.17
496 Ppp1cc PPP1CC protein phosphatase 1, catalytic subunit, gamma isozyme 134.09
497 Tpi1 TPI1 triosephosphate isomerase 1 134.02
498 Cstb CSTB cystatin B (stefin B) 134.01
499 Sfr1 SFR1 SWI5-dependent homologous recombination repair protein 1 133.82
500 Ppap2b PPAP2B 133.06
501 Anxa1 ANXA1 annexin A1 132.71
502 Dtd1 DTD1 D-tyrosyl-tRNA deacylase 1 132.33
503 Ndufs5 NDUFS5 NADH:ubiquinone oxidoreductase subunit S5 132.27
504 Pfdn5 PFDN5 prefoldin subunit 5 132.22
505 Ost4 OST4 oligosaccharyltransferase complex subunit 4 (non-catalytic) 132.20
506 Krt7 KRT7 keratin 7, type II 131.26
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Table S10: Spalax galili Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

507 Krt19 KRT19 keratin 19, type I 131.21
508 C1qb C1QB complement component 1, q subcomponent, B chain 130.93
509 Ighv5-9 (IGHV3-23) immunoglobulin heavy variable 3-23 129.92
510 CT868723.2 CCL21 chemokine (C-C motif) ligand 21 129.80
511 Plscr4 PLSCR4 phospholipid scramblase 4 129.69
512 Snrpe SNRPE small nuclear ribonucleoprotein polypeptide E 129.51
513 Igfbp6 IGFBP6 insulin like growth factor binding protein 6 127.98
514 Ybx3 YBX3 Y-box binding protein 3 127.56
515 Mrps21 (MRPS21) mitochondrial ribosomal protein S21 127.42
516 Tmed2 TMED2 transmembrane p24 trafficking protein 2 126.83
517 Serpinb1a (SERPINB1) serpin peptidase inhibitor, clade B (ovalbumin), member 1 126.51
518 Ctnna1 CTNNA1 catenin alpha 1 126.46
519 Ndufb9 NDUFB9 NADH:ubiquinone oxidoreductase subunit B9 126.20
520 Sdhc SDHC succinate dehydrogenase complex subunit C 126.11
521 Fermt2 FERMT2 fermitin family member 2 126.09
522 Psmb1 PSMB1 proteasome subunit beta 1 125.87
523 Wfdc6a (EPPIN-WFDC6) EPPIN-WFDC6 readthrough 125.61
524 Col15a1 COL15A1 collagen, type XV, alpha 1 125.50
525 Snrpg SNRPG small nuclear ribonucleoprotein polypeptide G 125.44
526 Eif3a EIF3A eukaryotic translation initiation factor 3 subunit A 125.11
527 Nop10 NOP10 NOP10 ribonucleoprotein 124.55
528 Ran RAN RAN, member RAS oncogene family 124.31
529 Moxd1 MOXD1 monooxygenase, DBH-like 1 124.06
530 Rpn2 RPN2 ribophorin II 123.57
531 Hnrnph2 HNRNPH2 heterogeneous nuclear ribonucleoprotein H2 (H’) 123.01
532 Aldh2 ALDH2 aldehyde dehydrogenase 2 family (mitochondrial) 122.89
533 C1qc C1QC complement component 1, q subcomponent, C chain 122.81
534 Tgfbi TGFBI transforming growth factor beta induced 122.66
535 Cox5a COX5A cytochrome c oxidase subunit Va 122.35
536 Anxa6 ANXA6 annexin A6 122.34
537 Rhob RHOB ras homolog family member B 122.09
538 Sbp 122.03
539 Emx2 EMX2 empty spiracles homeobox 2 121.97
540 Ndufb2 NDUFB2 NADH:ubiquinone oxidoreductase subunit B2 121.86
541 Rcn3 RCN3 reticulocalbin 3 121.17
542 Pea15a PEA15 phosphoprotein enriched in astrocytes 15 121.07
543 Cfd CFD complement factor D (adipsin) 121.02
544 Itga5 ITGA5 integrin alpha 5 120.60
545 Tspo TSPO translocator protein 120.50
546 Hsd11b2 HSD11B2 hydroxysteroid (11-beta) dehydrogenase 2 119.94
547 Map2k2 MAP2K2 mitogen-activated protein kinase kinase 2 119.60
548 Aldh1a2 ALDH1A2 aldehyde dehydrogenase 1 family member A2 119.52
549 Pet100 PET100 PET100 homolog 119.31
550 Arf4 ARF4 ADP ribosylation factor 4 119.18
551 Asb2 ASB2 ankyrin repeat and SOCS box containing 2 119.06
552 Igkc IGKC immunoglobulin kappa constant 118.91
553 Nucb1 NUCB1 nucleobindin 1 118.79
554 Prdx5 PRDX5 peroxiredoxin 5 118.53
555 Rheb RHEB Ras homolog enriched in brain 118.39
556 Snx3 SNX3 sorting nexin 3 118.27
557 Ndufb7 NDUFB7 NADH:ubiquinone oxidoreductase subunit B7 118.19
558 Ighv6-3 (IGHV3-72) immunoglobulin heavy variable 3-72 118.13
559 Rgma RGMA repulsive guidance molecule family member a 117.60
560 Nptn NPTN neuroplastin 117.28
561 Col11a2 COL11A2 collagen, type XI, alpha 2 116.54
562 Atp6v0e ATP6V0E1 ATPase, H+ transporting, lysosomal 9kDa, V0 subunit e1 116.51
563 Lmod1 LMOD1 leiomodin 1 (smooth muscle) 116.17
564 Rraga RRAGA Ras-related GTP binding A 116.14
565 Ppp2r1a PPP2R1A protein phosphatase 2 regulatory subunit A, alpha 116.11
566 Ssu72 SSU72 SSU72 homolog, RNA polymerase II CTD phosphatase 116.09
567 Cox7a2 COX7A2 cytochrome c oxidase subunit VIIa polypeptide 2 (liver) 116.02
568 Rpl22l1 RPL22L1 ribosomal protein L22 like 1 115.24
569 2410002F23Rik (C19orf48) chromosome 19 open reading frame 48 114.84
570 Hmgn1 HMGN1 high mobility group nucleosome binding domain 1 114.80
571 Cxcl14 CXCL14 chemokine (C-X-C motif) ligand 14 114.58
572 Ywhah YWHAH tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein,

eta
114.52

573 Fkbp9 FKBP9 FK506 binding protein 9 114.49
574 Crispld2 CRISPLD2 cysteine-rich secretory protein LCCL domain containing 2 114.14
575 Rad23b RAD23B RAD23 homolog B, nucleotide excision repair protein 113.94
576 Pgr PGR progesterone receptor 113.58
577 Plin4 PLIN4 perilipin 4 113.45
578 Palld PALLD palladin, cytoskeletal associated protein 113.43
579 Prkcsh PRKCSH protein kinase C substrate 80K-H 113.15
580 Phb PHB prohibitin 112.89
581 Psme1 PSME1 proteasome activator subunit 1 112.88
582 Cd248 CD248 CD248 molecule, endosialin 112.77
583 Psmc5 PSMC5 proteasome 26S subunit, ATPase 5 112.67
584 Os9 OS9 osteosarcoma amplified 9, endoplasmic reticulum lectin 112.61
585 Anp32b ANP32B acidic nuclear phosphoprotein 32 family member B 112.01
586 Amotl2 AMOTL2 angiomotin like 2 111.91
587 Cct7 CCT7 chaperonin containing TCP1, subunit 7 (eta) 111.90
588 Ppp2r4 PPP2R4 protein phosphatase 2A regulatory subunit 4 111.82
589 Ndufs3 NDUFS3 NADH:ubiquinone oxidoreductase core subunit S3 111.15
590 Psmb4 PSMB4 proteasome subunit beta 4 111.07
591 Cited2 CITED2 Cbp/p300-interacting transactivator, with Glu/Asp rich carboxy-terminal do-

main, 2
111.07
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Table S10: Spalax galili Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

592 Kdelr1 KDELR1 KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein retention receptor
1

110.90

593 Lgals3bp LGALS3BP lectin, galactoside-binding, soluble, 3 binding protein 110.87
594 Eif3i EIF3I eukaryotic translation initiation factor 3 subunit I 110.73
595 AC132444.6 110.72
596 Klk4 KLK4 kallikrein related peptidase 4 110.71
597 mt-Nd4 MT-ND4 mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 4 110.56
598 Rexo2 REXO2 RNA exonuclease 2 110.16
599 Actr3 ACTR3 ARP3 actin-related protein 3 homolog (yeast) 109.30
600 Rpn1 RPN1 ribophorin I 109.14
601 Swi5 SWI5 SWI5 homologous recombination repair protein 108.99
602 Pdia4 PDIA4 protein disulfide isomerase family A member 4 108.75
603 Pttg1ip PTTG1IP pituitary tumor-transforming 1 interacting protein 108.54
604 Mrpl33 MRPL33 mitochondrial ribosomal protein L33 108.14
605 Drap1 DRAP1 DR1-associated protein 1 (negative cofactor 2 alpha) 107.90
606 1810037I17Rik C4orf3 chromosome 4 open reading frame 3 107.88
607 B4galt1 B4GALT1 UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 1 107.75
608 Sdc4 SDC4 syndecan 4 107.71
609 Pgk1 PGK1 phosphoglycerate kinase 1 107.45
610 Mmp7 MMP7 matrix metallopeptidase 7 107.24
611 Atp6v1f ATP6V1F ATPase, H+ transporting, lysosomal 14kDa, V1 subunit F 106.68
612 Eif4ebp2 EIF4EBP2 eukaryotic translation initiation factor 4E binding protein 2 106.55
613 Serpinb6a SERPINB6 serpin peptidase inhibitor, clade B (ovalbumin), member 6 106.52
614 Ywhaq YWHAQ tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein,

theta
106.25

615 Vdac1 VDAC1 voltage-dependent anion channel 1 106.20
616 Thoc6 THOC6 THO complex 6 106.16
617 Pdlim3 PDLIM3 PDZ and LIM domain 3 106.15
618 Serpinf1 SERPINF1 serpin peptidase inhibitor, clade F (alpha-2 antiplasmin, pigment epithelium

derived factor), member 1
106.03

619 Mdh1 MDH1 malate dehydrogenase 1 105.40
620 Mrpl24 MRPL24 mitochondrial ribosomal protein L24 105.14
621 Nid1 NID1 nidogen 1 104.95
622 Itm2c ITM2C integral membrane protein 2C 104.91
623 Hp1bp3 HP1BP3 heterochromatin protein 1, binding protein 3 104.50
624 Park7 PARK7 parkinson protein 7 104.13
625 Capn2 CAPN2 calpain 2, (m/II) large subunit 104.09
626 Hnrnpab HNRNPAB heterogeneous nuclear ribonucleoprotein A/B 104.05
627 Rgcc RGCC regulator of cell cycle 103.93
628 Rps27 (RPS27) ribosomal protein S27 103.91
629 Mrpl23 (AC004556.1) 103.80
630 Eln ELN elastin 103.67
631 Slc39a1 SLC39A1 solute carrier family 39 (zinc transporter), member 1 102.48
632 Ewsr1 EWSR1 EWS RNA binding protein 1 102.46
633 S100a16 S100A16 S100 calcium binding protein A16 102.45
634 Rab1 RAB1A RAB1A, member RAS oncogene family 101.84
635 Tmed9 TMED9 transmembrane p24 trafficking protein 9 101.51
636 Atp6v0c ATP6V0C ATPase, H+ transporting, lysosomal 16kDa, V0 subunit c 101.33
637 Plekho1 (PLEKHO1) pleckstrin homology domain containing O1 101.32
638 Gm8113 101.07
639 Ndufc1 NDUFC1 NADH:ubiquinone oxidoreductase subunit C1 100.94
640 Psmb6 PSMB6 proteasome subunit beta 6 100.91
641 Zfp2 ZFP2 ZFP2 zinc finger protein 100.83
642 Ctsl CTSV cathepsin V 100.68
643 Cpq CPQ carboxypeptidase Q 100.67
644 Ndufv3 NDUFV3 NADH:ubiquinone oxidoreductase subunit V3 100.40
645 Pdia6 PDIA6 protein disulfide isomerase family A member 6 99.87
646 Nono NONO non-POU domain containing, octamer-binding 99.62
647 Ahnak2 AHNAK2 AHNAK nucleoprotein 2 99.56
648 H2afv H2AFV H2A histone family member V 99.45
649 Hdlbp HDLBP high density lipoprotein binding protein 99.27
650 Atp6v0b ATP6V0B ATPase, H+ transporting, lysosomal 21kDa, V0 subunit b 99.05
651 Ndufs4 NDUFS4 NADH:ubiquinone oxidoreductase subunit S4 99.04
652 Col6a3 COL6A3 collagen, type VI, alpha 3 98.63
653 Ier3 IER3 immediate early response 3 98.39
654 Ppdpf PPDPF pancreatic progenitor cell differentiation and proliferation factor 98.31
655 Glul GLUL glutamate-ammonia ligase 98.26
656 Fam89b FAM89B family with sequence similarity 89 member B 97.96
657 Tctex1d2 TCTEX1D2 Tctex1 domain containing 2 97.91
658 Loxl1 LOXL1 lysyl oxidase like 1 97.90
659 Rhoc RHOC ras homolog family member C 97.79
660 Sep15 SEP15 97.61
661 Scd2 (SCD) stearoyl-CoA desaturase (delta-9-desaturase) 97.07
662 Col18a1 COL18A1 collagen, type XVIII, alpha 1 96.92
663 Csnk1e CSNK1E casein kinase 1, epsilon 96.85
664 Glrx3 GLRX3 glutaredoxin 3 96.74
665 Gdi2 GDI2 GDP dissociation inhibitor 2 96.72
666 Mdh2 (MDH2) malate dehydrogenase 2 96.67
667 Uqcrc1 UQCRC1 ubiquinol-cytochrome c reductase core protein I 96.65
668 Gm7676 (IFITM3) interferon induced transmembrane protein 3 96.60
669 Arhgap1 ARHGAP1 Rho GTPase activating protein 1 96.46
670 Gm20654 RP11-520P18.5 96.38
671 Suclg1 SUCLG1 succinate-CoA ligase, alpha subunit 96.30
672 Snrnp70 SNRNP70 small nuclear ribonucleoprotein, U1 70kDa subunit 96.22
673 Pgam1 PGAM1 phosphoglycerate mutase 1 96.08
674 Cav1 CAV1 caveolin 1 96.01
675 Sh3bgrl3 SH3BGRL3 SH3 domain binding glutamate-rich protein like 3 95.86
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Table S10: Spalax galili Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

676 Ids (IDS) iduronate 2-sulfatase 95.85
677 Cdc42 CDC42 cell division cycle 42 95.77
678 Fxyd2 FXYD2 FXYD domain containing ion transport regulator 2 95.57
679 Prdx6 (PRDX6) peroxiredoxin 6 95.21
680 Spint2 SPINT2 serine peptidase inhibitor, Kunitz type, 2 95.19
681 Copz1 COPZ1 coatomer protein complex subunit zeta 1 95.13
682 Camk2n1 CAMK2N1 calcium/calmodulin-dependent protein kinase II inhibitor 1 95.12
683 Sh3bgr SH3BGR SH3 domain binding glutamate-rich protein 95.08
684 Etfb ETFB electron-transfer-flavoprotein, beta polypeptide 94.76
685 Ndufa7 NDUFA7 NADH:ubiquinone oxidoreductase subunit A7 94.58
686 Xbp1 XBP1 X-box binding protein 1 93.72
687 Rbp1 RBP1 retinol binding protein 1 93.61
688 Erp29 ERP29 endoplasmic reticulum protein 29 93.55
689 Akt1 AKT1 v-akt murine thymoma viral oncogene homolog 1 93.36
690 Rab18 RAB18 RAB18, member RAS oncogene family 93.12
691 Vapa VAPA VAMP associated protein A 93.04
692 Nedd4 NEDD4 neural precursor cell expressed, developmentally down-regulated 4, E3 ubiq-

uitin protein ligase
92.84

693 2010111I01Rik C9orf3 chromosome 9 open reading frame 3 92.81
694 Atp5g3 ATP5G3 ATP synthase, H+ transporting, mitochondrial Fo complex subunit C3 (sub-

unit 9)
92.44

695 Dap DAP death-associated protein 92.01
696 Psme2 PSME2 proteasome activator subunit 2 91.84
697 Ccdc80 CCDC80 coiled-coil domain containing 80 91.73
698 Reep5 REEP5 receptor accessory protein 5 91.71
699 Sptssa SPTSSA serine palmitoyltransferase small subunit A 91.12
700 Cebpb CEBPB CCAAT/enhancer binding protein (C/EBP), beta 91.01
701 Ndufb10 NDUFB10 NADH:ubiquinone oxidoreductase subunit B10 90.92
702 Ssr3 SSR3 signal sequence receptor, gamma (translocon-associated protein gamma) 90.85
703 St13 ST13 suppression of tumorigenicity 13 (colon carcinoma) (Hsp70 interacting pro-

tein)
90.67

704 Ndufb5 NDUFB5 NADH:ubiquinone oxidoreductase subunit B5 90.48
705 Lpp LPP LIM domain containing preferred translocation partner in lipoma 90.18
706 Gabarapl2 GABARAPL2 GABA(A) receptor-associated protein like 2 90.07
707 Ppp1cb PPP1CB protein phosphatase 1, catalytic subunit, beta isozyme 90.04
708 Laptm4b LAPTM4B lysosomal protein transmembrane 4 beta 90.04
709 Syna ERVFRD-1 endogenous retrovirus group FRD, member 1 89.68
710 Gm21988 RNASEK ribonuclease, RNase K 89.57
711 Tes TES testin LIM domain protein 89.24
712 Fbxo32 FBXO32 F-box protein 32 89.03
713 C1ra C1R complement component 1, r subcomponent 88.94
714 Tnfrsf12a TNFRSF12A tumor necrosis factor receptor superfamily member 12A 88.84
715 Arf5 ARF5 ADP ribosylation factor 5 88.80
716 Pomp POMP proteasome maturation protein 88.74
717 Cldnd1 CLDND1 claudin domain containing 1 88.72
718 Txndc5 TXNDC5 thioredoxin domain containing 5 (endoplasmic reticulum) 88.70
719 Ndufa12 NDUFA12 NADH:ubiquinone oxidoreductase subunit A12 88.66
720 Rab7 RAB7A RAB7A, member RAS oncogene family 88.62
721 Plod2 PLOD2 procollagen-lysine, 2-oxoglutarate 5-dioxygenase 2 88.58
722 Tmbim1 TMBIM1 transmembrane BAX inhibitor motif containing 1 88.40
723 Tnxb TNXB tenascin XB 88.36
724 Nupr1 NUPR1 nuclear protein 1, transcriptional regulator 88.33
725 Rab2a RAB2A RAB2A, member RAS oncogene family 88.23
726 Mpc1 MPC1 mitochondrial pyruvate carrier 1 88.11
727 Arpc1a ARPC1A actin related protein 2/3 complex subunit 1A 88.02
728 Ralb RALB v-ral simian leukemia viral oncogene homolog B 87.94
729 Spcs2 SPCS2 signal peptidase complex subunit 2 87.82
730 Cenpb CENPB centromere protein B 87.77
731 Cyc1 CYC1 cytochrome c-1 87.62
732 Tomm22 TOMM22 translocase of outer mitochondrial membrane 22 homolog (yeast) 87.36
733 Wfdc1 WFDC1 WAP four-disulfide core domain 1 87.11
734 Igj IGJ 87.03
735 Mxra7 MXRA7 matrix-remodelling associated 7 86.81
736 Ctsf CTSF cathepsin F 86.47
737 Gsta3 (GSTA3) glutathione S-transferase alpha 3 86.14
738 Zfp866 (ZNF799) zinc finger protein 799 85.91
739 Ndufb11 NDUFB11 NADH:ubiquinone oxidoreductase subunit B11 85.72
740 Degs1 DEGS1 delta(4)-desaturase, sphingolipid 1 85.72
741 Rab5c CTD-2132N18.3 85.60
742 Rgs2 RGS2 regulator of G-protein signaling 2 85.52
743 Jup (JUP) junction plakoglobin 85.52
744 Uqcc2 UQCC2 ubiquinol-cytochrome c reductase complex assembly factor 2 85.49
745 Igkv14-130 IGKV1-16 immunoglobulin kappa variable 1-16 85.36
746 Atxn10 ATXN10 ataxin 10 85.29
747 Armc10 ARMC10 armadillo repeat containing 10 84.94
748 Eif4h (EIF4H) eukaryotic translation initiation factor 4H 84.93
749 Wbp5 WBP5 WW domain binding protein 5 84.84
750 Jph2 JPH2 junctophilin 2 84.78
751 Emilin1 EMILIN1 elastin microfibril interfacer 1 84.78
752 Cope COPE coatomer protein complex subunit epsilon 84.74
753 Guca2b GUCA2B guanylate cyclase activator 2B 84.74
754 Sdhd SDHD succinate dehydrogenase complex subunit D, integral membrane protein 84.70
755 Hand2 HAND2 heart and neural crest derivatives expressed 2 84.69
756 Psmb3 (PSMB3) proteasome subunit beta 3 84.65
757 Dazap2 DAZAP2 DAZ associated protein 2 84.62
758 Psmb2 PSMB2 proteasome subunit beta 2 84.57
759 Ube2r2 UBE2R2 ubiquitin conjugating enzyme E2R 2 84.33
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Table S10: Spalax galili Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

760 Ppp1r12c PPP1R12C protein phosphatase 1 regulatory subunit 12C 84.18
761 Tmem59 TMEM59 transmembrane protein 59 84.17
762 Npc2 NPC2 Niemann-Pick disease, type C2 84.14
763 Kank2 KANK2 KN motif and ankyrin repeat domains 2 84.07
764 Gpx1 GPX1 glutathione peroxidase 1 84.01
765 Capn1 CAPN1 calpain 1, (mu/I) large subunit 83.91
766 Taldo1 TALDO1 transaldolase 1 83.76
767 Eif3m EIF3M eukaryotic translation initiation factor 3 subunit M 83.74
768 Lims2 LIMS2 LIM and senescent cell antigen-like domains 2 83.66
769 Fads2 FADS2 fatty acid desaturase 2 83.53
770 Colgalt1 COLGALT1 collagen beta(1-O)galactosyltransferase 1 83.45
771 Lamtor4 LAMTOR4 late endosomal/lysosomal adaptor, MAPK and MTOR activator 4 83.42
772 Cetn2 CETN2 centrin 2 83.41
773 Atf4 ATF4 activating transcription factor 4 83.40
774 Tinagl1 TINAGL1 tubulointerstitial nephritis antigen-like 1 83.34
775 Ctsa CTSA cathepsin A 83.11
776 Clec3a CLEC3A C-type lectin domain family 3, member A 82.88
777 Gm28062 (HNRNPU) heterogeneous nuclear ribonucleoprotein U (scaffold attachment factor A) 82.76
778 Cyb5r4 CYB5R4 cytochrome b5 reductase 4 82.65
779 Btg1 BTG1 B-cell translocation gene 1, anti-proliferative 82.40
780 Rarres1 RARRES1 retinoic acid receptor responder (tazarotene induced) 1 82.33
781 Ehbp1l1 EHBP1L1 EH domain binding protein 1 like 1 82.30
782 Tpm3 (TPM3) tropomyosin 3 82.29
783 R3hdm2 R3HDM2 R3H domain containing 2 82.08
784 Gng10 GNG10 guanine nucleotide binding protein (G protein), gamma 10 82.01
785 Ctdnep1 CTDNEP1 CTD nuclear envelope phosphatase 1 81.94
786 Snrpb2 SNRPB2 small nuclear ribonucleoprotein polypeptide B 81.69
787 Sel1l SEL1L sel-1 suppressor of lin-12-like (C. elegans) 81.68
788 Map7d1 MAP7D1 MAP7 domain containing 1 81.64
789 Grcc10 (C12orf57) chromosome 12 open reading frame 57 81.55
790 Dynlrb1 DYNLRB1 dynein, light chain, roadblock-type 1 81.42
791 Id4 ID4 inhibitor of DNA binding 4, dominant negative helix-loop-helix protein 81.40
792 Guk1 GUK1 guanylate kinase 1 81.22
793 Hoxa11 HOXA11 homeobox A11 81.20
794 Sdha SDHA succinate dehydrogenase complex subunit A, flavoprotein (Fp) 81.06
795 Itch ITCH itchy E3 ubiquitin protein ligase 81.05
796 S100a4 S100A4 S100 calcium binding protein A4 80.83
797 Nacad NACAD NAC alpha domain containing 80.70
798 Cdk2ap1 CDK2AP1 cyclin-dependent kinase 2 associated protein 1 80.64
799 Psmb5 PSMB5 proteasome subunit beta 5 80.56
800 Dpm3 DPM3 dolichyl-phosphate mannosyltransferase polypeptide 3 80.54
801 Vat1 VAT1 vesicle amine transport 1 80.54
802 Gm27179 (ERVFRD-1) endogenous retrovirus group FRD, member 1 80.50
803 Tceal3 (TCEAL3) transcription elongation factor A (SII)-like 3 80.44
804 Scpep1 SCPEP1 serine carboxypeptidase 1 80.23
805 Polr3b POLR3B polymerase (RNA) III (DNA directed) polypeptide B 80.10
806 Snrpf SNRPF small nuclear ribonucleoprotein polypeptide F 79.95
807 C1s1 (C1S) complement component 1, s subcomponent 79.79
808 Rbbp4 RBBP4 retinoblastoma binding protein 4 79.77
809 Tax1bp3 TAX1BP3 Tax1 (human T-cell leukemia virus type I) binding protein 3 79.76
810 Anapc16 ANAPC16 anaphase promoting complex subunit 16 79.70
811 Fkbp4 FKBP4 FK506 binding protein 4 79.65
812 Eif3g EIF3G eukaryotic translation initiation factor 3 subunit G 79.61
813 Lamtor2 LAMTOR2 late endosomal/lysosomal adaptor, MAPK and MTOR activator 2 79.51
814 Rdh5 RDH5 retinol dehydrogenase 5 (11-cis/9-cis) 79.48
815 Pnkd PNKD paroxysmal nonkinesigenic dyskinesia 79.32
816 Pcolce PCOLCE procollagen C-endopeptidase enhancer 79.25
817 Echs1 ECHS1 enoyl-CoA hydratase, short chain, 1, mitochondrial 79.15
818 Abl1 ABL1 ABL proto-oncogene 1, non-receptor tyrosine kinase 79.04
819 Idh2 IDH2 isocitrate dehydrogenase 2 (NADP+), mitochondrial 78.96
820 Uqcr11 UQCR11 ubiquinol-cytochrome c reductase, complex III subunit XI 78.93
821 Evl EVL Enah/Vasp-like 78.87
822 Brd2 BRD2 bromodomain containing 2 78.83
823 Gltscr2 GLTSCR2 glioma tumor suppressor candidate region gene 2 78.70
824 Erh ERH enhancer of rudimentary homolog (Drosophila) 78.66
825 S100a14 S100A14 S100 calcium binding protein A14 78.63
826 Prkcdbp PRKCDBP protein kinase C, delta binding protein 78.62
827 Vkorc1 VKORC1 vitamin K epoxide reductase complex subunit 1 78.36
828 Trappc1 TRAPPC1 trafficking protein particle complex 1 78.33
829 Ppic PPIC peptidylprolyl isomerase C (cyclophilin C) 78.30
830 Tmed10 TMED10 transmembrane p24 trafficking protein 10 78.25
831 2310036O22Rik C19orf43 chromosome 19 open reading frame 43 78.20
832 Cct3 CCT3 chaperonin containing TCP1, subunit 3 (gamma) 78.19
833 Gabarapl1 GABARAPL1 GABA(A) receptor-associated protein like 1 78.08
834 1700088E04Rik C22orf23 chromosome 22 open reading frame 23 78.01
835 Prkar1b PRKAR1B protein kinase, cAMP-dependent, regulatory subunit type I beta 77.41
836 Hsd17b10 HSD17B10 hydroxysteroid (17-beta) dehydrogenase 10 77.30
837 Vcp VCP valosin containing protein 77.29
838 Prss23 PRSS23 protease, serine 23 77.26
839 Ddost DDOST dolichyl-diphosphooligosaccharide–protein glycosyltransferase subunit (non-

catalytic)
77.24

840 Fbln1 FBLN1 fibulin 1 77.23
841 Ppp1r14a PPP1R14A protein phosphatase 1 regulatory inhibitor subunit 14A 77.13
842 Actr2 ACTR2 ARP2 actin-related protein 2 homolog (yeast) 77.10
843 BC005537 C6orf62 chromosome 6 open reading frame 62 77.09
844 Ddah2 DDAH2 dimethylarginine dimethylaminohydrolase 2 77.00
845 Ufc1 UFC1 ubiquitin-fold modifier conjugating enzyme 1 76.72

97

http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Ppp1r12c
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PPP1R12C
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PPP1R12C
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Tmem59
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TMEM59
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TMEM59
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Npc2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NPC2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NPC2
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Kank2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=KANK2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=KANK2
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Gpx1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GPX1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GPX1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Capn1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CAPN1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CAPN1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Taldo1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TALDO1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TALDO1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Eif3m
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EIF3M
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EIF3M
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Lims2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=LIMS2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=LIMS2
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Fads2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FADS2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FADS2
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Colgalt1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=COLGALT1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=COLGALT1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Lamtor4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=LAMTOR4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=LAMTOR4
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Cetn2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CETN2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CETN2
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Atf4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ATF4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ATF4
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Tinagl1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TINAGL1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TINAGL1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Ctsa
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CTSA
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CTSA
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Clec3a
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CLEC3A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CLEC3A
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Gm28062
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HNRNPU
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HNRNPU
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Cyb5r4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CYB5R4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CYB5R4
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Btg1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=BTG1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=BTG1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Rarres1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RARRES1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RARRES1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Ehbp1l1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EHBP1L1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EHBP1L1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Tpm3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TPM3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TPM3
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=R3hdm2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=R3HDM2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=R3HDM2
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Gng10
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GNG10
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GNG10
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Ctdnep1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CTDNEP1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CTDNEP1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Snrpb2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SNRPB2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SNRPB2
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Sel1l
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SEL1L
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SEL1L
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Map7d1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MAP7D1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MAP7D1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Grcc10
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=C12orf57
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=C12orf57
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Dynlrb1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=DYNLRB1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=DYNLRB1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Id4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ID4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ID4
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Guk1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GUK1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GUK1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Hoxa11
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HOXA11
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HOXA11
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Sdha
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SDHA
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SDHA
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Itch
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ITCH
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ITCH
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=S100a4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=S100A4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=S100A4
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Nacad
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NACAD
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NACAD
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Cdk2ap1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CDK2AP1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CDK2AP1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Psmb5
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PSMB5
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PSMB5
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Dpm3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=DPM3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=DPM3
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Vat1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=VAT1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=VAT1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Gm27179
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ERVFRD-1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ERVFRD-1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Tceal3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TCEAL3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TCEAL3
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Scpep1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SCPEP1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SCPEP1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Polr3b
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=POLR3B
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=POLR3B
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Snrpf
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SNRPF
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SNRPF
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=C1s1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=C1S
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=C1S
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Rbbp4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RBBP4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RBBP4
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Tax1bp3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TAX1BP3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TAX1BP3
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Anapc16
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ANAPC16
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ANAPC16
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Fkbp4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FKBP4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FKBP4
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Eif3g
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EIF3G
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EIF3G
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Lamtor2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=LAMTOR2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=LAMTOR2
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Rdh5
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RDH5
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RDH5
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Pnkd
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PNKD
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PNKD
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Pcolce
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PCOLCE
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PCOLCE
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Echs1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ECHS1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ECHS1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Abl1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ABL1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ABL1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Idh2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=IDH2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=IDH2
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Uqcr11
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=UQCR11
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=UQCR11
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Evl
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EVL
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EVL
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Brd2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=BRD2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=BRD2
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Gltscr2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GLTSCR2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GLTSCR2
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Erh
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ERH
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ERH
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=S100a14
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=S100A14
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=S100A14
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Prkcdbp
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PRKCDBP
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PRKCDBP
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Vkorc1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=VKORC1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=VKORC1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Trappc1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TRAPPC1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TRAPPC1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Ppic
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PPIC
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PPIC
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Tmed10
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TMED10
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TMED10
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=2310036O22Rik
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=C19orf43
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=C19orf43
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Cct3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CCT3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CCT3
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Gabarapl1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GABARAPL1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GABARAPL1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=1700088E04Rik
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=C22orf23
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=C22orf23
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Prkar1b
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PRKAR1B
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PRKAR1B
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Hsd17b10
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HSD17B10
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HSD17B10
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Vcp
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=VCP
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=VCP
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Prss23
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PRSS23
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PRSS23
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Ddost
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=DDOST
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=DDOST
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=DDOST
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Fbln1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FBLN1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FBLN1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Ppp1r14a
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PPP1R14A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PPP1R14A
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Actr2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ACTR2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ACTR2
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=BC005537
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=C6orf62
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=C6orf62
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Ddah2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=DDAH2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=DDAH2
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Ufc1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=UFC1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=UFC1


3.6 Spalax galili Placental Gene Expression 3 SPECIES EXPRESSION

Table S10: Spalax galili Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

846 Oaf OAF out at first homolog 76.20
847 Fhl1 FHL1 four and a half LIM domains 1 75.98
848 Fcer1g FCER1G Fc fragment of IgE, high affinity I, receptor for; gamma polypeptide 75.94
849 Ang ANG angiogenin, ribonuclease, RNase A family, 5 75.89
850 Cisd3 (CISD3) CDGSH iron sulfur domain 3 75.86
851 Sdhb SDHB succinate dehydrogenase complex subunit B, iron sulfur (Ip) 75.72
852 Tcf23 TCF23 transcription factor 23 75.64
853 Sectm1a (SECTM1) secreted and transmembrane 1 75.64
854 Prelid1 PRELID1 PRELI domain containing 1 75.44
855 Cd164 CD164 CD164 molecule, sialomucin 75.23
856 Csde1 CSDE1 cold shock domain containing E1, RNA binding 75.14
857 Igfbp4 IGFBP4 insulin like growth factor binding protein 4 75.09
858 Mapk3 MAPK3 mitogen-activated protein kinase 3 75.02
859 Mt2 MT2A metallothionein 2A 75.01
860 Krtcap2 KRTCAP2 keratinocyte associated protein 2 74.93
861 Tmem50a TMEM50A transmembrane protein 50A 74.85
862 Ei24 EI24 etoposide induced 2.4 74.81
863 Rpl8 RPL8 ribosomal protein L8 74.81
864 Gtf2h5 GTF2H5 general transcription factor IIH subunit 5 74.73
865 Trio TRIO trio Rho guanine nucleotide exchange factor 74.53
866 Pofut1 POFUT1 protein O-fucosyltransferase 1 74.51
867 Ndufa6 NDUFA6 NADH:ubiquinone oxidoreductase subunit A6 74.29
868 U2af1 (U2AF1) U2 small nuclear RNA auxiliary factor 1 74.21
869 Pgrmc1 PGRMC1 progesterone receptor membrane component 1 74.11
870 Igkv9-123 IGKV1OR2-118 immunoglobulin kappa variable 1/OR2-118 (pseudogene) 74.10
871 Ap2s1 AP2S1 adaptor-related protein complex 2 sigma 1 subunit 73.97
872 Pkdcc PKDCC protein kinase domain containing, cytoplasmic 73.77
873 Prelp PRELP proline/arginine-rich end leucine-rich repeat protein 73.68
874 Ucp2 UCP2 uncoupling protein 2 (mitochondrial, proton carrier) 73.59
875 Sun2 SUN2 Sad1 and UNC84 domain containing 2 73.58
876 Snrpd3 SNRPD3 small nuclear ribonucleoprotein D3 polypeptide 73.44
877 Tmem109 TMEM109 transmembrane protein 109 73.32
878 Litaf LITAF lipopolysaccharide-induced TNF factor 73.07
879 Psma6 PSMA6 proteasome subunit alpha 6 73.01
880 Sf3b2 SF3B2 splicing factor 3b subunit 2 72.87
881 Igll1 IGLL5 immunoglobulin lambda-like polypeptide 5 72.85
882 Efhd2 EFHD2 EF-hand domain family member D2 72.82
883 Hnrnpa3 (HNRNPA3) heterogeneous nuclear ribonucleoprotein A3 72.77
884 Mapk7 MAPK7 mitogen-activated protein kinase 7 72.55
885 Ube2m UBE2M ubiquitin conjugating enzyme E2M 72.50
886 Ighv5-6 (IGHV3-23) immunoglobulin heavy variable 3-23 72.43
887 Crtap CRTAP cartilage associated protein 72.37
888 Snrpc SNRPC small nuclear ribonucleoprotein polypeptide C 72.25
889 Dmbt1 DMBT1 deleted in malignant brain tumors 1 72.03
890 Txn2 TXN2 thioredoxin 2 72.00
891 Zfp53 (ZNF85) zinc finger protein 85 72.00
892 Mcl1 MCL1 myeloid cell leukemia 1 71.88
893 Emp1 EMP1 epithelial membrane protein 1 71.87
894 Cct4 CCT4 chaperonin containing TCP1, subunit 4 (delta) 71.82
895 Sptbn1 SPTBN1 spectrin, beta, non-erythrocytic 1 71.70
896 Rmi1 RMI1 RecQ mediated genome instability 1 71.68
897 Idh3b IDH3B isocitrate dehydrogenase 3 (NAD+) beta 71.67
898 Aplp2 APLP2 amyloid beta (A4) precursor-like protein 2 71.64
899 Mcm7 MCM7 minichromosome maintenance complex component 7 71.60
900 Spryd3 SPRYD3 SPRY domain containing 3 71.55
901 Dnaja1 DNAJA1 DnaJ heat shock protein family (Hsp40) member A1 71.53
902 Arpc4 ARPC4 actin related protein 2/3 complex subunit 4 71.41
903 Ctbp1 CTBP1 C-terminal binding protein 1 71.37
904 Atp6v0d1 ATP6V0D1 ATPase, H+ transporting, lysosomal 38kDa, V0 subunit d1 71.36
905 Ephx1 EPHX1 epoxide hydrolase 1, microsomal (xenobiotic) 71.36
906 Rab34 RAB34 RAB34, member RAS oncogene family 71.25
907 Ndufs8 NDUFS8 NADH:ubiquinone oxidoreductase core subunit S8 71.21
908 Sdcbp SDCBP syndecan binding protein 71.14
909 H1f0 H1F0 H1 histone family member 0 71.11
910 Ramp1 RAMP1 receptor (G protein-coupled) activity modifying protein 1 71.09
911 Ankrd33b ANKRD33B ankyrin repeat domain 33B 71.08
912 Sec11c SEC11C SEC11 homolog C, signal peptidase complex subunit 71.03
913 Cops6 COPS6 COP9 signalosome subunit 6 71.01
914 Efemp2 EFEMP2 EGF containing fibulin-like extracellular matrix protein 2 71.00
915 Zfp157 (ZNF595) zinc finger protein 595 70.93
916 Tppp3 TPPP3 tubulin polymerization-promoting protein family member 3 70.87
917 Shc1 SHC1 SHC (Src homology 2 domain containing) transforming protein 1 70.86
918 Bri3 BRI3 brain protein I3 70.86
919 Naga NAGA N-acetylgalactosaminidase, alpha- 70.70
920 Polr1d POLR1D polymerase (RNA) I polypeptide D 70.62
921 Dact3 DACT3 dishevelled-binding antagonist of beta-catenin 3 70.48
922 Hdgf HDGF hepatoma-derived growth factor 70.42
923 Phf5a PHF5A PHD finger protein 5A 70.41
924 Ctgf CTGF connective tissue growth factor 70.38
925 Hnrnpul2 HNRNPUL2 heterogeneous nuclear ribonucleoprotein U-like 2 70.33
926 Uqcrb UQCRB ubiquinol-cytochrome c reductase binding protein 70.32
927 Psmd8 PSMD8 proteasome 26S subunit, non-ATPase 8 70.32
928 Kif1c KIF1C kinesin family member 1C 70.30
929 Ap1s2 AP1S2 adaptor-related protein complex 1 sigma 2 subunit 70.22
930 Lmna LMNA lamin A/C 70.22
931 Arl3 ARL3 ADP ribosylation factor like GTPase 3 70.21
932 Coro1c CORO1C coronin, actin binding protein, 1C 70.18
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Table S10: Spalax galili Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

933 Ergic3 ERGIC3 ERGIC and golgi 3 70.06
934 Lamb2 LAMB2 laminin subunit beta 2 69.95
935 Agpat1 AGPAT1 1-acylglycerol-3-phosphate O-acyltransferase 1 69.95
936 Phyh PHYH phytanoyl-CoA 2-hydroxylase 69.89
937 Ube2v1 (UBE2V1) ubiquitin conjugating enzyme E2 variant 1 69.88
938 Zfp36l1 ZFP36L1 ZFP36 ring finger protein-like 1 69.82
939 Mrgprf MRGPRF MAS related GPR family member F 69.55
940 Aamp AAMP angio associated migratory cell protein 69.48
941 Zfp420 ZNF420 zinc finger protein 420 69.47
942 Ncl NCL nucleolin 69.43
943 Gdi1 GDI1 GDP dissociation inhibitor 1 69.42
944 Glud1 GLUD1 glutamate dehydrogenase 1 69.32
945 Slc3a2 SLC3A2 solute carrier family 3 (amino acid transporter heavy chain), member 2 69.12
946 Akr1a1 AKR1A1 aldo-keto reductase family 1, member A1 (aldehyde reductase) 69.03
947 Vipr2 VIPR2 vasoactive intestinal peptide receptor 2 68.91
948 Mapre1 MAPRE1 microtubule associated protein RP/EB family member 1 68.84
949 Ngfrap1 NGFRAP1 nerve growth factor receptor (TNFRSF16) associated protein 1 68.79
950 Cyr61 CYR61 cysteine-rich, angiogenic inducer, 61 68.57
951 Krt79 KRT79 keratin 79, type II 68.45
952 Timm13 TIMM13 translocase of inner mitochondrial membrane 13 homolog (yeast) 68.41
953 Socs2 (SOCS2) suppressor of cytokine signaling 2 68.40
954 Blvrb BLVRB biliverdin reductase B 68.33
955 Vps25 VPS25 vacuolar protein sorting 25 homolog (S. cerevisiae) 68.29
956 Pld3 PLD3 phospholipase D family member 3 68.27
957 Sar1a SAR1A secretion associated, Ras related GTPase 1A 68.08
958 Hadhb HADHB hydroxyacyl-CoA dehydrogenase/3-ketoacyl-CoA thiolase/enoyl-CoA hy-

dratase (trifunctional protein), beta subunit
67.78

959 Josd2 JOSD2 Josephin domain containing 2 67.76
960 Actr1b ACTR1B ARP1 actin-related protein 1 homolog B, centractin beta (yeast) 67.75
961 Hnrnpul1 HNRNPUL1 heterogeneous nuclear ribonucleoprotein U-like 1 67.74
962 Srp14 SRP14 signal recognition particle 14kDa 67.58
963 Arl2 ARL2 ADP ribosylation factor like GTPase 2 67.51
964 Ddx39b DDX39B DEAD (Asp-Glu-Ala-Asp) box polypeptide 39B 67.51
965 Top2b TOP2B topoisomerase (DNA) II beta 67.48
966 Atp5d ATP5D ATP synthase, H+ transporting, mitochondrial F1 complex, delta subunit 67.31
967 Akt2 AKT2 v-akt murine thymoma viral oncogene homolog 2 67.27
968 Gjb2 GJB2 gap junction protein beta 2 67.18
969 Pfdn2 PFDN2 prefoldin subunit 2 67.13
970 Ndufab1 NDUFAB1 NADH:ubiquinone oxidoreductase subunit AB1 66.99
971 Dnajc8 DNAJC8 DnaJ heat shock protein family (Hsp40) member C8 66.98
972 Rnase4 RNASE4 ribonuclease, RNase A family, 4 66.95
973 Vamp8 VAMP8 vesicle associated membrane protein 8 66.93
974 Hnrnpl HNRNPL heterogeneous nuclear ribonucleoprotein L 66.89
975 Ppp2ca PPP2CA protein phosphatase 2, catalytic subunit, alpha isozyme 66.83
976 Hspd1 HSPD1 heat shock protein family D (Hsp60) member 1 66.70
977 Hax1 HAX1 HCLS1 associated protein X-1 66.65
978 Tmem256 (TMEM256) transmembrane protein 256 66.62
979 Manbal MANBAL mannosidase, beta A, lysosomal-like 66.62
980 Trim28 TRIM28 tripartite motif containing 28 66.62
981 Vamp3 VAMP3 vesicle associated membrane protein 3 66.56
982 Hspb7 HSPB7 heat shock protein family B (small) member 7 66.55
983 Mrps26 MRPS26 mitochondrial ribosomal protein S26 66.55
984 Arl1 ARL1 ADP ribosylation factor like GTPase 1 66.46
985 Dmpk DMPK dystrophia myotonica protein kinase 66.44
986 Rac1 RAC1 ras-related C3 botulinum toxin substrate 1 (rho family, small GTP binding

protein Rac1)
66.40

987 Oaz2 OAZ2 ornithine decarboxylase antizyme 2 66.23
988 Thoc7 THOC7 THO complex 7 66.11
989 Igkv19-93 (IGKV1-33) immunoglobulin kappa variable 1-33 66.02
990 Lrpap1 LRPAP1 LDL receptor related protein associated protein 1 65.90
991 Eif3e EIF3E eukaryotic translation initiation factor 3 subunit E 65.85
992 Taf10 TAF10 TATA-box binding protein associated factor 10 65.79
993 Bax BAX BCL2-associated X protein 65.69
994 mt-Nd3 MT-ND3 mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 3 65.67
995 Mgst1 MGST1 microsomal glutathione S-transferase 1 65.63
996 Ms4a6d (MS4A6A) membrane-spanning 4-domains, subfamily A, member 6A 65.56
997 Igkv1-117 IGKV2D-40 immunoglobulin kappa variable 2D-40 65.50
998 Glmp GLMP glycosylated lysosomal membrane protein 65.43
999 Hsd17b13 HSD17B13 hydroxysteroid (17-beta) dehydrogenase 13 65.42
1000 Gm10031 (CSNK2A1) casein kinase 2, alpha 1 polypeptide 65.36
1001 Tapbp TAPBP TAP binding protein (tapasin) 65.26
1002 Copz2 COPZ2 coatomer protein complex subunit zeta 2 65.20
1003 Dynll2 DYNLL2 dynein, light chain, LC8-type 2 65.14
1004 Chpf CHPF chondroitin polymerizing factor 65.08
1005 Ramp3 RAMP3 receptor (G protein-coupled) activity modifying protein 3 64.95
1006 Ugt1a7c (UGT1A6) UDP glucuronosyltransferase 1 family, polypeptide A6 64.85
1007 Mrpl51 MRPL51 mitochondrial ribosomal protein L51 64.85
1008 Zdhhc3 ZDHHC3 zinc finger, DHHC-type containing 3 64.84
1009 Vdac2 VDAC2 voltage-dependent anion channel 2 64.82
1010 Pmp22 PMP22 peripheral myelin protein 22 64.65
1011 Sh3pxd2b SH3PXD2B SH3 and PX domains 2B 64.63
1012 Rnh1 RNH1 ribonuclease/angiogenin inhibitor 1 64.59
1013 Khdrbs1 KHDRBS1 KH domain containing, RNA binding, signal transduction associated 1 64.56
1014 Zcchc24 ZCCHC24 zinc finger, CCHC domain containing 24 64.55
1015 C3 C3 complement component 3 64.36
1016 Lamb1 LAMB1 laminin subunit beta 1 64.31
1017 Polr2e POLR2E polymerase (RNA) II (DNA directed) polypeptide E, 25kDa 64.28
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Table S10: Spalax galili Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

1018 Ndrg2 NDRG2 NDRG family member 2 64.20
1019 Bcap31 BCAP31 B-cell receptor-associated protein 31 64.19
1020 Fzd2 FZD2 frizzled class receptor 2 64.16
1021 Ndufc2 NDUFC2 NADH:ubiquinone oxidoreductase subunit C2 64.15
1022 Psd PSD pleckstrin and Sec7 domain containing 64.13
1023 Kcne4 KCNE4 potassium channel, voltage gated subfamily E regulatory beta subunit 4 64.09
1024 Ppp6r1 PPP6R1 protein phosphatase 6 regulatory subunit 1 64.08
1025 Lamc1 LAMC1 laminin subunit gamma 1 64.06
1026 Sub1 SUB1 SUB1 homolog, transcriptional regulator 63.99
1027 Tubb4b TUBB4B tubulin, beta 4B class IVb 63.99
1028 Net1 NET1 neuroepithelial cell transforming 1 63.89
1029 Tbca TBCA tubulin folding cofactor A 63.88
1030 Lrp10 LRP10 LDL receptor related protein 10 63.80
1031 Psma4 PSMA4 proteasome subunit alpha 4 63.71
1032 Akr7a5 AKR7A2 aldo-keto reductase family 7, member A2 63.71
1033 Zfp619 (ZNF208) zinc finger protein 208 63.59
1034 Ypel3 YPEL3 yippee like 3 63.57
1035 Ndufv1 NDUFV1 NADH:ubiquinone oxidoreductase core subunit V1 63.49
1036 E2f4 E2F4 E2F transcription factor 4, p107/p130-binding 63.39
1037 Ptp4a2 PTP4A2 protein tyrosine phosphatase type IVA, member 2 63.33
1038 Synpo2 SYNPO2 synaptopodin 2 63.31
1039 2610008E11Rik (ZNF850) zinc finger protein 850 63.26
1040 Sumo1 SUMO1 small ubiquitin-like modifier 1 63.19
1041 Tiparp TIPARP TCDD-inducible poly(ADP-ribose) polymerase 63.19
1042 Eif3c EIF3C eukaryotic translation initiation factor 3 subunit C 63.18
1043 Hnrnpc HNRNPC heterogeneous nuclear ribonucleoprotein C (C1/C2) 63.14
1044 Pabpn1 PABPN1 poly(A) binding protein, nuclear 1 63.12
1045 D10Jhu81e (C21orf33) chromosome 21 open reading frame 33 63.11
1046 Cdc37 CDC37 cell division cycle 37 63.04
1047 Glo1 GLO1 glyoxalase I 62.97
1048 March2 MARCH2 membrane associated ring-CH-type finger 2 62.94
1049 Uba1 UBA1 ubiquitin-like modifier activating enzyme 1 62.92
1050 Gas1 GAS1 growth arrest specific 1 62.91
1051 Igkv13-84 IGKV1D-33 immunoglobulin kappa variable 1D-33 62.71
1052 Trip6 TRIP6 thyroid hormone receptor interactor 6 62.68
1053 Nrn1 NRN1 neuritin 1 62.67
1054 Sod1 SOD1 superoxide dismutase 1, soluble 62.65
1055 Cox14 COX14 COX14, cytochrome c oxidase assembly factor 62.62
1056 Pf4 PF4 platelet factor 4 62.56
1057 Ppp2cb PPP2CB protein phosphatase 2, catalytic subunit, beta isozyme 62.53
1058 Srrm2 SRRM2 serine/arginine repetitive matrix 2 62.49
1059 Scaf1 SCAF1 SR-related CTD-associated factor 1 62.43
1060 Hebp1 HEBP1 heme binding protein 1 62.23
1061 Mrpl11 MRPL11 mitochondrial ribosomal protein L11 62.21
1062 Cotl1 COTL1 coactosin-like F-actin binding protein 1 62.21
1063 Suclg2 SUCLG2 succinate-CoA ligase, GDP-forming, beta subunit 62.16
1064 Rabl6 RABL6 RAB, member RAS oncogene family-like 6 62.03
1065 H2afz H2AFZ H2A histone family member Z 61.98
1066 Htra1 HTRA1 HtrA serine peptidase 1 61.93
1067 Bnip3 BNIP3 BCL2/adenovirus E1B 19kDa interacting protein 3 61.88
1068 Vps29 VPS29 VPS29 retromer complex component 61.88
1069 Tomm5 TOMM5 translocase of outer mitochondrial membrane 5 homolog (yeast) 61.87
1070 Mxra8 MXRA8 matrix-remodelling associated 8 61.78
1071 Psmb7 PSMB7 proteasome subunit beta 7 61.75
1072 Igkv8-30 (IGKV4-1) immunoglobulin kappa variable 4-1 61.73
1073 Cdv3 CDV3 CDV3 homolog (mouse) 61.66
1074 Spon2 SPON2 spondin 2, extracellular matrix protein 61.64
1075 Tyrobp TYROBP TYRO protein tyrosine kinase binding protein 61.61
1076 Psenen PSENEN presenilin enhancer gamma secretase subunit 61.59
1077 Tecr TECR trans-2,3-enoyl-CoA reductase 61.53
1078 Kcnmb1 KCNMB1 potassium channel subfamily M regulatory beta subunit 1 61.46
1079 Arl4d ARL4D ADP ribosylation factor like GTPase 4D 61.43
1080 Esyt1 ESYT1 extended synaptotagmin-like protein 1 61.42
1081 Tnfrsf22 61.31
1082 Atp6v1b2 ATP6V1B2 ATPase, H+ transporting, lysosomal 56/58kDa, V1 subunit B2 61.28
1083 Mfap2 MFAP2 microfibrillar associated protein 2 61.25
1084 Atp6v1e1 ATP6V1E1 ATPase, H+ transporting, lysosomal 31kDa, V1 subunit E1 61.20
1085 C1qbp C1QBP complement component 1, q subcomponent binding protein 61.17
1086 Tln1 TLN1 talin 1 61.02
1087 Orm1 ORM1 orosomucoid 1 60.98
1088 Mvb12a MVB12A multivesicular body subunit 12A 60.91
1089 Timp3 TIMP3 TIMP metallopeptidase inhibitor 3 60.89
1090 Lamtor1 LAMTOR1 late endosomal/lysosomal adaptor, MAPK and MTOR activator 1 60.87
1091 Plbd2 PLBD2 phospholipase B domain containing 2 60.87
1092 Asic2 ASIC2 acid sensing ion channel 2 60.83
1093 Rnf10 RNF10 ring finger protein 10 60.82
1094 Ubxn1 UBXN1 UBX domain protein 1 60.76
1095 Zfp12 ZNF12 zinc finger protein 12 60.69
1096 Arcn1 (ARCN1) archain 1 60.64
1097 Iscu ISCU iron-sulfur cluster assembly enzyme 60.60
1098 Gadd45g GADD45G growth arrest and DNA damage inducible gamma 60.46
1099 Sept7 SEPT7 septin 7 60.43
1100 Fblim1 FBLIM1 filamin binding LIM protein 1 60.39
1101 Lmo4 LMO4 LIM domain only 4 60.38
1102 Gm6768 (NCOA4) nuclear receptor coactivator 4 60.35
1103 Rad23a RAD23A RAD23 homolog A, nucleotide excision repair protein 60.34
1104 Lrp1 LRP1 LDL receptor related protein 1 60.32

100

http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Ndrg2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NDRG2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NDRG2
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Bcap31
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=BCAP31
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=BCAP31
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Fzd2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FZD2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FZD2
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Ndufc2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NDUFC2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NDUFC2
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Psd
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PSD
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PSD
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Kcne4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=KCNE4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=KCNE4
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Ppp6r1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PPP6R1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PPP6R1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Lamc1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=LAMC1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=LAMC1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Sub1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SUB1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SUB1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Tubb4b
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TUBB4B
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TUBB4B
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Net1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NET1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NET1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Tbca
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TBCA
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TBCA
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Lrp10
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=LRP10
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=LRP10
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Psma4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PSMA4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PSMA4
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Akr7a5
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=AKR7A2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=AKR7A2
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Zfp619
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ZNF208
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ZNF208
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Ypel3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=YPEL3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=YPEL3
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Ndufv1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NDUFV1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NDUFV1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=E2f4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=E2F4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=E2F4
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Ptp4a2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PTP4A2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PTP4A2
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Synpo2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SYNPO2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SYNPO2
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=2610008E11Rik
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ZNF850
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ZNF850
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Sumo1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SUMO1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SUMO1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Tiparp
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TIPARP
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TIPARP
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Eif3c
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EIF3C
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EIF3C
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Hnrnpc
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HNRNPC
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HNRNPC
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Pabpn1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PABPN1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PABPN1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=D10Jhu81e
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=C21orf33
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=C21orf33
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Cdc37
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CDC37
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CDC37
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Glo1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GLO1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GLO1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=March2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MARCH2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MARCH2
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Uba1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=UBA1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=UBA1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Gas1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GAS1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GAS1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Igkv13-84
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=IGKV1D-33
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=IGKV1D-33
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Trip6
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TRIP6
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TRIP6
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Nrn1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NRN1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NRN1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Sod1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SOD1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SOD1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Cox14
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=COX14
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=COX14
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Pf4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PF4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PF4
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Ppp2cb
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PPP2CB
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PPP2CB
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Srrm2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SRRM2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SRRM2
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Scaf1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SCAF1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SCAF1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Hebp1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HEBP1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HEBP1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Mrpl11
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MRPL11
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MRPL11
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Cotl1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=COTL1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=COTL1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Suclg2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SUCLG2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SUCLG2
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Rabl6
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RABL6
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RABL6
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=H2afz
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=H2AFZ
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=H2AFZ
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Htra1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HTRA1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HTRA1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Bnip3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=BNIP3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=BNIP3
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Vps29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=VPS29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=VPS29
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Tomm5
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TOMM5
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TOMM5
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Mxra8
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MXRA8
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MXRA8
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Psmb7
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PSMB7
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PSMB7
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Igkv8-30
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=IGKV4-1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=IGKV4-1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Cdv3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CDV3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CDV3
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Spon2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SPON2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SPON2
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Tyrobp
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TYROBP
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TYROBP
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Psenen
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PSENEN
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PSENEN
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Tecr
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TECR
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TECR
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Kcnmb1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=KCNMB1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=KCNMB1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Arl4d
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ARL4D
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ARL4D
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Esyt1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ESYT1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ESYT1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Tnfrsf22
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Atp6v1b2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ATP6V1B2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ATP6V1B2
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Mfap2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MFAP2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MFAP2
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Atp6v1e1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ATP6V1E1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ATP6V1E1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=C1qbp
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=C1QBP
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=C1QBP
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Tln1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TLN1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TLN1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Orm1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ORM1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ORM1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Mvb12a
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MVB12A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MVB12A
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Timp3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TIMP3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TIMP3
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Lamtor1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=LAMTOR1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=LAMTOR1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Plbd2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PLBD2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PLBD2
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Asic2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ASIC2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ASIC2
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Rnf10
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RNF10
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RNF10
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Ubxn1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=UBXN1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=UBXN1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Zfp12
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ZNF12
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ZNF12
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Arcn1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ARCN1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ARCN1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Iscu
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ISCU
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ISCU
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Gadd45g
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GADD45G
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GADD45G
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Sept7
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SEPT7
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SEPT7
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Fblim1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FBLIM1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FBLIM1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Lmo4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=LMO4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=LMO4
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Gm6768
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NCOA4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NCOA4
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Rad23a
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RAD23A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RAD23A
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Lrp1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=LRP1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=LRP1


3.6 Spalax galili Placental Gene Expression 3 SPECIES EXPRESSION

Table S10: Spalax galili Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

1105 Ltf LTF lactotransferrin 60.24
1106 Maged1 MAGED1 MAGE family member D1 60.19
1107 Prl3b1 (PRL) prolactin 60.01
1108 1110001J03Rik C7orf55 chromosome 7 open reading frame 55 60.00
1109 Mtch1 MTCH1 mitochondrial carrier 1 59.96
1110 Emd EMD emerin 59.95
1111 Pnrc1 PNRC1 proline rich nuclear receptor coactivator 1 59.72
1112 Brix1 BRIX1 BRX1, biogenesis of ribosomes 59.35
1113 Cdk4 CDK4 cyclin-dependent kinase 4 59.20
1114 Odc1 ODC1 ornithine decarboxylase 1 59.16
1115 Fst FST follistatin 59.09
1116 Sdc3 SDC3 syndecan 3 58.96
1117 Plet1 PLET1 placenta expressed transcript 1 58.94
1118 Sap18 (SAP18) Sin3A associated protein 18kDa 58.92
1119 Kctd17 KCTD17 potassium channel tetramerization domain containing 17 58.92
1120 Prrc2a PRRC2A proline-rich coiled-coil 2A 58.79
1121 Fads1 FADS1 fatty acid desaturase 1 58.76
1122 Atp1b3 ATP1B3 ATPase, Na+/K+ transporting, beta 3 polypeptide 58.75
1123 Pole4 POLE4 polymerase (DNA-directed), epsilon 4, accessory subunit 58.56
1124 Coa3 COA3 cytochrome c oxidase assembly factor 3 58.49
1125 Plod1 PLOD1 procollagen-lysine, 2-oxoglutarate 5-dioxygenase 1 58.47
1126 Mtmr11 (MTMR11) myotubularin related protein 11 58.46
1127 Gadd45a GADD45A growth arrest and DNA damage inducible alpha 58.42
1128 Aoc3 AOC3 amine oxidase, copper containing 3 58.38
1129 Olfml3 OLFML3 olfactomedin like 3 58.37
1130 Aco2 ACO2 aconitase 2 58.35
1131 Actr1a ACTR1A ARP1 actin-related protein 1 homolog A, centractin alpha (yeast) 58.35
1132 Napa NAPA N-ethylmaleimide-sensitive factor attachment protein, alpha 58.33
1133 Dctn6 DCTN6 dynactin subunit 6 58.32
1134 Capza1 CAPZA1 capping protein (actin filament) muscle Z-line, alpha 1 58.29
1135 Fzd1 FZD1 frizzled class receptor 1 58.29
1136 Ube2d2a UBE2D2 ubiquitin conjugating enzyme E2D 2 58.27
1137 Stt3b STT3B STT3B, subunit of the oligosaccharyltransferase complex (catalytic) 58.27
1138 Ass1 (ASS1) argininosuccinate synthase 1 58.24
1139 Rnf145 RNF145 ring finger protein 145 58.24
1140 Ramp2 RAMP2 receptor (G protein-coupled) activity modifying protein 2 58.24
1141 Gm13151 (ZNF347) zinc finger protein 347 58.21
1142 Pigp PIGP phosphatidylinositol glycan anchor biosynthesis class P 58.20
1143 Akr1c6 (AKR1C1) aldo-keto reductase family 1, member C1 58.16
1144 Gm266 (RAP2A) RAP2A, member of RAS oncogene family 58.11
1145 R3hcc1 R3HCC1 R3H domain and coiled-coil containing 1 58.02
1146 Zfp964 (ZNF443) zinc finger protein 443 57.95
1147 Ppt1 PPT1 palmitoyl-protein thioesterase 1 57.94
1148 Mgat4b MGAT4B mannosyl (alpha-1,3-)-glycoprotein beta-1,4-N-

acetylglucosaminyltransferase, isozyme B
57.88

1149 Arl8a ARL8A ADP ribosylation factor like GTPase 8A 57.81
1150 Psmd4 PSMD4 proteasome 26S subunit, non-ATPase 4 57.69
1151 Egfr EGFR epidermal growth factor receptor 57.65
1152 Ahsa1 AHSA1 AHA1, activator of heat shock 90kDa protein ATPase homolog 1 (yeast) 57.63
1153 Cct6a CCT6A chaperonin containing TCP1, subunit 6A (zeta 1) 57.58
1154 Nme1 NME2 NME/NM23 nucleoside diphosphate kinase 2 57.50
1155 Glipr2 GLIPR2 GLI pathogenesis-related 2 57.49
1156 Csnk1g2 CSNK1G2 casein kinase 1, gamma 2 57.43
1157 Nxf1 NXF1 nuclear RNA export factor 1 57.24
1158 Serinc1 SERINC1 serine incorporator 1 57.23
1159 Prkaca PRKACA protein kinase, cAMP-dependent, alpha catalytic subunit 57.15
1160 2410015M20Rik C19orf70 chromosome 19 open reading frame 70 57.15
1161 Naa10 NAA10 N(alpha)-acetyltransferase 10, NatA catalytic subunit 57.14
1162 Tsen34 (TSEN34) tRNA splicing endonuclease subunit 34 57.13
1163 Gpx3 GPX3 glutathione peroxidase 3 57.09
1164 Zfp951 (ZKSCAN7) zinc finger with KRAB and SCAN domains 7 57.08
1165 Pon2 PON2 paraoxonase 2 57.07
1166 Rnf187 RNF187 ring finger protein 187 57.01
1167 Cldn3 (CLDN3) claudin 3 56.98
1168 Polr2k POLR2K polymerase (RNA) II (DNA directed) polypeptide K, 7.0kDa 56.93
1169 Phpt1 PHPT1 phosphohistidine phosphatase 1 56.93
1170 Comt COMT catechol-O-methyltransferase 56.89
1171 Otud5 OTUD5 OTU deubiquitinase 5 56.71
1172 Zfp788 (ZNF91) zinc finger protein 91 56.65
1173 Ptges PTGES prostaglandin E synthase 56.60
1174 Ehd2 EHD2 EH domain containing 2 56.59
1175 Nsmce1 NSMCE1 NSE1 homolog, SMC5-SMC6 complex component 56.52
1176 Txndc17 TXNDC17 thioredoxin domain containing 17 56.51
1177 Zfp472 (ZNF709) 56.43
1178 Psmg2 PSMG2 proteasome (prosome, macropain) assembly chaperone 2 56.42
1179 Rap1b RAP1B RAP1B, member of RAS oncogene family 56.19
1180 Map2k1 MAP2K1 mitogen-activated protein kinase kinase 1 56.18
1181 Zfp879 ZNF879 zinc finger protein 879 56.15
1182 Tgfb1i1 TGFB1I1 transforming growth factor beta 1 induced transcript 1 56.10
1183 Mtif2 MTIF2 mitochondrial translational initiation factor 2 56.04
1184 Gaa GAA glucosidase, alpha; acid 55.99
1185 Pnpla2 PNPLA2 patatin like phospholipase domain containing 2 55.84
1186 Amfr AMFR autocrine motility factor receptor, E3 ubiquitin protein ligase 55.79
1187 Ctdsp2 CTDSP2 CTD small phosphatase 2 55.72
1188 Sec13 SEC13 SEC13 homolog, nuclear pore and COPII coat complex component 55.68
1189 Apoa1bp APOA1BP apolipoprotein A-I binding protein 55.64
1190 Aprt APRT adenine phosphoribosyltransferase 55.62

101

http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Ltf
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=LTF
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=LTF
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Maged1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MAGED1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MAGED1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Prl3b1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PRL
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PRL
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=1110001J03Rik
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=C7orf55
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=C7orf55
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Mtch1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MTCH1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MTCH1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Emd
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EMD
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EMD
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Pnrc1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PNRC1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PNRC1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Brix1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=BRIX1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=BRIX1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Cdk4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CDK4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CDK4
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Odc1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ODC1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ODC1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Fst
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FST
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FST
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Sdc3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SDC3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SDC3
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Plet1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PLET1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PLET1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Sap18
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SAP18
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SAP18
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Kctd17
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=KCTD17
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=KCTD17
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Prrc2a
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PRRC2A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PRRC2A
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Fads1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FADS1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FADS1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Atp1b3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ATP1B3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ATP1B3
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Pole4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=POLE4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=POLE4
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Coa3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=COA3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=COA3
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Plod1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PLOD1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PLOD1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Mtmr11
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MTMR11
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MTMR11
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Gadd45a
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GADD45A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GADD45A
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Aoc3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=AOC3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=AOC3
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Olfml3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=OLFML3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=OLFML3
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Aco2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ACO2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ACO2
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Actr1a
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ACTR1A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ACTR1A
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Napa
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NAPA
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NAPA
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Dctn6
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=DCTN6
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=DCTN6
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Capza1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CAPZA1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CAPZA1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Fzd1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FZD1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FZD1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Ube2d2a
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=UBE2D2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=UBE2D2
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Stt3b
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=STT3B
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=STT3B
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Ass1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ASS1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ASS1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Rnf145
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RNF145
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RNF145
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Ramp2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RAMP2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RAMP2
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Gm13151
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ZNF347
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ZNF347
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Pigp
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PIGP
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PIGP
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Akr1c6
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=AKR1C1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=AKR1C1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Gm266
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RAP2A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RAP2A
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=R3hcc1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=R3HCC1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=R3HCC1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Zfp964
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ZNF443
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ZNF443
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Ppt1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PPT1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PPT1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Mgat4b
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MGAT4B
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MGAT4B
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MGAT4B
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Arl8a
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ARL8A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ARL8A
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Psmd4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PSMD4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PSMD4
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Egfr
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EGFR
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EGFR
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Ahsa1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=AHSA1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=AHSA1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Cct6a
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CCT6A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CCT6A
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Nme1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NME2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NME2
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Glipr2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GLIPR2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GLIPR2
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Csnk1g2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CSNK1G2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CSNK1G2
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Nxf1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NXF1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NXF1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Serinc1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SERINC1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SERINC1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Prkaca
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PRKACA
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PRKACA
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=2410015M20Rik
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=C19orf70
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=C19orf70
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Naa10
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NAA10
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NAA10
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Tsen34
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TSEN34
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TSEN34
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Gpx3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GPX3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GPX3
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Zfp951
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ZKSCAN7
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ZKSCAN7
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Pon2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PON2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PON2
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Rnf187
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RNF187
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RNF187
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Cldn3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CLDN3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CLDN3
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Polr2k
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=POLR2K
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=POLR2K
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Phpt1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PHPT1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PHPT1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Comt
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=COMT
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=COMT
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Otud5
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=OTUD5
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=OTUD5
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Zfp788
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ZNF91
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ZNF91
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Ptges
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PTGES
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PTGES
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Ehd2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EHD2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EHD2
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Nsmce1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NSMCE1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NSMCE1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Txndc17
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TXNDC17
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TXNDC17
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Zfp472
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ZNF709
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Psmg2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PSMG2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PSMG2
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Rap1b
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RAP1B
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RAP1B
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Map2k1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MAP2K1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MAP2K1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Zfp879
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ZNF879
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ZNF879
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Tgfb1i1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TGFB1I1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TGFB1I1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Mtif2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MTIF2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MTIF2
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Gaa
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GAA
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GAA
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Pnpla2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PNPLA2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PNPLA2
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Amfr
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=AMFR
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=AMFR
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Ctdsp2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CTDSP2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CTDSP2
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Sec13
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SEC13
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SEC13
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Apoa1bp
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=APOA1BP
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=APOA1BP
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Aprt
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=APRT
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=APRT


3.6 Spalax galili Placental Gene Expression 3 SPECIES EXPRESSION

Table S10: Spalax galili Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

1191 Speg SPEG SPEG complex locus 55.55
1192 1110008P14Rik C9orf16 chromosome 9 open reading frame 16 55.51
1193 Grpel1 GRPEL1 GrpE-like 1, mitochondrial (E. coli) 55.40
1194 Rap1a RAP1A RAP1A, member of RAS oncogene family 55.35
1195 Pdzrn3 PDZRN3 PDZ domain containing ring finger 3 55.33
1196 Ccdc124 CCDC124 coiled-coil domain containing 124 55.29
1197 D8Ertd738e C19orf53 chromosome 19 open reading frame 53 55.20
1198 Osr2 OSR2 odd-skipped related transciption factor 2 55.19
1199 Paip2 PAIP2 poly(A) binding protein interacting protein 2 55.11
1200 Daxx DAXX death-domain associated protein 55.09
1201 Spon1 SPON1 spondin 1, extracellular matrix protein 55.07
1202 Surf4 (SURF4) surfeit 4 55.05
1203 Aamdc AAMDC adipogenesis associated, Mth938 domain containing 54.99
1204 Psma2 PSMA2 proteasome subunit alpha 2 54.98
1205 Ighv5-17 (IGHV3-48) immunoglobulin heavy variable 3-48 54.73
1206 Atp8b2 ATP8B2 ATPase, aminophospholipid transporter, class I, type 8B, member 2 54.63
1207 Mydgf MYDGF myeloid-derived growth factor 54.60
1208 Spcs1 SPCS1 signal peptidase complex subunit 1 54.52
1209 Alyref ALYREF Aly/REF export factor 54.50
1210 Nucks1 NUCKS1 nuclear casein kinase and cyclin-dependent kinase substrate 1 54.47
1211 Bgn BGN biglycan 54.44
1212 Cd151 CD151 CD151 molecule (Raph blood group) 54.43
1213 Rtn3 RTN3 reticulon 3 54.33
1214 Alkbh1 ALKBH1 alkB homolog 1, histone H2A dioxygenase 54.29
1215 Adamts2 ADAMTS2 ADAM metallopeptidase with thrombospondin type 1 motif 2 54.27
1216 Tcn2 TCN2 transcobalamin 2 54.25
1217 Ighv5-9-1 (IGHV3-21) immunoglobulin heavy variable 3-21 54.24
1218 Nhp2l1 NHP2L1 54.23
1219 Snrpb SNRPB small nuclear ribonucleoprotein polypeptides B and B1 54.22
1220 Mrpl54 MRPL54 mitochondrial ribosomal protein L54 54.11
1221 Id3 ID3 inhibitor of DNA binding 3, dominant negative helix-loop-helix protein 54.07
1222 Hspa9 HSPA9 heat shock protein family A (Hsp70) member 9 53.96
1223 Creg1 CREG1 cellular repressor of E1A-stimulated genes 1 53.95
1224 Igkv8-19 (IGKV4-1) immunoglobulin kappa variable 4-1 53.90
1225 Lum LUM lumican 53.77
1226 Qars QARS glutaminyl-tRNA synthetase 53.72
1227 Gng11 GNG11 guanine nucleotide binding protein (G protein), gamma 11 53.67
1228 Nat9 NAT9 N-acetyltransferase 9 (GCN5-related, putative) 53.62
1229 Dctn3 DCTN3 dynactin subunit 3 53.55
1230 Cltb CLTB clathrin, light chain B 53.52
1231 Ubxn6 UBXN6 UBX domain protein 6 53.50
1232 Fbl FBL fibrillarin 53.33
1233 Eif3d EIF3D eukaryotic translation initiation factor 3 subunit D 53.30
1234 Rad21 RAD21 RAD21 cohesin complex component 53.10
1235 Parl PARL presenilin associated, rhomboid-like 53.01
1236 Abhd4 ABHD4 abhydrolase domain containing 4 52.98
1237 Calu CALU calumenin 52.93
1238 Eppin EPPIN-WFDC6 EPPIN-WFDC6 readthrough 52.85
1239 Sec11a SEC11A SEC11 homolog A, signal peptidase complex subunit 52.85
1240 Tkt (TKT) transketolase 52.81
1241 Mrpl14 MRPL14 mitochondrial ribosomal protein L14 52.66
1242 1810055G02Rik C11orf24 chromosome 11 open reading frame 24 52.65
1243 Mcfd2 MCFD2 multiple coagulation factor deficiency 2 52.59
1244 Srf SRF serum response factor 52.56
1245 Psma1 PSMA1 proteasome subunit alpha 1 52.43
1246 Impdh2 IMPDH2 IMP (inosine 5’-monophosphate) dehydrogenase 2 52.42
1247 Anpep ANPEP alanyl (membrane) aminopeptidase 52.33
1248 Gm9774 (ADRM1) adhesion regulating molecule 1 52.31
1249 Map4 MAP4 microtubule associated protein 4 52.30
1250 Rab5b RAB5B RAB5B, member RAS oncogene family 52.28
1251 Fabp5 FABP5 fatty acid binding protein 5 (psoriasis-associated) 52.26
1252 Thap1 THAP1 THAP domain containing, apoptosis associated protein 1 52.23
1253 Hk1 HK1 hexokinase 1 52.18
1254 Chp1 CHP1 calcineurin-like EF-hand protein 1 52.09
1255 Ndufb6 NDUFB6 NADH:ubiquinone oxidoreductase subunit B6 52.06
1256 Rara RARA retinoic acid receptor, alpha 52.04
1257 Zfp963 (ZNF670) 52.02
1258 Psmc3 PSMC3 proteasome 26S subunit, ATPase 3 51.82
1259 Ifnar2 IFNAR2 interferon (alpha, beta and omega) receptor 2 51.81
1260 Cct2 CCT2 chaperonin containing TCP1, subunit 2 (beta) 51.76
1261 Triobp TRIOBP TRIO and F-actin binding protein 51.66
1262 Psmd3 PSMD3 proteasome 26S subunit, non-ATPase 3 51.53
1263 Tnni2 TNNI2 troponin I type 2 (skeletal, fast) 51.53
1264 Epcam EPCAM epithelial cell adhesion molecule 51.45
1265 Smarce1 SMARCE1 SWI/SNF related, matrix associated, actin dependent regulator of chromatin,

subfamily e, member 1
51.43

1266 Rbm8a RBM8A RNA binding motif protein 8A 51.37
1267 Zc3h11a ZC3H11A zinc finger CCCH-type containing 11A 51.35
1268 Dlgap4 DLGAP4 discs, large (Drosophila) homolog-associated protein 4 51.32
1269 Nap1l1 NAP1L1 nucleosome assembly protein 1-like 1 51.28
1270 Rnaset2a RNASET2 ribonuclease T2 51.27
1271 Tmem5 TMEM5 transmembrane protein 5 51.18
1272 Patz1 PATZ1 POZ (BTB) and AT hook containing zinc finger 1 51.14
1273 Psmd13 PSMD13 proteasome 26S subunit, non-ATPase 13 51.11
1274 Hspb8 HSPB8 heat shock protein family B (small) member 8 51.06
1275 Mien1 MIEN1 migration and invasion enhancer 1 51.05
1276 Slc39a7 SLC39A7 solute carrier family 39 (zinc transporter), member 7 51.03
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Table S10: Spalax galili Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

1277 Sectm1b 50.99
1278 Igkv3-5 (IGKV3-11) immunoglobulin kappa variable 3-11 50.92
1279 Rpp21 RPP21 ribonuclease P/MRP 21kDa subunit 50.84
1280 Ighv5-12 (IGHV3-23) immunoglobulin heavy variable 3-23 50.82
1281 Zfand5 ZFAND5 zinc finger, AN1-type domain 5 50.80
1282 Pelp1 PELP1 proline, glutamate and leucine rich protein 1 50.74
1283 Pnoc PNOC prepronociceptin 50.73
1284 Zfp81 (ZNF878) zinc finger protein 878 50.69
1285 2310022B05Rik C1orf198 chromosome 1 open reading frame 198 50.67
1286 Hsd11b1 HSD11B1 hydroxysteroid (11-beta) dehydrogenase 1 50.59
1287 Cnppd1 CNPPD1 cyclin Pas1/PHO80 domain containing 1 50.54
1288 B4galnt1 B4GALNT1 beta-1,4-N-acetyl-galactosaminyl transferase 1 50.54
1289 Cmc1 CMC1 C-x(9)-C motif containing 1 50.52
1290 Aldh1a1 ALDH1A1 aldehyde dehydrogenase 1 family member A1 50.47
1291 Ube2b UBE2B ubiquitin conjugating enzyme E2B 50.46
1292 Hadha HADHA hydroxyacyl-CoA dehydrogenase/3-ketoacyl-CoA thiolase/enoyl-CoA hy-

dratase (trifunctional protein), alpha subunit
50.43

1293 Cct8 CCT8 chaperonin containing TCP1, subunit 8 (theta) 50.37
1294 Bcl7c BCL7C B-cell CLL/lymphoma 7C 50.37
1295 Ndufv2 NDUFV2 NADH:ubiquinone oxidoreductase core subunit V2 50.36
1296 Pin4 PIN4 peptidylprolyl cis/trans isomerase, NIMA-interacting 4 50.30
1297 Capza2 CAPZA2 capping protein (actin filament) muscle Z-line, alpha 2 50.28
1298 Sfpq SFPQ splicing factor proline/glutamine-rich 50.23
1299 Pcnp PCNP PEST proteolytic signal containing nuclear protein 50.09
1300 Tagap TAGAP T-cell activation RhoGTPase activating protein 50.04
1301 Ccl3 (CCL3L1) 50.03
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3.7 Spalax carmeli Placental Gene Expression

Table S11: Spalax carmeli Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

1 Prl3d3 (PRL) prolactin 36336.40
2 32202.10
3 Prl2a1 22115.17
4 Pinlyp PINLYP phospholipase A2 inhibitor and LY6/PLAUR domain containing 21358.30
5 Hbb-bh1 (HBE1) hemoglobin subunit epsilon 1 9871.70
6 Prl7b1 (PRL) prolactin 8638.49
7 Prl3b1 (PRL) prolactin 8431.76
8 Rln1 RLN2 relaxin 2 7210.40
9 Hba-a1 (HBA2) hemoglobin subunit alpha 2 6307.32
10 Hbb-bs HBB hemoglobin subunit beta 6112.09
11 Ocrl OCRL oculocerebrorenal syndrome of Lowe 5641.30
12 Ctsm (CTSV) cathepsin V 5388.68
13 Prl4a1 (PRL) prolactin 5047.85
14 Ubc UBC ubiquitin C 4807.27
15 Ctsll3 (CTSL) cathepsin L 4685.60
16 Tmsb4x TMSB4Y thymosin beta 4, Y-linked 4659.98
17 mt-Nd5 MT-ND5 mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 5 4179.44
18 mt-Nd4 MT-ND4 mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 4 4093.53
19 BC051665 (CTSL) cathepsin L 3888.21
20 Tpm2 TPM2 tropomyosin 2 (beta) 3865.31
21 Eef1a1 EEF1A1 eukaryotic translation elongation factor 1 alpha 1 3040.73
22 Fth1 (FTH1) ferritin, heavy polypeptide 1 2697.85
23 Cst3 CST3 cystatin C 2599.34
24 Prl6a1 (PRL) prolactin 2382.00
25 Krt18 KRT18 keratin 18, type I 2053.70
26 Tmsb10 (TMSB10) thymosin beta 10 1920.49
27 Tpt1 TPT1 tumor protein, translationally-controlled 1 1917.33
28 Rps29 RPS29 ribosomal protein S29 1893.07
29 Uba52 (UBA52) ubiquitin A-52 residue ribosomal protein fusion product 1 1846.26
30 4732456N10Rik (KRT5) keratin 5, type II 1837.24
31 Rpl10 (RPL10) ribosomal protein L10 1804.52
32 Rps2 (RPS2) ribosomal protein S2 1783.84
33 H2-Q10 HLA-C major histocompatibility complex, class I, C 1695.98
34 Rpl13a (RPL13A) ribosomal protein L13a 1646.29
35 S100a11 S100A11 S100 calcium binding protein A11 1625.51
36 Ahnak AHNAK AHNAK nucleoprotein 1583.62
37 Rpl8 RPL8 ribosomal protein L8 1534.70
38 mt-Nd4l MT-ND4L mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 4L 1522.18
39 Actb ACTB actin, beta 1484.58
40 Rpl37a RPL37A ribosomal protein L37a 1484.02
41 Rplp1 RPLP1 ribosomal protein, large, P1 1444.94
42 Rps27 (RPS27) ribosomal protein S27 1311.20
43 Anxa2 ANXA2 annexin A2 1277.52
44 Cd9 CD9 CD9 molecule 1274.29
45 Rpl23a RPL23A ribosomal protein L23a 1242.87
46 Rps16 RPS16 ribosomal protein S16 1230.21
47 Psg22 (CEACAM1) carcinoembryonic antigen-related cell adhesion molecule 1 (biliary glycopro-

tein)
1213.14

48 Rps4x RPS4X ribosomal protein S4, X-linked 1206.60
49 Rpl32 RPL32 ribosomal protein L32 1179.28
50 Rps3a1 RPS3A ribosomal protein S3A 1174.67
51 Actc1 ACTC1 actin, alpha, cardiac muscle 1 1159.76
52 Rps18 RPS18 ribosomal protein S18 1149.57
53 Rpl34 RPL34 ribosomal protein L34 1144.37
54 Ppia (PPIA) peptidylprolyl isomerase A (cyclophilin A) 1132.84
55 Calu CALU calumenin 1123.67
56 Rpl27a RPL27A ribosomal protein L27a 1121.31
57 Rpl4 RPL4 ribosomal protein L4 1099.57
58 Rpl17 RPL17 ribosomal protein L17 1087.62
59 Ctsl CTSV cathepsin V 1082.87
60 Ubb (UBC) ubiquitin C 1070.50
61 Prl7c1 (PRL) prolactin 1049.99
62 Rpl38 RPL38 ribosomal protein L38 1038.61
63 Ctsa CTSA cathepsin A 1013.00
64 Gm2000 (RPL35) ribosomal protein L35 989.60
65 BC021614 GSTP1 glutathione S-transferase pi 1 987.88
66 Rps20 RPS20 ribosomal protein S20 986.79
67 Rplp0 RPLP0 ribosomal protein, large, P0 968.34
68 Rps10 (RPS10) ribosomal protein S10 963.07
69 Rpl18a RPL18A ribosomal protein L18a 962.78
70 Gm14226 (ERVW-1) endogenous retrovirus group W, member 1 948.90
71 Rpl36al RPL36A ribosomal protein L36a 912.46
72 Plet1 PLET1 placenta expressed transcript 1 908.84
73 Mt1 MT1E metallothionein 1E 901.76
74 Rps27a RPS27A ribosomal protein S27a 896.63
75 Mfge8 MFGE8 milk fat globule-EGF factor 8 protein 887.38
76 Rpl19 RPL19 ribosomal protein L19 882.92
77 Rps19 (RPS19) ribosomal protein S19 874.69
78 Calm1 CALM3 calmodulin 3 (phosphorylase kinase, delta) 871.24
79 Rpl39 RPL39 ribosomal protein L39 868.61
80 Rpl21 RPL21 ribosomal protein L21 857.76
81 Rps11 RPS11 ribosomal protein S11 857.24
82 Gstm5 GSTM3 glutathione S-transferase mu 3 (brain) 842.49
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Table S11: Spalax carmeli Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

83 B2m B2M beta-2-microglobulin 836.52
84 Gm27179 (ERVFRD-1) endogenous retrovirus group FRD, member 1 832.34
85 Rps24 RPS24 ribosomal protein S24 828.05
86 Rps7 RPS7 ribosomal protein S7 821.81
87 mt-Co1 MT-CO1 mitochondrially encoded cytochrome c oxidase I 793.50
88 Ifi27 IFI27 interferon, alpha-inducible protein 27 771.73
89 Rps9 RPS9 ribosomal protein S9 757.94
90 Apoa2 APOA2 apolipoprotein A-II 754.57
91 Rpl7a (RPL7A) ribosomal protein L7a 748.49
92 Rpl7 RPL7 ribosomal protein L7 747.00
93 Rps13 RPS13 ribosomal protein S13 745.83
94 Lgals9 LGALS9C lectin, galactoside-binding, soluble, 9C 729.13
95 Rps23 RPS23 ribosomal protein S23 707.80
96 Tubb4b TUBB4B tubulin, beta 4B class IVb 705.74
97 Rplp2 RPLP2 ribosomal protein, large, P2 704.70
98 H2-Q4 HLA-A major histocompatibility complex, class I, A 700.24
99 Rpl23 RPL23 ribosomal protein L23 690.38
100 Rps17 RPS17 ribosomal protein S17 682.43
101 Myl6 MYL6 myosin light chain 6 676.89
102 Rps26 RPS26 ribosomal protein S26 664.14
103 Flg (FLG) filaggrin 659.48
104 Rpl29 RPL29 ribosomal protein L29 658.76
105 Rps14 RPS14 ribosomal protein S14 658.26
106 Rps6 RPS6 ribosomal protein S6 653.06
107 Htra1 HTRA1 HtrA serine peptidase 1 638.04
108 Calr CALR calreticulin 635.10
109 Aoc1 AOC1 amine oxidase, copper containing 1 632.01
110 Gstp1 (GSTP1) glutathione S-transferase pi 1 628.31
111 Tuba1b TUBA1B tubulin, alpha 1b 623.21
112 Gm9843 (FAU) Finkel-Biskis-Reilly murine sarcoma virus (FBR-MuSV) ubiquitously ex-

pressed
617.98

113 Rpl6 RPL6 ribosomal protein L6 614.65
114 P4hb P4HB prolyl 4-hydroxylase, beta polypeptide 611.16
115 Acta1 ACTA1 actin, alpha 1, skeletal muscle 607.15
116 Rpsa RPSA ribosomal protein SA 604.29
117 Gm21897 601.37
118 Trh TRH thyrotropin-releasing hormone 580.29
119 Rps28 RPS28 ribosomal protein S28 580.11
120 Rps8 RPS8 ribosomal protein S8 573.94
121 Rpl12 RPL12 ribosomal protein L12 562.69
122 Rpl24 RPL24 ribosomal protein L24 560.05
123 Bsg BSG basigin (Ok blood group) 555.89
124 Hsp90ab1 HSP90AB1 heat shock protein 90kDa alpha family class B member 1 552.94
125 Lgals1 LGALS1 lectin, galactoside-binding, soluble, 1 544.94
126 Rps5 RPS5 ribosomal protein S5 539.90
127 Wfdc2 WFDC2 WAP four-disulfide core domain 2 538.43
128 Star STAR steroidogenic acute regulatory protein 533.36
129 Akr1b3 AKR1B1 aldo-keto reductase family 1, member B1 (aldose reductase) 520.74
130 Slc2a1 SLC2A1 solute carrier family 2 (facilitated glucose transporter), member 1 517.29
131 Rpl36 RPL36 ribosomal protein L36 513.05
132 Hsp90b1 HSP90B1 heat shock protein 90kDa beta family member 1 512.34
133 Gapdh GAPDH glyceraldehyde-3-phosphate dehydrogenase 511.01
134 Cdkn1c CDKN1C cyclin-dependent kinase inhibitor 1C (p57, Kip2) 509.17
135 Hspa8 HSPA8 heat shock protein family A (Hsp70) member 8 508.85
136 BC035947 (ERVW-1) endogenous retrovirus group W, member 1 496.15
137 Fn1 FN1 fibronectin 1 495.70
138 Pfn1 PFN1 profilin 1 494.60
139 Rpl31 RPL31 ribosomal protein L31 492.36
140 Rpl28 RPL28 ribosomal protein L28 490.49
141 Rps21 RPS21 ribosomal protein S21 488.51
142 Cd63 CD63 CD63 molecule 487.83
143 Gnb1 GNB1 guanine nucleotide binding protein (G protein), beta polypeptide 1 483.85
144 Itgb1 ITGB1 integrin beta 1 476.06
145 Rpl27 (RPL27) ribosomal protein L27 473.49
146 Rps15 RPS15 ribosomal protein S15 472.98
147 Tgm2 TGM2 transglutaminase 2 471.09
148 Ctsb CTSB cathepsin B 467.00
149 Rps3 RPS3 ribosomal protein S3 466.67
150 Gabarap GABARAP GABA(A) receptor-associated protein 462.97
151 Atp5e ATP5E ATP synthase, H+ transporting, mitochondrial F1 complex, epsilon subunit 458.66
152 Cfl1 CFL1 cofilin 1 (non-muscle) 451.51
153 Fabp5 FABP5 fatty acid binding protein 5 (psoriasis-associated) 451.31
154 Naca NACA nascent polypeptide-associated complex alpha subunit 450.86
155 Ifi30 IFI30 interferon, gamma-inducible protein 30 449.74
156 Ada ADA adenosine deaminase 447.88
157 Txn1 TXN thioredoxin 435.16
158 Rpl3 RPL3 ribosomal protein L3 434.55
159 S100a10 S100A10 S100 calcium binding protein A10 432.98
160 Tpm4 TPM4 tropomyosin 4 432.33
161 Krt19 KRT19 keratin 19, type I 432.15
162 Ly6f 430.94
163 Rpl9 (RPL9) ribosomal protein L9 428.86
164 Atp5b ATP5B ATP synthase, H+ transporting, mitochondrial F1 complex, beta polypeptide 427.50
165 Havcr1 HAVCR1 hepatitis A virus cellular receptor 1 426.75
166 Arpc2 ARPC2 actin related protein 2/3 complex subunit 2 422.94
167 Canx CANX calnexin 421.57
168 H3f3a (H3F3B) H3 histone, family 3B (H3.3B) 421.01
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Table S11: Spalax carmeli Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

169 Rps12 (RPS12) ribosomal protein S12 420.60
170 Myl9 MYL9 myosin light chain 9 414.94
171 mt-Atp6 MT-ATP6 mitochondrially encoded ATP synthase 6 414.20
172 Cox4i1 COX4I1 cytochrome c oxidase subunit IV isoform 1 408.94
173 Gjb2 GJB2 gap junction protein beta 2 406.96
174 Cox6c COX6C cytochrome c oxidase subunit VIc 406.33
175 Anxa1 ANXA1 annexin A1 404.90
176 Pdia3 PDIA3 protein disulfide isomerase family A member 3 403.32
177 Uqcrh UQCRH ubiquinol-cytochrome c reductase hinge protein 399.62
178 Gm11444 399.55
179 Rpl26 RPL26 ribosomal protein L26 399.45
180 Ppib PPIB peptidylprolyl isomerase B (cyclophilin B) 397.10
181 Ywhaz YWHAZ tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein,

zeta
396.79

182 Pabpc1 PABPC1 poly(A) binding protein, cytoplasmic 1 396.31
183 Eef2 EEF2 eukaryotic translation elongation factor 2 392.10
184 Ceacam10 (CEACAM1) carcinoembryonic antigen-related cell adhesion molecule 1 (biliary glycopro-

tein)
391.57

185 Fam129b FAM129B family with sequence similarity 129 member B 391.35
186 Mt2 MT2A metallothionein 2A 390.96
187 Igfbp3 IGFBP3 insulin like growth factor binding protein 3 388.98
188 Tmbim6 TMBIM6 transmembrane BAX inhibitor motif containing 6 388.36
189 Dynll1 DYNLL1 dynein, light chain, LC8-type 1 381.29
190 Eef1g EEF1G eukaryotic translation elongation factor 1 gamma 379.19
191 Atp5g2 (ATP5G2) ATP synthase, H+ transporting, mitochondrial Fo complex subunit C2 (sub-

unit 9)
375.63

192 Rpl35a RPL35A ribosomal protein L35a 369.74
193 Chchd2 CHCHD2 coiled-coil-helix-coiled-coil-helix domain containing 2 368.13
194 Eif1 EIF1 eukaryotic translation initiation factor 1 365.67
195 Aldoa ALDOA aldolase, fructose-bisphosphate A 359.57
196 Cyp17a1 CYP17A1 cytochrome P450 family 17 subfamily A member 1 355.72
197 Atp5l (ATP5L) ATP synthase, H+ transporting, mitochondrial Fo complex subunit G 353.25
198 Tagln2 TAGLN2 transgelin 2 352.03
199 Gnas GNAS GNAS complex locus 351.10
200 Mxd3 MXD3 MAX dimerization protein 3 349.25
201 Jup (JUP) junction plakoglobin 347.17
202 Tubb3 TUBB3 345.74
203 Hint1 HINT1 histidine triad nucleotide binding protein 1 345.03
204 Gm11032 344.20
205 Eif5a EIF5A eukaryotic translation initiation factor 5A 344.14
206 Ctsd CTSD cathepsin D 343.60
207 Fance FANCE Fanconi anemia complementation group E 339.13
208 Slc25a3 SLC25A3 solute carrier family 25 (mitochondrial carrier; phosphate carrier), member 3 334.98
209 Ctgf CTGF connective tissue growth factor 328.50
210 Cox6a1 COX6A1 cytochrome c oxidase subunit VIa polypeptide 1 328.03
211 Tinagl1 TINAGL1 tubulointerstitial nephritis antigen-like 1 325.71
212 Cnn3 CNN3 calponin 3, acidic 325.06
213 App APP amyloid beta (A4) precursor protein 322.48
214 Csrp1 CSRP1 cysteine and glycine rich protein 1 317.69
215 Nid2 NID2 nidogen 2 314.39
216 Sorcs1 SORCS1 sortilin-related VPS10 domain containing receptor 1 311.54
217 Actn1 ACTN1 actinin, alpha 1 309.63
218 Rpl14 RPL14 ribosomal protein L14 309.07
219 Abca7 ABCA7 ATP binding cassette subfamily A member 7 308.32
220 Dstn DSTN destrin (actin depolymerizing factor) 305.37
221 Hspb1 HSPB1 heat shock protein family B (small) member 1 303.90
222 Atpif1 ATPIF1 ATPase inhibitory factor 1 303.87
223 Arf1 ARF1 ADP ribosylation factor 1 297.09
224 Serpinb9 (SERPINB9) serpin peptidase inhibitor, clade B (ovalbumin), member 9 292.42
225 Itm2b ITM2B integral membrane protein 2B 289.00
226 Usmg5 USMG5 up-regulated during skeletal muscle growth 5 homolog (mouse) 288.90
227 Cited1 CITED1 Cbp/p300-interacting transactivator, with Glu/Asp rich carboxy-terminal do-

main, 1
287.61

228 Cox7c COX7C cytochrome c oxidase subunit VIIc 287.21
229 Rpl13 RPL13 ribosomal protein L13 287.08
230 Rpl5 RPL5 ribosomal protein L5 286.49
231 Mcfd2 MCFD2 multiple coagulation factor deficiency 2 284.96
232 Fgfbp1 FGFBP1 fibroblast growth factor binding protein 1 284.75
233 Oaz1 OAZ1 ornithine decarboxylase antizyme 1 283.83
234 Ociad2 OCIAD2 OCIA domain containing 2 282.35
235 Perp PERP PERP, TP53 apoptosis effector 281.17
236 Plin2 PLIN2 perilipin 2 281.02
237 Dusp9 DUSP9 dual specificity phosphatase 9 279.74
238 Itga5 ITGA5 integrin alpha 5 278.68
239 S100g S100G S100 calcium binding protein G 278.44
240 Arpc3 ARPC3 actin related protein 2/3 complex subunit 3 276.46
241 Mgst3 MGST3 microsomal glutathione S-transferase 3 275.60
242 Tpm1 TPM1 tropomyosin 1 (alpha) 272.26
243 Pdia4 PDIA4 protein disulfide isomerase family A member 4 271.91
244 Gnai2 (GNAI2) guanine nucleotide binding protein (G protein), alpha inhibiting activity

polypeptide 2
268.68

245 Prdx5 PRDX5 peroxiredoxin 5 268.27
246 Psap PSAP prosaposin 265.15
247 Tubb2a TUBB2A tubulin, beta 2A class IIa 264.98
248 Cyb5r3 CYB5R3 cytochrome b5 reductase 3 264.71
249 Prdx1 PRDX1 peroxiredoxin 1 264.67
250 Eef1b2 EEF1B2 eukaryotic translation elongation factor 1 beta 2 260.23

106

http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Rps12
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS12
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS12
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Myl9
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MYL9
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MYL9
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=mt-Atp6
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MT-ATP6
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MT-ATP6
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Cox4i1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=COX4I1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=COX4I1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Gjb2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GJB2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GJB2
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Cox6c
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=COX6C
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=COX6C
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Anxa1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ANXA1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ANXA1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Pdia3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PDIA3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PDIA3
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Uqcrh
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=UQCRH
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=UQCRH
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Gm11444
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Rpl26
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL26
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL26
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Ppib
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PPIB
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PPIB
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Ywhaz
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=YWHAZ
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=YWHAZ
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=YWHAZ
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Pabpc1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PABPC1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PABPC1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Eef2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EEF2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EEF2
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Ceacam10
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CEACAM1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CEACAM1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CEACAM1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Fam129b
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FAM129B
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FAM129B
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Mt2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MT2A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MT2A
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Igfbp3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=IGFBP3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=IGFBP3
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Tmbim6
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TMBIM6
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TMBIM6
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Dynll1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=DYNLL1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=DYNLL1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Eef1g
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EEF1G
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EEF1G
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Atp5g2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ATP5G2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ATP5G2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ATP5G2
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Rpl35a
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL35A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL35A
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Chchd2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CHCHD2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CHCHD2
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Eif1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EIF1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EIF1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Aldoa
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ALDOA
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ALDOA
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Cyp17a1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CYP17A1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CYP17A1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Atp5l
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ATP5L
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ATP5L
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Tagln2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TAGLN2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TAGLN2
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Gnas
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GNAS
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GNAS
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Mxd3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MXD3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MXD3
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Jup
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=JUP
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=JUP
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Tubb3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TUBB3
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Hint1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HINT1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HINT1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Gm11032
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Eif5a
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EIF5A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EIF5A
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Ctsd
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CTSD
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CTSD
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Fance
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FANCE
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FANCE
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Slc25a3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SLC25A3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SLC25A3
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Ctgf
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CTGF
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CTGF
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Cox6a1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=COX6A1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=COX6A1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Tinagl1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TINAGL1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TINAGL1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Cnn3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CNN3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CNN3
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=App
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=APP
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=APP
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Csrp1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CSRP1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CSRP1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Nid2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NID2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NID2
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Sorcs1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SORCS1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SORCS1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Actn1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ACTN1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ACTN1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Rpl14
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL14
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL14
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Abca7
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ABCA7
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ABCA7
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Dstn
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=DSTN
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=DSTN
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Hspb1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HSPB1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HSPB1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Atpif1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ATPIF1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ATPIF1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Arf1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ARF1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ARF1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Serpinb9
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SERPINB9
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SERPINB9
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Itm2b
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ITM2B
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ITM2B
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Usmg5
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=USMG5
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=USMG5
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Cited1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CITED1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CITED1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CITED1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Cox7c
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=COX7C
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=COX7C
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Rpl13
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL13
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL13
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Rpl5
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL5
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL5
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Mcfd2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MCFD2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MCFD2
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Fgfbp1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FGFBP1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FGFBP1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Oaz1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=OAZ1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=OAZ1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Ociad2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=OCIAD2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=OCIAD2
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Perp
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PERP
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PERP
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Plin2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PLIN2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PLIN2
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Dusp9
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=DUSP9
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=DUSP9
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Itga5
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ITGA5
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ITGA5
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=S100g
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=S100G
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=S100G
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Arpc3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ARPC3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ARPC3
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Mgst3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MGST3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MGST3
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Tpm1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TPM1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TPM1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Pdia4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PDIA4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PDIA4
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Gnai2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GNAI2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GNAI2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GNAI2
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Prdx5
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PRDX5
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PRDX5
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Psap
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PSAP
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PSAP
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Tubb2a
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TUBB2A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TUBB2A
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Cyb5r3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CYB5R3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CYB5R3
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Prdx1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PRDX1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PRDX1
http://www.ensembl.org/Mus_musculus/Gene/Summary?g=Eef1b2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EEF1B2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EEF1B2


3.7 Spalax carmeli Placental Gene Expression 3 SPECIES EXPRESSION

Table S11: Spalax carmeli Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

251 Atp5a1 ATP5A1 ATP synthase, H+ transporting, mitochondrial F1 complex, alpha subunit 1,
cardiac muscle

259.19

252 Rpl10a RPL10A ribosomal protein L10a 258.35
253 Gja1 GJA1 gap junction protein alpha 1 257.13
254 Taldo1 TALDO1 transaldolase 1 256.08
255 Ldha LDHA lactate dehydrogenase A 256.03
256 Slc2a3 (SLC2A3) solute carrier family 2 (facilitated glucose transporter), member 3 255.60
257 Rhoa (RHOA) ras homolog family member A 255.43
258 Cotl1 COTL1 coactosin-like F-actin binding protein 1 253.72
259 Uqcr10 UQCR10 ubiquinol-cytochrome c reductase, complex III subunit X 249.31
260 Rpl22 RPL22 ribosomal protein L22 249.21
261 Slc25a5 SLC25A5 solute carrier family 25 (mitochondrial carrier; adenine nucleotide transloca-

tor), member 5
248.64

262 Myl2 MYL2 myosin light chain 2 248.29
263 Cyp11a1 CYP11A1 cytochrome P450 family 11 subfamily A member 1 248.19
264 Btf3 BTF3 basic transcription factor 3 246.36
265 Tubb5 TUBB tubulin, beta class I 243.13
266 Npm1 NPM1 nucleophosmin (nucleolar phosphoprotein B23, numatrin) 243.08
267 Rras2 RRAS2 related RAS viral (r-ras) oncogene homolog 2 240.64
268 Lamp1 LAMP1 lysosomal-associated membrane protein 1 240.61
269 Eno1 ENO1 enolase 1, (alpha) 240.07
270 Zfp277 ZNF277 zinc finger protein 277 240.06
271 Prl8a6 (PRL) prolactin 239.74
272 Rgcc RGCC regulator of cell cycle 239.34
273 Ndufa4 NDUFA4 NDUFA4, mitochondrial complex associated 237.61
274 Cebpb CEBPB CCAAT/enhancer binding protein (C/EBP), beta 237.51
275 Hmgb1 HMGB1 high mobility group box 1 237.15
276 Gnb2l1 GNB2L1 guanine nucleotide binding protein (G protein), beta polypeptide 2-like 1 234.59
277 Sparc SPARC secreted protein, acidic, cysteine-rich (osteonectin) 232.46
278 Hspe1 HSPE1 heat shock protein family E (Hsp10) member 1 232.35
279 Mif MIF macrophage migration inhibitory factor (glycosylation-inhibiting factor) 232.09
280 Btg1 BTG1 B-cell translocation gene 1, anti-proliferative 231.79
281 Anxa4 ANXA4 annexin A4 230.88
282 Cox6b1 COX6B1 cytochrome c oxidase subunit VIb polypeptide 1 (ubiquitous) 230.33
283 Crip1 (CRIP1) 228.23
284 Creg1 CREG1 cellular repressor of E1A-stimulated genes 1 227.91
285 Tpi1 TPI1 triosephosphate isomerase 1 227.55
286 Morf4l2 MORF4L2 mortality factor 4 like 2 227.55
287 Atp5o ATP5O ATP synthase, H+ transporting, mitochondrial F1 complex, O subunit 227.54
288 Gng5 GNG5 guanine nucleotide binding protein (G protein), gamma 5 226.34
289 Serpinb6a SERPINB6 serpin peptidase inhibitor, clade B (ovalbumin), member 6 225.54
290 Cldn15 CLDN15 claudin 15 224.91
291 Rras RRAS related RAS viral (r-ras) oncogene homolog 224.51
292 Map1lc3b MAP1LC3B2 microtubule associated protein 1 light chain 3 beta 2 224.43
293 Rpl30 RPL30 ribosomal protein L30 222.09
294 Lpp LPP LIM domain containing preferred translocation partner in lipoma 222.06
295 Dip2b DIP2B disco interacting protein 2 homolog B 221.60
296 Serpina5 SERPINA5 serpin peptidase inhibitor, clade A (alpha-1 antiproteinase, antitrypsin), mem-

ber 5
219.44

297 Prl5a1 (PRL) prolactin 219.16
298 S100a6 S100A6 S100 calcium binding protein A6 218.68
299 Cstb CSTB cystatin B (stefin B) 216.31
300 Sumo2 SUMO2 small ubiquitin-like modifier 2 215.47
301 Gm13051 (ZNF761) zinc finger protein 761 215.18
302 Capns1 CAPNS1 calpain, small subunit 1 214.95
303 Myh9 MYH9 myosin, heavy chain 9, non-muscle 214.57
304 Lgr4 LGR4 leucine-rich repeat containing G protein-coupled receptor 4 213.09
305 Eif4g2 EIF4G2 eukaryotic translation initiation factor 4 gamma, 2 212.81
306 Tecr TECR trans-2,3-enoyl-CoA reductase 210.28
307 Timp3 TIMP3 TIMP metallopeptidase inhibitor 3 209.70
308 Tceb2 TCEB2 transcription elongation factor B (SIII), polypeptide 2 (18kDa, elongin B) 209.34
309 AC132444.6 206.92
310 Mrfap1 MRFAP1 Morf4 family associated protein 1 206.00
311 Rpl15 RPL15 ribosomal protein L15 205.14
312 Arf4 ARF4 ADP ribosylation factor 4 203.69
313 Ppp1cb PPP1CB protein phosphatase 1, catalytic subunit, beta isozyme 202.98
314 Kdelr1 KDELR1 KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein retention receptor

1
202.51

315 Hbb-y HBE1 hemoglobin subunit epsilon 1 201.32
316 Atp6v1g1 ATP6V1G1 ATPase, H+ transporting, lysosomal 13kDa, V1 subunit G1 200.07
317 Zfp94 ZNF45 zinc finger protein 45 200.04
318 Arf5 ARF5 ADP ribosylation factor 5 198.81
319 Serpine1 SERPINE1 serpin peptidase inhibitor, clade E (nexin, plasminogen activator inhibitor type

1), member 1
198.07

320 Pcbp1 PCBP1 poly(rC) binding protein 1 196.75
321 Eif3f EIF3F eukaryotic translation initiation factor 3 subunit F 196.54
322 Col4a1 COL4A1 collagen, type IV, alpha 1 196.33
323 Gnb2 GNB2 guanine nucleotide binding protein (G protein), beta polypeptide 2 196.06
324 Cox5b (COX5B) cytochrome c oxidase subunit Vb 195.88
325 Laptm4a LAPTM4A lysosomal protein transmembrane 4 alpha 193.93
326 Hsd17b13 HSD17B13 hydroxysteroid (17-beta) dehydrogenase 13 191.09
327 Rpl11 RPL11 ribosomal protein L11 191.09
328 Sod1 SOD1 superoxide dismutase 1, soluble 190.81
329 Dnaja1 DNAJA1 DnaJ heat shock protein family (Hsp40) member A1 190.74
330 Por (POR) P450 (cytochrome) oxidoreductase 190.13
331 Dad1 DAD1 defender against cell death 1 189.10
332 Phlda2 PHLDA2 pleckstrin homology-like domain, family A, member 2 188.80
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Table S11: Spalax carmeli Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

333 Rab7 RAB7A RAB7A, member RAS oncogene family 188.55
334 Ly6e LY6E lymphocyte antigen 6 complex, locus E 187.52
335 Atf3 ATF3 activating transcription factor 3 186.23
336 Ndufb4 NDUFB4 NADH:ubiquinone oxidoreductase subunit B4 184.96
337 Manf (MANF) mesencephalic astrocyte-derived neurotrophic factor 184.76
338 Hnrnpk HNRNPK heterogeneous nuclear ribonucleoprotein K 183.03
339 Isg15 ISG15 ISG15 ubiquitin-like modifier 181.82
340 Vdac1 VDAC1 voltage-dependent anion channel 1 181.58
341 Pecam1 PECAM1 platelet/endothelial cell adhesion molecule 1 180.65
342 Atp5h ATP5H ATP synthase, H+ transporting, mitochondrial Fo complex subunit D 179.32
343 Rpl22l1 RPL22L1 ribosomal protein L22 like 1 178.46
344 Cd59b CD59 CD59 molecule, complement regulatory protein 177.33
345 Gpi1 GPI glucose-6-phosphate isomerase 175.88
346 Atp1a1 ATP1A1 ATPase, Na+/K+ transporting, alpha 1 polypeptide 175.88
347 Txndc5 TXNDC5 thioredoxin domain containing 5 (endoplasmic reticulum) 175.41
348 Impdh2 IMPDH2 IMP (inosine 5’-monophosphate) dehydrogenase 2 175.08
349 2010107E04Rik C14orf2 chromosome 14 open reading frame 2 174.64
350 Ubl5 (UBL5) ubiquitin like 5 174.18
351 Lgmn LGMN legumain 172.99
352 Cox7a2 COX7A2 cytochrome c oxidase subunit VIIa polypeptide 2 (liver) 172.63
353 Sptssa SPTSSA serine palmitoyltransferase small subunit A 172.48
354 Ndufs6 NDUFS6 NADH:ubiquinone oxidoreductase subunit S6 172.20
355 Cited2 CITED2 Cbp/p300-interacting transactivator, with Glu/Asp rich carboxy-terminal do-

main, 2
171.95

356 Sh3bgrl3 SH3BGRL3 SH3 domain binding glutamate-rich protein like 3 171.15
357 Arg1 ARG1 arginase 1 170.94
358 Hnrnpc HNRNPC heterogeneous nuclear ribonucleoprotein C (C1/C2) 170.79
359 Tmed2 TMED2 transmembrane p24 trafficking protein 2 170.78
360 Lamc1 LAMC1 laminin subunit gamma 1 170.69
361 Syna ERVFRD-1 endogenous retrovirus group FRD, member 1 170.39
362 Ssr2 SSR2 signal sequence receptor, beta (translocon-associated protein beta) 170.00
363 Actr3 ACTR3 ARP3 actin-related protein 3 homolog (yeast) 169.76
364 Ran RAN RAN, member RAS oncogene family 169.67
365 Ecm1 ECM1 extracellular matrix protein 1 169.52
366 Cox5a COX5A cytochrome c oxidase subunit Va 169.50
367 Ybx3 YBX3 Y-box binding protein 3 169.42
368 Chmp4b CHMP4B charged multivesicular body protein 4B 169.04
369 Ceacam1 CEACAM1 carcinoembryonic antigen-related cell adhesion molecule 1 (biliary glycopro-

tein)
167.90

370 Ndufb2 NDUFB2 NADH:ubiquinone oxidoreductase subunit B2 166.51
371 Anxa5 ANXA5 annexin A5 166.07
372 Rps15a RPS15A ribosomal protein S15a 165.69
373 Gpx4 GPX4 glutathione peroxidase 4 164.20
374 Cyb5a CYB5A cytochrome b5 type A (microsomal) 163.76
375 Slirp SLIRP SRA stem-loop interacting RNA binding protein 163.69
376 Gabarapl2 GABARAPL2 GABA(A) receptor-associated protein like 2 163.15
377 Atp5f1 ATP5F1 ATP synthase, H+ transporting, mitochondrial Fo complex subunit B1 163.09
378 Bst2 BST2 bone marrow stromal cell antigen 2 162.46
379 Fkbp4 FKBP4 FK506 binding protein 4 162.03
380 Csrp2 CSRP2 cysteine and glycine rich protein 2 161.04
381 Atp5g3 ATP5G3 ATP synthase, H+ transporting, mitochondrial Fo complex subunit C3 (sub-

unit 9)
161.00

382 Atox1 ATOX1 antioxidant 1 copper chaperone 160.43
383 Zfp273 ZNF90 zinc finger protein 90 159.70
384 Zfp703 ZNF703 zinc finger protein 703 158.03
385 Arhgdia ARHGDIA Rho GDP dissociation inhibitor (GDI) alpha 157.88
386 Ddb1 DDB1 damage-specific DNA binding protein 1 157.81
387 Tomm7 TOMM7 translocase of outer mitochondrial membrane 7 homolog (yeast) 157.45
388 Fis1 FIS1 fission, mitochondrial 1 157.26
389 Car2 CA2 carbonic anhydrase II 156.81
390 Eif3k EIF3K eukaryotic translation initiation factor 3 subunit K 156.73
391 Mdh2 (MDH2) malate dehydrogenase 2 154.14
392 Sphk2 SPHK2 sphingosine kinase 2 153.99
393 Atp5c1 ATP5C1 ATP synthase, H+ transporting, mitochondrial F1 complex, gamma polypep-

tide 1
153.19

394 Pebp1 (PEBP1) phosphatidylethanolamine binding protein 1 152.98
395 Prkcsh PRKCSH protein kinase C substrate 80K-H 152.51
396 Asph ASPH aspartate beta-hydroxylase 152.22
397 Ppp1r14b PPP1R14B protein phosphatase 1 regulatory inhibitor subunit 14B 151.74
398 Ndufa3 NDUFA3 NADH:ubiquinone oxidoreductase subunit A3 150.87
399 Cap1 CAP1 CAP, adenylate cyclase-associated protein 1 (yeast) 149.82
400 Chmp2a CHMP2A charged multivesicular body protein 2A 149.40
401 Vapa VAPA VAMP associated protein A 149.26
402 Rpl37 RPL37 ribosomal protein L37 148.57
403 Gm21833 148.41
404 Pgrmc1 PGRMC1 progesterone receptor membrane component 1 148.21
405 Ybx1 YBX1 Y-box binding protein 1 148.06
406 Acta2 ACTA2 actin, alpha 2, smooth muscle, aorta 147.82
407 Ephx1 EPHX1 epoxide hydrolase 1, microsomal (xenobiotic) 147.24
408 Tmem14c (TMEM14C) transmembrane protein 14C 146.89
409 Gm28062 (HNRNPU) heterogeneous nuclear ribonucleoprotein U (scaffold attachment factor A) 146.29
410 Ehd1 EHD1 EH domain containing 1 146.12
411 Ostf1 OSTF1 osteoclast stimulating factor 1 145.88
412 Pparg PPARG peroxisome proliferator-activated receptor gamma 145.76
413 Psmd8 PSMD8 proteasome 26S subunit, non-ATPase 8 145.15
414 Ctnna1 CTNNA1 catenin alpha 1 144.72
415 Slc3a2 SLC3A2 solute carrier family 3 (amino acid transporter heavy chain), member 2 144.69
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Table S11: Spalax carmeli Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

416 Myh10 MYH10 myosin, heavy chain 10, non-muscle 144.54
417 Morf4l1 MORF4L1 mortality factor 4 like 1 143.59
418 Hspd1 HSPD1 heat shock protein family D (Hsp60) member 1 142.75
419 Grpel1 GRPEL1 GrpE-like 1, mitochondrial (E. coli) 142.58
420 Snrpd2 SNRPD2 small nuclear ribonucleoprotein D2 polypeptide 142.22
421 Clta CLTA clathrin, light chain A 141.81
422 Sh3bgrl SH3BGRL SH3 domain binding glutamate-rich protein like 140.61
423 Mlf2 MLF2 myeloid leukemia factor 2 140.50
424 Kdelr2 KDELR2 KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein retention receptor

2
140.40

425 Snrpg SNRPG small nuclear ribonucleoprotein polypeptide G 139.85
426 Psmb4 PSMB4 proteasome subunit beta 4 139.78
427 Idi1 IDI1 isopentenyl-diphosphate delta isomerase 1 139.59
428 Igfbp5 IGFBP5 insulin like growth factor binding protein 5 139.07
429 Atp6v1f ATP6V1F ATPase, H+ transporting, lysosomal 14kDa, V1 subunit F 138.72
430 Idh2 IDH2 isocitrate dehydrogenase 2 (NADP+), mitochondrial 138.29
431 Cox8a COX8A cytochrome c oxidase subunit VIIIA (ubiquitous) 138.27
432 Casp8 CASP8 caspase 8 138.19
433 Eng ENG endoglin 138.14
434 Snrnp70 SNRNP70 small nuclear ribonucleoprotein, U1 70kDa subunit 137.44
435 Capg CAPG capping protein (actin filament), gelsolin-like 137.36
436 Qsox1 QSOX1 quiescin sulfhydryl oxidase 1 137.13
437 Nedd4 NEDD4 neural precursor cell expressed, developmentally down-regulated 4, E3 ubiq-

uitin protein ligase
137.05

438 Bcap31 BCAP31 B-cell receptor-associated protein 31 136.48
439 Eif3c EIF3C eukaryotic translation initiation factor 3 subunit C 135.80
440 Itm2c ITM2C integral membrane protein 2C 135.65
441 G430049J08Rik 135.54
442 Arl6ip5 ARL6IP5 ADP ribosylation factor like GTPase 6 interacting protein 5 134.83
443 Nucb1 NUCB1 nucleobindin 1 134.52
444 Atp6v1e1 ATP6V1E1 ATPase, H+ transporting, lysosomal 31kDa, V1 subunit E1 134.39
445 Tmsb15l (TMSB15A) thymosin beta 15a 133.93
446 Zfp40 (ZNF850) zinc finger protein 850 133.91
447 Dhcr24 DHCR24 24-dehydrocholesterol reductase 133.67
448 Sdcbp SDCBP syndecan binding protein 133.35
449 Defb1 DEFB1 defensin beta 1 133.31
450 Hsbp1 HSBP1 heat shock factor binding protein 1 131.40
451 Cst6 CST6 cystatin E/M 131.19
452 Hnrnph2 HNRNPH2 heterogeneous nuclear ribonucleoprotein H2 (H’) 131.09
453 Fam104a FAM104A family with sequence similarity 104 member A 131.02
454 Psma7 PSMA7 proteasome subunit alpha 7 130.53
455 Aldh1a1 ALDH1A1 aldehyde dehydrogenase 1 family member A1 130.39
456 Ap2m1 AP2M1 adaptor-related protein complex 2, mu 1 subunit 130.17
457 Rhoc RHOC ras homolog family member C 129.90
458 Mgst2 MGST2 microsomal glutathione S-transferase 2 129.68
459 Fermt2 FERMT2 fermitin family member 2 129.58
460 Msn MSN moesin 129.55
461 Glrx3 GLRX3 glutaredoxin 3 129.12
462 Rcan1 RCAN1 regulator of calcineurin 1 128.94
463 Ndufab1 NDUFAB1 NADH:ubiquinone oxidoreductase subunit AB1 128.35
464 Acadl ACADL acyl-CoA dehydrogenase, long chain 126.96
465 Hnrnpl HNRNPL heterogeneous nuclear ribonucleoprotein L 126.92
466 Itm2a ITM2A integral membrane protein 2A 126.66
467 Ndfip1 NDFIP1 Nedd4 family interacting protein 1 126.33
468 Suclg1 SUCLG1 succinate-CoA ligase, alpha subunit 126.21
469 Serinc1 SERINC1 serine incorporator 1 125.65
470 Atp6v0c ATP6V0C ATPase, H+ transporting, lysosomal 16kDa, V0 subunit c 125.64
471 Ndufv2 NDUFV2 NADH:ubiquinone oxidoreductase core subunit V2 124.65
472 Eif3a EIF3A eukaryotic translation initiation factor 3 subunit A 124.57
473 Jun JUN jun proto-oncogene 124.11
474 Prnp PRNP prion protein 123.99
475 Hnrnph1 HNRNPH1 heterogeneous nuclear ribonucleoprotein H1 (H) 123.74
476 Pgk1 PGK1 phosphoglycerate kinase 1 123.61
477 Atp5j2 ATP5J2 ATP synthase, H+ transporting, mitochondrial Fo complex subunit F2 123.31
478 Kxd1 KXD1 KxDL motif containing 1 123.26
479 Psmb1 PSMB1 proteasome subunit beta 1 122.80
480 Rraga RRAGA Ras-related GTP binding A 122.70
481 Clic1 CLIC1 chloride intracellular channel 1 122.54
482 Sfr1 SFR1 SWI5-dependent homologous recombination repair protein 1 122.29
483 Serinc3 SERINC3 serine incorporator 3 121.87
484 Ndufa11 NDUFA11 NADH:ubiquinone oxidoreductase subunit A11 121.19
485 Tram1 TRAM1 translocation associated membrane protein 1 121.15
486 Hmgn2 (HMGN2) high mobility group nucleosomal binding domain 2 120.60
487 Scd1 (SCD) stearoyl-CoA desaturase (delta-9-desaturase) 119.48
488 Lamb1 LAMB1 laminin subunit beta 1 119.36
489 Fkbp2 FKBP2 FK506 binding protein 2 119.33
490 Ldoc1 LDOC1 leucine zipper, down-regulated in cancer 1 118.89
491 Foxo4 FOXO4 forkhead box O4 118.56
492 Fkbp1a FKBP1A FK506 binding protein 1A 118.44
493 Tmed10 TMED10 transmembrane p24 trafficking protein 10 118.39
494 H1f0 H1F0 H1 histone family member 0 117.64
495 Tnfrsf22 117.15
496 Skp1a SKP1 S-phase kinase-associated protein 1 117.03
497 Atp6v0d1 ATP6V0D1 ATPase, H+ transporting, lysosomal 38kDa, V0 subunit d1 116.64
498 Crip2 CRIP2 cysteine-rich protein 2 116.37
499 Ndufb9 NDUFB9 NADH:ubiquinone oxidoreductase subunit B9 116.02
500 Tsc22d1 TSC22D1 TSC22 domain family member 1 115.84
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Table S11: Spalax carmeli Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

501 Rpn2 RPN2 ribophorin II 115.60
502 Copz1 COPZ1 coatomer protein complex subunit zeta 1 115.25
503 Lama5 LAMA5 laminin subunit alpha 5 114.92
504 Eif3h EIF3H eukaryotic translation initiation factor 3 subunit H 114.79
505 Dbi DBI diazepam binding inhibitor (GABA receptor modulator, acyl-CoA binding

protein)
114.61

506 Atp6ap1 ATP6AP1 ATPase, H+ transporting, lysosomal accessory protein 1 114.49
507 Atf4 ATF4 activating transcription factor 4 114.39
508 Scpep1 SCPEP1 serine carboxypeptidase 1 113.82
509 Capzb CAPZB capping protein (actin filament) muscle Z-line, beta 113.78
510 Ptgis PTGIS prostaglandin I2 (prostacyclin) synthase 113.28
511 Cox7a2l COX7A2L cytochrome c oxidase subunit VIIa polypeptide 2 like 113.26
512 Ngfrap1 NGFRAP1 nerve growth factor receptor (TNFRSF16) associated protein 1 113.22
513 Pet100 PET100 PET100 homolog 113.14
514 Tmem59 TMEM59 transmembrane protein 59 113.03
515 Sdhc SDHC succinate dehydrogenase complex subunit C 113.01
516 Rtn4 RTN4 reticulon 4 112.95
517 Tmem258 TMEM258 transmembrane protein 258 112.89
518 Fdx1 FDX1 ferredoxin 1 112.53
519 Vasp VASP vasodilator-stimulated phosphoprotein 112.44
520 Cd81 CD81 CD81 molecule 112.34
521 Net1 NET1 neuroepithelial cell transforming 1 112.25
522 Lamtor1 LAMTOR1 late endosomal/lysosomal adaptor, MAPK and MTOR activator 1 111.94
523 Ube2r2 UBE2R2 ubiquitin conjugating enzyme E2R 2 111.86
524 Wdr1 WDR1 WD repeat domain 1 111.66
525 Gm8113 111.44
526 Psma6 PSMA6 proteasome subunit alpha 6 111.19
527 Uqcrb UQCRB ubiquinol-cytochrome c reductase binding protein 110.87
528 Snrpe SNRPE small nuclear ribonucleoprotein polypeptide E 110.69
529 Ceacam9 (CEACAM21) carcinoembryonic antigen-related cell adhesion molecule 21 110.49
530 Serpina12 SERPINA12 serpin peptidase inhibitor, clade A (alpha-1 antiproteinase, antitrypsin), mem-

ber 12
110.17

531 Gm4745 (TPRX1) tetra-peptide repeat homeobox 1 109.86
532 Chmp5 CHMP5 charged multivesicular body protein 5 109.86
533 Cope COPE coatomer protein complex subunit epsilon 109.68
534 Ywhaq YWHAQ tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein,

theta
109.37

535 Ralb RALB v-ral simian leukemia viral oncogene homolog B 108.96
536 Alas1 ALAS1 5’-aminolevulinate synthase 1 108.69
537 H2afz H2AFZ H2A histone family member Z 108.47
538 Sept2 SEPT2 septin 2 108.47
539 Glrx GLRX glutaredoxin 108.39
540 Snx3 SNX3 sorting nexin 3 108.34
541 Efhd2 EFHD2 EF-hand domain family member D2 108.12
542 Dynll2 DYNLL2 dynein, light chain, LC8-type 2 107.59
543 Ndufa7 NDUFA7 NADH:ubiquinone oxidoreductase subunit A7 107.53
544 Polr2f POLR2F polymerase (RNA) II (DNA directed) polypeptide F 107.10
545 Akr1b8 AKR1B10 aldo-keto reductase family 1, member B10 (aldose reductase) 106.69
546 Serf2 (SERF2) small EDRK-rich factor 2 106.69
547 Fads3 FADS3 fatty acid desaturase 3 106.58
548 Col4a6 COL4A6 collagen, type IV, alpha 6 106.53
549 Pomp POMP proteasome maturation protein 106.06
550 Rabac1 RABAC1 Rab acceptor 1 (prenylated) 105.97
551 Atp1b3 ATP1B3 ATPase, Na+/K+ transporting, beta 3 polypeptide 105.68
552 Cnn2 CNN2 calponin 2 105.62
553 Zfp52 (ZNF850) zinc finger protein 850 105.16
554 Cycs CYCS cytochrome c, somatic 105.07
555 Nebl NEBL nebulette 104.91
556 Eif3m EIF3M eukaryotic translation initiation factor 3 subunit M 104.66
557 Ndufs5 NDUFS5 NADH:ubiquinone oxidoreductase subunit S5 104.51
558 Tbca TBCA tubulin folding cofactor A 104.44
559 Plac8 PLAC8 placenta specific 8 103.86
560 Cyc1 CYC1 cytochrome c-1 103.38
561 Ddost DDOST dolichyl-diphosphooligosaccharide–protein glycosyltransferase subunit (non-

catalytic)
103.15

562 Dap DAP death-associated protein 103.12
563 Cct3 CCT3 chaperonin containing TCP1, subunit 3 (gamma) 102.99
564 Vcp VCP valosin containing protein 102.73
565 Cldn1 CLDN1 claudin 1 102.61
566 Gstm2 GSTM1 glutathione S-transferase mu 1 102.55
567 Dynlrb1 DYNLRB1 dynein, light chain, roadblock-type 1 102.48
568 Mdh1 MDH1 malate dehydrogenase 1 102.02
569 Prdx6 (PRDX6) peroxiredoxin 6 102.01
570 Nt5e NT5E 5’-nucleotidase, ecto (CD73) 101.95
571 Anp32b ANP32B acidic nuclear phosphoprotein 32 family member B 101.65
572 Rab1 RAB1A RAB1A, member RAS oncogene family 101.60
573 Sgpp1 SGPP1 sphingosine-1-phosphate phosphatase 1 101.60
574 Hnrnpa1 HNRNPA1 heterogeneous nuclear ribonucleoprotein A1 101.50
575 Efhd1 EFHD1 EF-hand domain family member D1 101.47
576 Tspan3 TSPAN3 tetraspanin 3 101.41
577 Smc1b SMC1B structural maintenance of chromosomes 1B 101.41
578 Arpc5 ARPC5 actin related protein 2/3 complex subunit 5 101.29
579 Mdk MDK midkine (neurite growth-promoting factor 2) 101.19
580 Zfp788 (ZNF91) zinc finger protein 91 101.16
581 Myeov2 MYEOV2 myeloma overexpressed 2 101.08
582 H13 HM13 histocompatibility (minor) 13 101.08
583 Phb PHB prohibitin 100.97
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Table S11: Spalax carmeli Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

584 Sqstm1 SQSTM1 sequestosome 1 100.93
585 Igfbp2 IGFBP2 insulin like growth factor binding protein 2 100.93
586 Gm2a GM2A GM2 ganglioside activator 100.60
587 Alpl ALPL alkaline phosphatase, liver/bone/kidney 100.53
588 Sap30l SAP30L SAP30-like 100.52
589 Sec61b SEC61B Sec61 translocon beta subunit 100.47
590 Sdc1 SDC1 syndecan 1 100.27
591 Prkx PRKX protein kinase, X-linked 100.24
592 Hmgcs1 HMGCS1 3-hydroxy-3-methylglutaryl-CoA synthase 1 100.24
593 Pdlim1 PDLIM1 PDZ and LIM domain 1 99.91
594 Cct4 CCT4 chaperonin containing TCP1, subunit 4 (delta) 99.68
595 Brk1 BRK1 BRICK1, SCAR/WAVE actin-nucleating complex subunit 99.56
596 Mmp12 MMP12 matrix metallopeptidase 12 99.53
597 Ergic3 ERGIC3 ERGIC and golgi 3 99.31
598 Actn4 ACTN4 actinin, alpha 4 99.29
599 Ugp2 UGP2 UDP-glucose pyrophosphorylase 2 99.26
600 Fdxr FDXR ferredoxin reductase 99.21
601 Glul GLUL glutamate-ammonia ligase 98.92
602 Prelid1 PRELID1 PRELI domain containing 1 98.90
603 Pmp22 PMP22 peripheral myelin protein 22 98.56
604 Cldn3 (CLDN3) claudin 3 98.33
605 Nono NONO non-POU domain containing, octamer-binding 98.17
606 Itpk1 ITPK1 inositol-tetrakisphosphate 1-kinase 97.63
607 Sepp1 SEPP1 selenoprotein P, plasma, 1 97.47
608 F11r F11R F11 receptor 97.14
609 Eif3d EIF3D eukaryotic translation initiation factor 3 subunit D 97.00
610 Gtf2h5 GTF2H5 general transcription factor IIH subunit 5 96.89
611 Gm21988 RNASEK ribonuclease, RNase K 96.74
612 Hmox1 HMOX1 heme oxygenase 1 96.31
613 Pcsk9 PCSK9 proprotein convertase subtilisin/kexin type 9 96.21
614 Gm266 (RAP2A) RAP2A, member of RAS oncogene family 96.15
615 Klk6 KLK6 kallikrein related peptidase 6 96.01
616 Gm13151 (ZNF347) zinc finger protein 347 95.98
617 Psma2 PSMA2 proteasome subunit alpha 2 95.73
618 Polr2e POLR2E polymerase (RNA) II (DNA directed) polypeptide E, 25kDa 95.49
619 Hnrnpa0 HNRNPA0 heterogeneous nuclear ribonucleoprotein A0 95.43
620 Slc4a3 SLC4A3 solute carrier family 4 (anion exchanger), member 3 95.38
621 Plp2 PLP2 proteolipid protein 2 (colonic epithelium-enriched) 95.28
622 Gm6768 (NCOA4) nuclear receptor coactivator 4 95.12
623 Cct8 CCT8 chaperonin containing TCP1, subunit 8 (theta) 95.04
624 Plau PLAU plasminogen activator, urokinase 94.96
625 Atp6v0e ATP6V0E1 ATPase, H+ transporting, lysosomal 9kDa, V0 subunit e1 94.71
626 Actr2 ACTR2 ARP2 actin-related protein 2 homolog (yeast) 94.63
627 Ilk ILK integrin linked kinase 94.59
628 Myo1c MYO1C myosin IC 94.44
629 Slc6a8 SLC6A8 solute carrier family 6 (neurotransmitter transporter), member 8 94.01
630 Raly RALY RALY heterogeneous nuclear ribonucleoprotein 93.83
631 2310036O22Rik C19orf43 chromosome 19 open reading frame 43 93.73
632 Epas1 EPAS1 endothelial PAS domain protein 1 93.61
633 Uqcrq UQCRQ ubiquinol-cytochrome c reductase complex III subunit VII 93.41
634 Arpc1a ARPC1A actin related protein 2/3 complex subunit 1A 93.31
635 Bnc2 BNC2 basonuclin 2 93.05
636 Gpc1 GPC1 glypican 1 93.00
637 Arhgef39 ARHGEF39 Rho guanine nucleotide exchange factor 39 92.68
638 Tfap2c TFAP2C transcription factor AP-2 gamma (activating enhancer binding protein 2

gamma)
92.49

639 Pea15a PEA15 phosphoprotein enriched in astrocytes 15 92.45
640 Fzd8 FZD8 frizzled class receptor 8 92.30
641 Cct7 CCT7 chaperonin containing TCP1, subunit 7 (eta) 92.23
642 Tns4 TNS4 tensin 4 92.19
643 Uqcrc1 UQCRC1 ubiquinol-cytochrome c reductase core protein I 91.97
644 Srd5a1 SRD5A1 steroid-5-alpha-reductase, alpha polypeptide 1 (3-oxo-5 alpha-steroid delta 4-

dehydrogenase alpha 1)
91.87

645 Tax1bp1 TAX1BP1 Tax1 (human T-cell leukemia virus type I) binding protein 1 91.73
646 Hspg2 HSPG2 heparan sulfate proteoglycan 2 91.67
647 Hadh HADH hydroxyacyl-CoA dehydrogenase 91.40
648 Irs3 (IRS2) insulin receptor substrate 2 91.30
649 Pdcd6 PDCD6 programmed cell death 6 91.17
650 Etfa ETFA electron-transfer-flavoprotein, alpha polypeptide 91.12
651 Gstm4 GSTM4 glutathione S-transferase mu 4 90.98
652 Mvb12a MVB12A multivesicular body subunit 12A 90.87
653 Bri3 BRI3 brain protein I3 90.83
654 Eif3i EIF3I eukaryotic translation initiation factor 3 subunit I 90.46
655 Cxcr2 (CXCR2) chemokine (C-X-C motif) receptor 2 90.43
656 Efna1 EFNA1 ephrin-A1 90.35
657 Klf5 KLF5 Kruppel-like factor 5 (intestinal) 90.26
658 Rap1b RAP1B RAP1B, member of RAS oncogene family 90.15
659 Tkt (TKT) transketolase 90.14
660 Scd2 (SCD) stearoyl-CoA desaturase (delta-9-desaturase) 90.09
661 Ndufa6 NDUFA6 NADH:ubiquinone oxidoreductase subunit A6 89.90
662 Fbln1 FBLN1 fibulin 1 89.76
663 Ptov1 PTOV1 prostate tumor overexpressed 1 89.71
664 Mplkip MPLKIP M-phase specific PLK1 interacting protein 89.55
665 Ndufb11 NDUFB11 NADH:ubiquinone oxidoreductase subunit B11 89.47
666 Pdia5 PDIA5 protein disulfide isomerase family A member 5 89.45
667 Ppap2b PPAP2B 89.31
668 Timp2 TIMP2 TIMP metallopeptidase inhibitor 2 88.86
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Table S11: Spalax carmeli Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

669 Map1lc3a MAP1LC3A microtubule associated protein 1 light chain 3 alpha 88.71
670 Id3 ID3 inhibitor of DNA binding 3, dominant negative helix-loop-helix protein 88.69
671 Spint2 SPINT2 serine peptidase inhibitor, Kunitz type, 2 88.55
672 Rnf11 RNF11 ring finger protein 11 88.21
673 Eid1 EID1 EP300 interacting inhibitor of differentiation 1 88.19
674 Mpc1 MPC1 mitochondrial pyruvate carrier 1 88.14
675 H2-T23 (HLA-C) major histocompatibility complex, class I, C 87.73
676 Ndufb8 NDUFB8 NADH:ubiquinone oxidoreductase subunit B8 87.72
677 Lad1 LAD1 ladinin 1 87.65
678 Fkbp11 FKBP11 FK506 binding protein 11 87.59
679 Atp6v0b ATP6V0B ATPase, H+ transporting, lysosomal 21kDa, V0 subunit b 87.52
680 Tctn1 TCTN1 tectonic family member 1 87.27
681 Ndrg1 NDRG1 N-myc downstream regulated 1 87.14
682 Psmb6 PSMB6 proteasome subunit beta 6 87.03
683 Pfdn5 PFDN5 prefoldin subunit 5 86.88
684 Srp9 SRP9 signal recognition particle 9kDa 86.71
685 Tm9sf2 TM9SF2 transmembrane 9 superfamily member 2 86.61
686 Mrpl33 MRPL33 mitochondrial ribosomal protein L33 86.40
687 Ptges3 PTGES3 prostaglandin E synthase 3 86.40
688 Msmo1 MSMO1 methylsterol monooxygenase 1 86.39
689 Eif4h (EIF4H) eukaryotic translation initiation factor 4H 86.31
690 Ctsh CTSH cathepsin H 86.21
691 Edf1 EDF1 endothelial differentiation-related factor 1 86.20
692 Pkm PKM pyruvate kinase, muscle 86.15
693 Ppp1ca PPP1CA protein phosphatase 1, catalytic subunit, alpha isozyme 86.11
694 Gm10134 86.10
695 Sdha SDHA succinate dehydrogenase complex subunit A, flavoprotein (Fp) 86.08
696 Gadd45a GADD45A growth arrest and DNA damage inducible alpha 86.05
697 Ier5 IER5 immediate early response 5 85.69
698 Cldn6 CLDN6 claudin 6 85.66
699 Rassf1 RASSF1 Ras association (RalGDS/AF-6) domain family member 1 85.57
700 Ube2l3 UBE2L3 ubiquitin conjugating enzyme E2L 3 85.53
701 Rpn1 RPN1 ribophorin I 85.46
702 Papolg PAPOLG poly(A) polymerase gamma 85.33
703 Snrpb2 SNRPB2 small nuclear ribonucleoprotein polypeptide B 85.21
704 Cdh1 CDH1 cadherin 1, type 1 85.14
705 Tmem97 (TMEM97) transmembrane protein 97 84.72
706 Esam ESAM endothelial cell adhesion molecule 84.58
707 Mgat4b MGAT4B mannosyl (alpha-1,3-)-glycoprotein beta-1,4-N-

acetylglucosaminyltransferase, isozyme B
84.57

708 Vdac2 VDAC2 voltage-dependent anion channel 2 84.49
709 Mta3 MTA3 metastasis associated 1 family member 3 84.28
710 Cdc42 CDC42 cell division cycle 42 84.16
711 Psmb2 PSMB2 proteasome subunit beta 2 84.08
712 Ssb SSB Sjogren syndrome antigen B 83.99
713 B4galt5 B4GALT5 UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 5 83.81
714 Mydgf MYDGF myeloid-derived growth factor 83.78
715 Bnip3l BNIP3L BCL2/adenovirus E1B 19kDa interacting protein 3-like 83.76
716 Vat1 VAT1 vesicle amine transport 1 83.72
717 Capn2 CAPN2 calpain 2, (m/II) large subunit 83.59
718 Arhgdib ARHGDIB Rho GDP dissociation inhibitor (GDI) beta 83.34
719 Ppp2r1a PPP2R1A protein phosphatase 2 regulatory subunit A, alpha 83.17
720 Rbbp7 RBBP7 retinoblastoma binding protein 7 83.15
721 Arcn1 (ARCN1) archain 1 82.94
722 Ndufa12 NDUFA12 NADH:ubiquinone oxidoreductase subunit A12 82.89
723 Ndufs4 NDUFS4 NADH:ubiquinone oxidoreductase subunit S4 82.89
724 2700060E02Rik C14orf166 chromosome 14 open reading frame 166 82.87
725 Tead3 TEAD3 TEA domain family member 3 82.85
726 Ndufs2 NDUFS2 NADH:ubiquinone oxidoreductase core subunit S2 82.72
727 Tmbim1 TMBIM1 transmembrane BAX inhibitor motif containing 1 82.53
728 Ubxn1 UBXN1 UBX domain protein 1 82.50
729 Uck1 UCK1 uridine-cytidine kinase 1 82.37
730 Socs1 SOCS1 suppressor of cytokine signaling 1 82.31
731 Grn GRN granulin 82.28
732 Rheb RHEB Ras homolog enriched in brain 82.11
733 Pttg1ip PTTG1IP pituitary tumor-transforming 1 interacting protein 82.02
734 Ccnd3 CCND3 cyclin D3 81.87
735 Tceal8 TCEAL8 transcription elongation factor A (SII)-like 8 81.84
736 Cdk7 (CDK7) cyclin-dependent kinase 7 81.55
737 Crtap CRTAP cartilage associated protein 81.44
738 Hsd11b1 HSD11B1 hydroxysteroid (11-beta) dehydrogenase 1 81.42
739 Nrbp1 NRBP1 nuclear receptor binding protein 1 81.41
740 Rab18 RAB18 RAB18, member RAS oncogene family 81.40
741 Fam32a FAM32A family with sequence similarity 32 member A 81.29
742 Spns1 SPNS1 spinster homolog 1 (Drosophila) 81.24
743 Plbd1 PLBD1 phospholipase B domain containing 1 80.87
744 Zfp868 (ZNF331) zinc finger protein 331 80.77
745 Cep95 (CEP95) centrosomal protein 95kDa 80.55
746 Ndufb10 NDUFB10 NADH:ubiquinone oxidoreductase subunit B10 80.40
747 Etfb ETFB electron-transfer-flavoprotein, beta polypeptide 80.39
748 Eif2s2 EIF2S2 eukaryotic translation initiation factor 2 subunit beta 80.34
749 Prom1 PROM1 prominin 1 80.33
750 Egfl7 EGFL7 EGF-like-domain, multiple 7 80.26
751 Rtn3 RTN3 reticulon 3 80.25
752 Zfp937 (ZNF160) zinc finger protein 160 80.15
753 Zfp51 (ZNF160) zinc finger protein 160 80.11
754 Ddx39b DDX39B DEAD (Asp-Glu-Ala-Asp) box polypeptide 39B 80.06
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Table S11: Spalax carmeli Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

755 Degs1 DEGS1 delta(4)-desaturase, sphingolipid 1 80.04
756 Cep162 CEP162 centrosomal protein 162kDa 80.02
757 Gm1758 (ANKRD26) ankyrin repeat domain 26 80.01
758 Folr1 FOLR1 folate receptor 1 (adult) 79.91
759 Polr2k POLR2K polymerase (RNA) II (DNA directed) polypeptide K, 7.0kDa 79.89
760 Cdh5 CDH5 cadherin 5, type 2 (vascular endothelium) 79.63
761 Set SET SET nuclear proto-oncogene 79.63
762 Rad23b RAD23B RAD23 homolog B, nucleotide excision repair protein 79.54
763 Ube2d2a UBE2D2 ubiquitin conjugating enzyme E2D 2 79.53
764 Sec61a1 SEC61A1 Sec61 translocon alpha 1 subunit 79.39
765 Gata3 GATA3 GATA binding protein 3 79.14
766 Lmna LMNA lamin A/C 79.12
767 Dctn2 DCTN2 dynactin subunit 2 79.00
768 Gata2 GATA2 GATA binding protein 2 78.90
769 Vim VIM vimentin 78.79
770 Sln (SLN) sarcolipin 78.31
771 S100a13 S100A13 S100 calcium binding protein A13 78.21
772 Jund JUND jun D proto-oncogene 78.21
773 Snrpc SNRPC small nuclear ribonucleoprotein polypeptide C 77.95
774 Cryab (CRYAB) crystallin alpha B 77.88
775 Asb13 ASB13 ankyrin repeat and SOCS box containing 13 77.81
776 Rhob RHOB ras homolog family member B 77.77
777 Slc16a1 SLC16A1 solute carrier family 16 (monocarboxylate transporter), member 1 77.76
778 Minos1 MINOS1 mitochondrial inner membrane organizing system 1 77.72
779 Hmgb2 HMGB2 high mobility group box 2 77.58
780 Hspb8 HSPB8 heat shock protein family B (small) member 8 77.56
781 Ndufa8 NDUFA8 NADH:ubiquinone oxidoreductase subunit A8 77.43
782 Nop10 NOP10 NOP10 ribonucleoprotein 77.32
783 Pin4 PIN4 peptidylprolyl cis/trans isomerase, NIMA-interacting 4 77.08
784 Bhlhe40 BHLHE40 basic helix-loop-helix family member e40 76.85
785 Erh ERH enhancer of rudimentary homolog (Drosophila) 76.68
786 Hpgd HPGD hydroxyprostaglandin dehydrogenase 15-(NAD) 76.48
787 Pgd PGD phosphogluconate dehydrogenase 76.39
788 Myh14 MYH14 myosin, heavy chain 14, non-muscle 76.23
789 Mrps16 MRPS16 mitochondrial ribosomal protein S16 76.16
790 Mapre1 MAPRE1 microtubule associated protein RP/EB family member 1 76.12
791 Ier3 IER3 immediate early response 3 75.92
792 Rab11a RAB11A RAB11A, member RAS oncogene family 75.91
793 Psma3 PSMA3 proteasome subunit alpha 3 75.79
794 Napa NAPA N-ethylmaleimide-sensitive factor attachment protein, alpha 75.46
795 Coro1b CORO1B coronin, actin binding protein, 1B 75.45
796 Impdh1 IMPDH1 IMP (inosine 5’-monophosphate) dehydrogenase 1 75.20
797 Ap1s2 AP1S2 adaptor-related protein complex 1 sigma 2 subunit 75.16
798 Cda CDA cytidine deaminase 75.13
799 Zfp866 (ZNF799) zinc finger protein 799 75.05
800 Dnajb6 DNAJB6 DnaJ heat shock protein family (Hsp40) member B6 75.00
801 Arl6ip1 ARL6IP1 ADP ribosylation factor like GTPase 6 interacting protein 1 74.78
802 Aes AES amino-terminal enhancer of split 74.75
803 Hand1 HAND1 heart and neural crest derivatives expressed 1 74.48
804 Ndufv1 NDUFV1 NADH:ubiquinone oxidoreductase core subunit V1 74.30
805 Atp1b1 ATP1B1 ATPase, Na+/K+ transporting, beta 1 polypeptide 74.25
806 Scaf1 SCAF1 SR-related CTD-associated factor 1 74.21
807 Mcl1 MCL1 myeloid cell leukemia 1 74.18
808 Sbds SBDS Shwachman-Bodian-Diamond syndrome 74.00
809 Gdi2 GDI2 GDP dissociation inhibitor 2 73.87
810 Edem1 EDEM1 ER degradation enhancer, mannosidase alpha-like 1 73.85
811 Peg3 PEG3 paternally expressed 3 73.78
812 Gtf2b GTF2B general transcription factor IIB 73.76
813 Stmn1 STMN1 stathmin 1 73.59
814 Pdcd5 PDCD5 programmed cell death 5 73.31
815 Cmtm7 CMTM7 CKLF-like MARVEL transmembrane domain containing 7 73.18
816 Uba2 UBA2 ubiquitin-like modifier activating enzyme 2 73.16
817 Mpc2 MPC2 mitochondrial pyruvate carrier 2 73.15
818 B020011L13Rik (ZNF347) zinc finger protein 347 73.14
819 Ndufb5 NDUFB5 NADH:ubiquinone oxidoreductase subunit B5 73.13
820 Ppdpf PPDPF pancreatic progenitor cell differentiation and proliferation factor 73.11
821 Tuba4a TUBA4A tubulin, alpha 4a 73.08
822 Rsad2 RSAD2 radical S-adenosyl methionine domain containing 2 72.92
823 Cnppd1 CNPPD1 cyclin Pas1/PHO80 domain containing 1 72.78
824 Uba1 UBA1 ubiquitin-like modifier activating enzyme 1 72.67
825 Emc7 EMC7 ER membrane protein complex subunit 7 72.64
826 Psma1 PSMA1 proteasome subunit alpha 1 72.63
827 Sdhb SDHB succinate dehydrogenase complex subunit B, iron sulfur (Ip) 72.54
828 Pgam1 PGAM1 phosphoglycerate mutase 1 72.43
829 Wbp2 WBP2 WW domain binding protein 2 72.25
830 Psme2 PSME2 proteasome activator subunit 2 72.18
831 Wbp5 WBP5 WW domain binding protein 5 72.13
832 Rnf10 RNF10 ring finger protein 10 72.10
833 St13 ST13 suppression of tumorigenicity 13 (colon carcinoma) (Hsp70 interacting pro-

tein)
72.04

834 Creld2 CRELD2 cysteine rich with EGF-like domains 2 71.75
835 Slc35b1 SLC35B1 solute carrier family 35 member B1 71.73
836 Fdps FDPS farnesyl diphosphate synthase 71.26
837 Pdpn PDPN podoplanin 71.08
838 Map2k1 MAP2K1 mitogen-activated protein kinase kinase 1 71.03
839 Arl8b ARL8B ADP ribosylation factor like GTPase 8B 70.79
840 Tnrc18 TNRC18 trinucleotide repeat containing 18 70.74
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Table S11: Spalax carmeli Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

841 Psmb3 (PSMB3) proteasome subunit beta 3 70.64
842 Mrpl14 MRPL14 mitochondrial ribosomal protein L14 70.63
843 Nudt5 NUDT5 nudix hydrolase 5 70.45
844 Clu CLU clusterin 70.40
845 Psmd14 PSMD14 proteasome 26S subunit, non-ATPase 14 70.34
846 Ube2d3 UBE2D3 ubiquitin conjugating enzyme E2D 3 70.25
847 Txnl1 TXNL1 thioredoxin like 1 70.24
848 Aprt APRT adenine phosphoribosyltransferase 70.13
849 Mrpl42 MRPL42 mitochondrial ribosomal protein L42 70.09
850 Adh5 ADH5 alcohol dehydrogenase 5 (class III), chi polypeptide 69.97
851 Anapc13 ANAPC13 anaphase promoting complex subunit 13 69.76
852 Rbm8a RBM8A RNA binding motif protein 8A 69.75
853 Atp5g1 ATP5G1 ATP synthase, H+ transporting, mitochondrial Fo complex subunit C1 (sub-

unit 9)
69.71

854 Dazap2 DAZAP2 DAZ associated protein 2 69.69
855 Nckap1 NCKAP1 NCK-associated protein 1 69.68
856 Os9 OS9 osteosarcoma amplified 9, endoplasmic reticulum lectin 69.68
857 Stt3b STT3B STT3B, subunit of the oligosaccharyltransferase complex (catalytic) 69.62
858 Gde1 GDE1 glycerophosphodiester phosphodiesterase 1 69.55
859 Map2k2 MAP2K2 mitogen-activated protein kinase kinase 2 69.55
860 Snrpf SNRPF small nuclear ribonucleoprotein polypeptide F 69.49
861 Sep15 SEP15 69.39
862 Psma4 PSMA4 proteasome subunit alpha 4 69.34
863 Angptl4 ANGPTL4 angiopoietin like 4 69.30
864 Timm13 TIMM13 translocase of inner mitochondrial membrane 13 homolog (yeast) 69.22
865 Fkbp8 FKBP8 FK506 binding protein 8 69.21
866 Dbnl DBNL drebrin-like 69.11
867 Vhl VHL von Hippel-Lindau tumor suppressor, E3 ubiquitin protein ligase 69.03
868 4933434E20Rik C1orf43 chromosome 1 open reading frame 43 68.95
869 Vgll3 VGLL3 vestigial like family member 3 68.84
870 Sec11c SEC11C SEC11 homolog C, signal peptidase complex subunit 68.82
871 Rcn2 RCN2 reticulocalbin 2 68.77
872 Nppb NPPB natriuretic peptide B 68.61
873 Ninj1 NINJ1 ninjurin 1 68.58
874 Ggcx GGCX gamma-glutamyl carboxylase 68.43
875 Ndufb7 NDUFB7 NADH:ubiquinone oxidoreductase subunit B7 68.38
876 Sfn SFN stratifin 68.09
877 Rac1 RAC1 ras-related C3 botulinum toxin substrate 1 (rho family, small GTP binding

protein Rac1)
68.00

878 Bax BAX BCL2-associated X protein 67.80
879 Atp6v1b2 ATP6V1B2 ATPase, H+ transporting, lysosomal 56/58kDa, V1 subunit B2 67.77
880 Pex19 PEX19 peroxisomal biogenesis factor 19 67.75
881 Sdhd SDHD succinate dehydrogenase complex subunit D, integral membrane protein 67.74
882 Dctn3 DCTN3 dynactin subunit 3 67.67
883 Anxa11 ANXA11 annexin A11 67.53
884 Cenpb CENPB centromere protein B 67.51
885 Palld PALLD palladin, cytoskeletal associated protein 67.50
886 Erp29 ERP29 endoplasmic reticulum protein 29 67.38
887 Lcp1 LCP1 lymphocyte cytosolic protein 1 (L-plastin) 67.37
888 U2af1 (U2AF1) U2 small nuclear RNA auxiliary factor 1 67.27
889 Cisd3 (CISD3) CDGSH iron sulfur domain 3 67.19
890 Zfp2 ZFP2 ZFP2 zinc finger protein 67.08
891 Slc27a3 SLC27A3 solute carrier family 27 (fatty acid transporter), member 3 67.08
892 Gorasp2 GORASP2 golgi reassembly stacking protein 2 67.04
893 Tomm5 TOMM5 translocase of outer mitochondrial membrane 5 homolog (yeast) 67.03
894 Capn1 CAPN1 calpain 1, (mu/I) large subunit 66.97
895 Smarca2 SMARCA2 SWI/SNF related, matrix associated, actin dependent regulator of chromatin,

subfamily a, member 2
66.95

896 Ttc7b TTC7B tetratricopeptide repeat domain 7B 66.90
897 Tln1 TLN1 talin 1 66.82
898 Cfdp1 CFDP1 craniofacial development protein 1 66.73
899 Ndufb6 NDUFB6 NADH:ubiquinone oxidoreductase subunit B6 66.70
900 Capza2 CAPZA2 capping protein (actin filament) muscle Z-line, alpha 2 66.65
901 Cs (CS) citrate synthase 66.60
902 Ech1 ECH1 enoyl-CoA hydratase 1, peroxisomal 66.45
903 Tjp2 TJP2 tight junction protein 2 66.43
904 Paip2 PAIP2 poly(A) binding protein interacting protein 2 66.36
905 Echs1 ECHS1 enoyl-CoA hydratase, short chain, 1, mitochondrial 66.34
906 Fnta FNTA farnesyltransferase, CAAX box, alpha 66.27
907 Chid1 CHID1 chitinase domain containing 1 66.21
908 Sigmar1 SIGMAR1 sigma non-opioid intracellular receptor 1 65.97
909 Clic4 CLIC4 chloride intracellular channel 4 65.90
910 Plod3 PLOD3 procollagen-lysine, 2-oxoglutarate 5-dioxygenase 3 65.88
911 Alas2 ALAS2 5’-aminolevulinate synthase 2 65.86
912 Ngef NGEF neuronal guanine nucleotide exchange factor 65.78
913 Psmb5 PSMB5 proteasome subunit beta 5 65.73
914 Uqcr11 UQCR11 ubiquinol-cytochrome c reductase, complex III subunit XI 65.72
915 Psma5 PSMA5 proteasome subunit alpha 5 65.71
916 Eif6 EIF6 eukaryotic translation initiation factor 6 65.57
917 Spcs2 SPCS2 signal peptidase complex subunit 2 65.54
918 Nptn NPTN neuroplastin 65.45
919 Cldn4 (CLDN4) claudin 4 65.25
920 Taf15 TAF15 TATA-box binding protein associated factor 15 65.19
921 Yme1l1 YME1L1 YME1 like 1 ATPase 64.98
922 Glmp GLMP glycosylated lysosomal membrane protein 64.83
923 Hilpda HILPDA hypoxia inducible lipid droplet-associated 64.63
924 Atp6ap2 ATP6AP2 ATPase, H+ transporting, lysosomal accessory protein 2 64.61
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Table S11: Spalax carmeli Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

925 Rab14 RAB14 RAB14, member RAS oncogene family 64.60
926 Litaf LITAF lipopolysaccharide-induced TNF factor 64.55
927 Anxa3 ANXA3 annexin A3 64.53
928 BC005537 C6orf62 chromosome 6 open reading frame 62 64.50
929 Zfp712 (ZNF268) zinc finger protein 268 64.45
930 Rrbp1 RRBP1 ribosome binding protein 1 64.45
931 Tmem205 TMEM205 transmembrane protein 205 64.44
932 Eef1d EEF1D eukaryotic translation elongation factor 1 delta (guanine nucleotide exchange

protein)
64.43

933 Wwc1 WWC1 WW and C2 domain containing 1 64.43
934 Hspa9 HSPA9 heat shock protein family A (Hsp70) member 9 64.40
935 Lamtor4 LAMTOR4 late endosomal/lysosomal adaptor, MAPK and MTOR activator 4 64.23
936 Slc25a4 SLC25A4 solute carrier family 25 (mitochondrial carrier; adenine nucleotide transloca-

tor), member 4
64.11

937 Mpzl1 MPZL1 myelin protein zero-like 1 64.07
938 Ufc1 UFC1 ubiquitin-fold modifier conjugating enzyme 1 64.06
939 Snrpd3 SNRPD3 small nuclear ribonucleoprotein D3 polypeptide 64.05
940 Ndufc2 NDUFC2 NADH:ubiquinone oxidoreductase subunit C2 63.99
941 Txnip TXNIP thioredoxin interacting protein 63.90
942 Serpinh1 SERPINH1 serpin peptidase inhibitor, clade H (heat shock protein 47), member 1, (col-

lagen binding protein 1)
63.68

943 Eif5 EIF5 eukaryotic translation initiation factor 5 63.61
944 Surf4 (SURF4) surfeit 4 63.57
945 Tgfbr2 TGFBR2 transforming growth factor beta receptor II 63.50
946 Nid1 NID1 nidogen 1 63.50
947 Tmed9 TMED9 transmembrane p24 trafficking protein 9 63.16
948 Safb SAFB scaffold attachment factor B 63.07
949 Pdcd6ip PDCD6IP programmed cell death 6 interacting protein 63.00
950 Ybx2 YBX2 Y-box binding protein 2 62.82
951 Amotl2 AMOTL2 angiomotin like 2 62.81
952 Cdipt CDIPT CDP-diacylglycerol–inositol 3-phosphatidyltransferase 62.80
953 Mybl2 MYBL2 v-myb avian myeloblastosis viral oncogene homolog-like 2 62.78
954 Cdc42se2 CDC42SE2 CDC42 small effector 2 62.78
955 Sod2 SOD2 superoxide dismutase 2, mitochondrial 62.76
956 Akr1c14 (AKR1C3) aldo-keto reductase family 1, member C3 62.70
957 Pgrmc2 PGRMC2 progesterone receptor membrane component 2 62.67
958 Hdgf HDGF hepatoma-derived growth factor 62.64
959 Zfp113 ZNF3 zinc finger protein 3 62.64
960 Racgap1 RACGAP1 Rac GTPase activating protein 1 62.54
961 Tm9sf3 TM9SF3 transmembrane 9 superfamily member 3 62.52
962 D8Ertd738e C19orf53 chromosome 19 open reading frame 53 62.52
963 Rab2a RAB2A RAB2A, member RAS oncogene family 62.51
964 Sumo1 SUMO1 small ubiquitin-like modifier 1 62.49
965 2610507B11Rik KIAA0100 KIAA0100 62.37
966 Oaz2 OAZ2 ornithine decarboxylase antizyme 2 62.27
967 Smad5 SMAD5 SMAD family member 5 62.09
968 Ttr TTR transthyretin 62.01
969 D17Wsu92e C6orf106 chromosome 6 open reading frame 106 61.42
970 Zfp160 ZNF160 zinc finger protein 160 61.41
971 Tomm6 TOMM6 translocase of outer mitochondrial membrane 6 homolog (yeast) 61.40
972 Rad23a RAD23A RAD23 homolog A, nucleotide excision repair protein 61.28
973 Gm9774 (ADRM1) adhesion regulating molecule 1 61.21
974 Tpm3 (TPM3) tropomyosin 3 61.18
975 Csnk2b CSNK2B casein kinase 2, beta polypeptide 61.11
976 Txn2 TXN2 thioredoxin 2 61.02
977 Vamp3 VAMP3 vesicle associated membrane protein 3 60.94
978 Aamp AAMP angio associated migratory cell protein 60.92
979 Mdm2 MDM2 MDM2 proto-oncogene, E3 ubiquitin protein ligase 60.82
980 Bzw1 BZW1 basic leucine zipper and W2 domains 1 60.72
981 Fam162a FAM162A family with sequence similarity 162 member A 60.70
982 Golga7 GOLGA7 golgin A7 60.65
983 Kctd12 KCTD12 potassium channel tetramerization domain containing 12 60.60
984 Chchd10 CHCHD10 coiled-coil-helix-coiled-coil-helix domain containing 10 60.51
985 Parl PARL presenilin associated, rhomboid-like 60.45
986 Mrps15 MRPS15 mitochondrial ribosomal protein S15 60.41
987 Snx2 SNX2 sorting nexin 2 60.36
988 Zfp811 (ZNF709) 60.35
989 Hadha HADHA hydroxyacyl-CoA dehydrogenase/3-ketoacyl-CoA thiolase/enoyl-CoA hy-

dratase (trifunctional protein), alpha subunit
60.28

990 2610008E11Rik (ZNF850) zinc finger protein 850 60.27
991 Usp9x USP9X ubiquitin specific peptidase 9, X-linked 60.19
992 Smdt1 SMDT1 single-pass membrane protein with aspartate-rich tail 1 60.15
993 Psmd3 PSMD3 proteasome 26S subunit, non-ATPase 3 60.06
994 Arpc1b ARPC1B actin related protein 2/3 complex subunit 1B 59.86
995 Rab6a RAB6A RAB6A, member RAS oncogene family 59.78
996 Cct2 CCT2 chaperonin containing TCP1, subunit 2 (beta) 59.70
997 Tmem50a TMEM50A transmembrane protein 50A 59.69
998 Ifnk IFNK interferon, kappa 59.65
999 Rxra RXRA retinoid X receptor alpha 59.56
1000 Hdac1 HDAC1 histone deacetylase 1 59.54
1001 Psenen PSENEN presenilin enhancer gamma secretase subunit 59.53
1002 Rasd1 RASD1 RAS, dexamethasone-induced 1 59.52
1003 H2afx H2AFX H2A histone family member X 59.41
1004 Plec (PLEC) plectin 59.40
1005 Psmd6 PSMD6 proteasome 26S subunit, non-ATPase 6 59.39
1006 Kpna6 KPNA6 karyopherin alpha 6 (importin alpha 7) 59.31
1007 Cltc CLTC clathrin, heavy chain (Hc) 59.21
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Table S11: Spalax carmeli Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

1008 Hbp1 HBP1 HMG-box transcription factor 1 59.15
1009 Nat9 NAT9 N-acetyltransferase 9 (GCN5-related, putative) 59.12
1010 Tnnt3 TNNT3 troponin T type 3 (skeletal, fast) 59.08
1011 Sec62 SEC62 SEC62 homolog, preprotein translocation factor 59.04
1012 Tufm (TUFM) Tu translation elongation factor, mitochondrial 59.04
1013 Zfand3 ZFAND3 zinc finger, AN1-type domain 3 58.87
1014 Magoh MAGOH mago homolog, exon junction complex core component 58.85
1015 Sept7 SEPT7 septin 7 58.84
1016 C1qbp C1QBP complement component 1, q subcomponent binding protein 58.80
1017 Tspan33 TSPAN33 tetraspanin 33 58.78
1018 Arl1 ARL1 ADP ribosylation factor like GTPase 1 58.76
1019 R3hdm2 R3HDM2 R3H domain containing 2 58.76
1020 Park7 PARK7 parkinson protein 7 58.67
1021 Cyb561 CYB561 cytochrome b561 58.62
1022 Gm20425 TF transferrin 58.59
1023 Nucks1 NUCKS1 nuclear casein kinase and cyclin-dependent kinase substrate 1 58.56
1024 Wfs1 WFS1 Wolfram syndrome 1 (wolframin) 58.55
1025 Ypel5 YPEL5 yippee like 5 58.45
1026 Aspg ASPG asparaginase 58.45
1027 Cab39 CAB39 calcium binding protein 39 58.42
1028 Pvrl1 PVRL1 poliovirus receptor-related 1 (herpesvirus entry mediator C) 58.31
1029 Apoa1 APOA1 apolipoprotein A-I 58.27
1030 Actr1a ACTR1A ARP1 actin-related protein 1 homolog A, centractin alpha (yeast) 58.11
1031 Qars QARS glutaminyl-tRNA synthetase 58.08
1032 Eif3g EIF3G eukaryotic translation initiation factor 3 subunit G 57.99
1033 Ssr3 SSR3 signal sequence receptor, gamma (translocon-associated protein gamma) 57.98
1034 Ell2 ELL2 elongation factor, RNA polymerase II, 2 57.96
1035 Grina (GRINA) glutamate receptor, ionotropic, N-methyl D-aspartate-associated protein 1

(glutamate binding)
57.96

1036 Slc13a4 SLC13A4 solute carrier family 13 (sodium/sulfate symporter), member 4 57.89
1037 Maged1 MAGED1 MAGE family member D1 57.85
1038 Copa COPA coatomer protein complex subunit alpha 57.81
1039 Hn1 HN1 hematological and neurological expressed 1 57.79
1040 Map7d1 MAP7D1 MAP7 domain containing 1 57.67
1041 Mrpl57 MRPL57 mitochondrial ribosomal protein L57 57.65
1042 Mrps21 (MRPS21) mitochondrial ribosomal protein S21 57.63
1043 Tbc1d10a TBC1D10A TBC1 domain family member 10A 57.62
1044 Isca1 (ISCA1) iron-sulfur cluster assembly 1 57.61
1045 Shc1 SHC1 SHC (Src homology 2 domain containing) transforming protein 1 57.58
1046 Tspan6 TSPAN6 tetraspanin 6 57.53
1047 Rab25 RAB25 RAB25, member RAS oncogene family 57.48
1048 Alyref ALYREF Aly/REF export factor 57.46
1049 Uqcc2 UQCC2 ubiquinol-cytochrome c reductase complex assembly factor 2 57.43
1050 Adm ADM adrenomedullin 57.42
1051 Tmem86a TMEM86A transmembrane protein 86A 57.31
1052 Prodh2 PRODH2 proline dehydrogenase (oxidase) 2 57.29
1053 Dnajb1 DNAJB1 DnaJ heat shock protein family (Hsp40) member B1 57.26
1054 Hist2h2aa2 (HIST2H2AA4) histone cluster 2, H2aa4 57.23
1055 Setd8 SETD8 57.17
1056 Arl4c ARL4C ADP ribosylation factor like GTPase 4C 57.07
1057 Cttn CTTN cortactin 57.01
1058 Trim28 TRIM28 tripartite motif containing 28 56.88
1059 Polr3b POLR3B polymerase (RNA) III (DNA directed) polypeptide B 56.85
1060 Nucb2 NUCB2 nucleobindin 2 56.82
1061 Dopey2 DOPEY2 dopey family member 2 56.77
1062 Gdi1 GDI1 GDP dissociation inhibitor 1 56.73
1063 Dnase1l3 DNASE1L3 deoxyribonuclease I-like 3 56.70
1064 Capza1 CAPZA1 capping protein (actin filament) muscle Z-line, alpha 1 56.65
1065 Spp1 SPP1 secreted phosphoprotein 1 56.63
1066 Tax1bp3 TAX1BP3 Tax1 (human T-cell leukemia virus type I) binding protein 3 56.38
1067 Sdr16c5 SDR16C5 short chain dehydrogenase/reductase family 16C, member 5 56.35
1068 Rab5b RAB5B RAB5B, member RAS oncogene family 56.33
1069 Idh3b IDH3B isocitrate dehydrogenase 3 (NAD+) beta 56.32
1070 Psmd13 PSMD13 proteasome 26S subunit, non-ATPase 13 56.18
1071 Slc39a1 SLC39A1 solute carrier family 39 (zinc transporter), member 1 56.16
1072 Add1 ADD1 adducin 1 56.09
1073 Ist1 IST1 increased sodium tolerance 1 homolog (yeast) 56.07
1074 Derl1 DERL1 derlin 1 56.06
1075 Got2 GOT2 glutamic-oxaloacetic transaminase 2 56.00
1076 Yipf3 YIPF3 Yip1 domain family member 3 55.96
1077 Utp14a UTP14A UTP14A small subunit processome component 55.78
1078 Ddx3y DDX3Y DEAD (Asp-Glu-Ala-Asp) box helicase 3, Y-linked 55.72
1079 Cdk2ap1 CDK2AP1 cyclin-dependent kinase 2 associated protein 1 55.71
1080 Acaa1b (ACAA1) acetyl-CoA acyltransferase 1 55.70
1081 Dag1 DAG1 dystroglycan 1 55.69
1082 Sgk1 SGK1 serum/glucocorticoid regulated kinase 1 55.67
1083 Cd164 CD164 CD164 molecule, sialomucin 55.60
1084 Ppp6r1 PPP6R1 protein phosphatase 6 regulatory subunit 1 55.50
1085 Eif1ad EIF1AD eukaryotic translation initiation factor 1A domain containing 55.50
1086 Ywhah YWHAH tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein,

eta
55.46

1087 Slc39a8 SLC39A8 solute carrier family 39 (zinc transporter), member 8 55.39
1088 Cd68 CD68 CD68 molecule 55.29
1089 Fscn1 FSCN1 fascin actin-bundling protein 1 55.17
1090 Fdft1 FDFT1 farnesyl-diphosphate farnesyltransferase 1 55.00
1091 Myh11 MYH11 myosin, heavy chain 11, smooth muscle 54.99
1092 Idh1 IDH1 isocitrate dehydrogenase 1 (NADP+) 54.94
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Table S11: Spalax carmeli Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

1093 Zcchc13 ZCCHC13 zinc finger, CCHC domain containing 13 54.75
1094 Rnf126 RNF126 ring finger protein 126 54.71
1095 Sar1a SAR1A secretion associated, Ras related GTPase 1A 54.69
1096 Polr1d POLR1D polymerase (RNA) I polypeptide D 54.69
1097 Rab5c CTD-2132N18.3 54.62
1098 Akr1d1 AKR1D1 aldo-keto reductase family 1, member D1 54.48
1099 Pfkp PFKP phosphofructokinase, platelet 54.37
1100 Ube2v1 (UBE2V1) ubiquitin conjugating enzyme E2 variant 1 54.25
1101 Hexb HEXB hexosaminidase B (beta polypeptide) 54.24
1102 Iscu ISCU iron-sulfur cluster assembly enzyme 54.11
1103 Ifitm3 IFITM3 interferon induced transmembrane protein 3 54.08
1104 Endou ENDOU endonuclease, poly(U) specific 54.02
1105 Irx3 IRX3 iroquois homeobox 3 54.02
1106 Aco2 ACO2 aconitase 2 53.98
1107 Hyou1 (HYOU1) hypoxia up-regulated 1 53.85
1108 Ndufc1 NDUFC1 NADH:ubiquinone oxidoreductase subunit C1 53.83
1109 Spint1 SPINT1 serine peptidase inhibitor, Kunitz type 1 53.72
1110 Zfp78 (ZFP28) ZFP28 zinc finger protein 53.61
1111 Acp1 ACP1 acid phosphatase 1, soluble 53.48
1112 Dlst DLST dihydrolipoamide S-succinyltransferase (E2 component of 2-oxo-glutarate

complex)
53.40

1113 Nacad NACAD NAC alpha domain containing 53.35
1114 Stoml2 STOML2 stomatin like 2 53.31
1115 Coa3 COA3 cytochrome c oxidase assembly factor 3 53.30
1116 Btbd3 BTBD3 BTB (POZ) domain containing 3 53.27
1117 Atp5d ATP5D ATP synthase, H+ transporting, mitochondrial F1 complex, delta subunit 53.24
1118 Akr7a5 AKR7A2 aldo-keto reductase family 7, member A2 53.23
1119 Agpat1 AGPAT1 1-acylglycerol-3-phosphate O-acyltransferase 1 53.21
1120 Lrpprc LRPPRC leucine rich pentatricopeptide repeat containing 53.16
1121 Reep5 REEP5 receptor accessory protein 5 53.15
1122 Arsa ARSA arylsulfatase A 53.12
1123 Lpcat3 (LPCAT3) lysophosphatidylcholine acyltransferase 3 53.12
1124 Grb2 GRB2 growth factor receptor bound protein 2 53.11
1125 Cln5 CLN5 ceroid-lipofuscinosis, neuronal 5 53.04
1126 Ccl27a CCL27 chemokine (C-C motif) ligand 27 52.96
1127 Caprin1 CAPRIN1 cell cycle associated protein 1 52.95
1128 Stx12 STX12 syntaxin 12 52.91
1129 Ubald2 UBALD2 UBA-like domain containing 2 52.91
1130 Mcm5 MCM5 minichromosome maintenance complex component 5 52.90
1131 Ppp2cb PPP2CB protein phosphatase 2, catalytic subunit, beta isozyme 52.85
1132 Cbx3 CBX3 chromobox 3 52.72
1133 Spcs1 SPCS1 signal peptidase complex subunit 1 52.64
1134 Gna14 GNA14 guanine nucleotide binding protein (G protein), alpha 14 52.63
1135 Tgoln1 TGOLN2 trans-golgi network protein 2 52.49
1136 Brd4 BRD4 bromodomain containing 4 52.44
1137 Adss ADSS adenylosuccinate synthase 52.35
1138 D3Ertd254e (ZNF267) zinc finger protein 267 52.31
1139 Syvn1 SYVN1 synoviolin 1 52.30
1140 Gpx1 GPX1 glutathione peroxidase 1 52.23
1141 Zfp7 ZNF7 zinc finger protein 7 52.21
1142 Tollip TOLLIP toll interacting protein 52.19
1143 Ckb CKB creatine kinase, brain 52.18
1144 Cdkn1a CDKN1A cyclin-dependent kinase inhibitor 1A (p21, Cip1) 52.17
1145 Tfeb TFEB transcription factor EB 52.16
1146 Smim7 SMIM7 small integral membrane protein 7 52.08
1147 Hnrnpul2 HNRNPUL2 heterogeneous nuclear ribonucleoprotein U-like 2 52.06
1148 Mogs MOGS mannosyl-oligosaccharide glucosidase 51.97
1149 Pnkd PNKD paroxysmal nonkinesigenic dyskinesia 51.92
1150 Man2b1 (MAN2B1) mannosidase, alpha, class 2B, member 1 51.91
1151 Errfi1 ERRFI1 ERBB receptor feedback inhibitor 1 51.82
1152 Npc1 NPC1 Niemann-Pick disease, type C1 51.78
1153 Cald1 CALD1 caldesmon 1 51.74
1154 Prrc2a PRRC2A proline-rich coiled-coil 2A 51.73
1155 Amfr AMFR autocrine motility factor receptor, E3 ubiquitin protein ligase 51.71
1156 Gprc5b GPRC5B G protein-coupled receptor, class C, group 5, member B 51.63
1157 Mcm7 MCM7 minichromosome maintenance complex component 7 51.63
1158 Mrps6 MRPS6 mitochondrial ribosomal protein S6 51.62
1159 Limk2 LIMK2 LIM domain kinase 2 51.59
1160 Pon2 PON2 paraoxonase 2 51.54
1161 Sars SARS seryl-tRNA synthetase 51.53
1162 Fam120a FAM120A family with sequence similarity 120A 51.53
1163 Mrpl18 MRPL18 mitochondrial ribosomal protein L18 51.46
1164 Gzmb (GZMB) granzyme B 51.43
1165 Rbbp4 RBBP4 retinoblastoma binding protein 4 51.31
1166 Tmem43 TMEM43 transmembrane protein 43 51.26
1167 Papola PAPOLA poly(A) polymerase alpha 51.18
1168 Carhsp1 CARHSP1 calcium regulated heat stable protein 1 51.05
1169 Zfp157 (ZNF595) zinc finger protein 595 50.98
1170 Peg10 PEG10 paternally expressed 10 50.96
1171 Mrpl54 MRPL54 mitochondrial ribosomal protein L54 50.87
1172 Fos FOS FBJ murine osteosarcoma viral oncogene homolog 50.87
1173 Hk1 HK1 hexokinase 1 50.84
1174 Ociad1 OCIAD1 OCIA domain containing 1 50.83
1175 Fxyd3 FXYD3 FXYD domain containing ion transport regulator 3 50.82
1176 Maged2 MAGED2 MAGE family member D2 50.82
1177 Ube2s UBE2S ubiquitin conjugating enzyme E2S 50.81
1178 Glo1 GLO1 glyoxalase I 50.81
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Table S11: Spalax carmeli Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

1179 Ube2d1 UBE2D1 ubiquitin conjugating enzyme E2D 1 50.80
1180 Srebf2 SREBF2 sterol regulatory element binding transcription factor 2 50.80
1181 Hebp1 HEBP1 heme binding protein 1 50.70
1182 Cisd1 CISD1 CDGSH iron sulfur domain 1 50.65
1183 Sec11a SEC11A SEC11 homolog A, signal peptidase complex subunit 50.57
1184 Ywhag YWHAG tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein,

gamma
50.49

1185 Cox14 COX14 COX14, cytochrome c oxidase assembly factor 50.48
1186 Galnt2 GALNT2 polypeptide N-acetylgalactosaminyltransferase 2 50.47
1187 Cyb561a3 CYB561A3 cytochrome b561 family member A3 50.45
1188 Drap1 DRAP1 DR1-associated protein 1 (negative cofactor 2 alpha) 50.41
1189 Pmpca PMPCA peptidase (mitochondrial processing) alpha 50.39
1190 Rbm3 RBM3 RNA binding motif (RNP1, RRM) protein 3 50.33
1191 Rsu1 RSU1 Ras suppressor protein 1 50.32
1192 Ramp2 RAMP2 receptor (G protein-coupled) activity modifying protein 2 50.30
1193 Psmc3 PSMC3 proteasome 26S subunit, ATPase 3 50.29
1194 Khdrbs1 KHDRBS1 KH domain containing, RNA binding, signal transduction associated 1 50.28
1195 Phlda3 PHLDA3 pleckstrin homology-like domain, family A, member 3 50.28
1196 Mrpl2 MRPL2 mitochondrial ribosomal protein L2 50.24
1197 Glud1 GLUD1 glutamate dehydrogenase 1 50.23
1198 Psmc1 PSMC1 proteasome 26S subunit, ATPase 1 50.20
1199 Agpat5 AGPAT5 1-acylglycerol-3-phosphate O-acyltransferase 5 50.18
1200 Ifitm2 IFITM2 interferon induced transmembrane protein 2 50.06
1201 Tjp3 TJP3 tight junction protein 3 50.04
1202 Hsph1 HSPH1 heat shock protein family H (Hsp110) member 1 50.02
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3.8 Bos taurus Placental Gene Expression

Table S12: Bos taurus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

1 TMSB10 TMSB10 thymosin beta 10 11498.20
2 PAG2 (PGA3) pepsinogen 3, group I (pepsinogen A) 9730.25
3 5_8S_rRNA 9126.67
4 MT-ATP8 MT-ATP8 mitochondrially encoded ATP synthase 8 8456.79
5 COX1 MT-CO1 mitochondrially encoded cytochrome c oxidase I 7694.65
6 IGF2 IGF2 insulin like growth factor 2 6943.37
7 ACTB (ACTB) actin, beta 5752.29
8 S100G S100G S100 calcium binding protein G 5740.74
9 COII MT-CO2 mitochondrially encoded cytochrome c oxidase II 5048.50
10 TMSB4 TMSB4Y thymosin beta 4, Y-linked 5005.76
11 ATP6 MT-ATP6 mitochondrially encoded ATP synthase 6 4786.09
12 ENSBTAG00000047046 4751.50
13 ENSBTAG00000047154 4751.50
14 ENSBTAG00000045630 (TFPI) tissue factor pathway inhibitor 4661.12
15 ENSBTAG00000045710 4517.79
16 ENSBTAG00000046351 4517.79
17 COX3 MT-CO3 mitochondrially encoded cytochrome c oxidase III 4499.50
18 ACTG1 ACTB actin, beta 4313.66
19 MT-ND3 MT-ND3 mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 3 3496.32
20 RPS29 RPS29 ribosomal protein S29 2988.59
21 PLET1 PLET1 placenta expressed transcript 1 2941.75
22 ENSBTAG00000006046 2827.55
23 MYL6 MYL6 myosin light chain 6 2497.73
24 PAGE4 PAGE4 PAGE family member 4 2325.76
25 ENSBTAG00000043545 2194.55
26 SSLP1 2168.55
27 MT-ND4L MT-ND4L mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 4L 2161.90
28 PAG10 (PGA3) pepsinogen 3, group I (pepsinogen A) 2146.19
29 RPS28 RPS28 ribosomal protein S28 2126.90
30 RPS11 RPS11 ribosomal protein S11 2124.27
31 RPS27 RPS27 ribosomal protein S27 2025.42
32 RPL31 RPL31 ribosomal protein L31 2001.90
33 MT-CYB MT-CYB mitochondrially encoded cytochrome b 1981.05
34 DLK DLK1 delta-like 1 homolog (Drosophila) 1934.04
35 PHLDA2 PHLDA2 pleckstrin homology-like domain, family A, member 2 1929.68
36 UBC (UBC) ubiquitin C 1903.33
37 ND1 MT-ND1 mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 1 1884.59
38 RPS15 RPS15 ribosomal protein S15 1775.05
39 KRT19 KRT19 keratin 19, type I 1733.75
40 RPS17 RPS17 ribosomal protein S17 1730.53
41 RPS2 RPS2 ribosomal protein S2 1700.40
42 GNAS GNAS GNAS complex locus 1689.97
43 UBA52 UBA52 ubiquitin A-52 residue ribosomal protein fusion product 1 1681.50
44 RPL23 RPL23 ribosomal protein L23 1573.81
45 RPS21 RPS21 ribosomal protein S21 1563.91
46 CST3 CST3 cystatin C 1506.04
47 RPS8 RPS8 ribosomal protein S8 1503.35
48 AKR1B1 (AKR1B1) aldo-keto reductase family 1, member B1 (aldose reductase) 1501.57
49 HSPB1 HSPB1 heat shock protein family B (small) member 1 1477.88
50 UBB (UBC) ubiquitin C 1422.64
51 CLDN4 (CLDN4) claudin 4 1422.06
52 RPS10 RPS10 ribosomal protein S10 1386.37
53 FTH1 (FTH1) ferritin, heavy polypeptide 1 1372.38
54 RPS18 RPS18 ribosomal protein S18 1307.89
55 RPS12 RPS12 ribosomal protein S12 1292.11
56 GAPDH GAPDH glyceraldehyde-3-phosphate dehydrogenase 1284.56
57 CD63 (CD63) CD63 molecule 1268.08
58 FAU FAU Finkel-Biskis-Reilly murine sarcoma virus (FBR-MuSV) ubiquitously ex-

pressed
1262.24

59 RPLP1 RPLP1 ribosomal protein, large, P1 1259.02
60 MT-ND4 MT-ND4 mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 4 1247.61
61 RPL27 RPL27 ribosomal protein L27 1244.98
62 CSH1 (PRL) prolactin 1241.45
63 RPL13A RPL13A ribosomal protein L13a 1239.15
64 TPT1 TPT1 tumor protein, translationally-controlled 1 1228.70
65 CD9 CD9 CD9 molecule 1212.67
66 ENSBTAG00000016391 (RPL37) ribosomal protein L37 1202.48
67 KRT8 KRT8 keratin 8, type II 1191.60
68 RPLP2 RPLP2 ribosomal protein, large, P2 1182.03
69 S100A2 S100A2 S100 calcium binding protein A2 1153.37
70 RPL37 (RPL37) ribosomal protein L37 1150.43
71 IFITM3 IFITM3 interferon induced transmembrane protein 3 1142.12
72 RPS24 RPS24 ribosomal protein S24 1111.20
73 RPLP0 RPLP0 ribosomal protein, large, P0 1104.40
74 CSTB CSTB cystatin B (stefin B) 1078.83
75 RPL18 RPL18 ribosomal protein L18 1067.27
76 RPS14 (RPS14) ribosomal protein S14 1063.42
77 RPL32 RPL32 ribosomal protein L32 1060.20
78 RPS9 RPS9 ribosomal protein S9 1045.36
79 RPS27A RPS27A ribosomal protein S27a 1042.59
80 RPL39 (RPL39) ribosomal protein L39 1040.77
81 RPL28 RPL28 ribosomal protein L28 1027.21
82 RPS3 RPS3 ribosomal protein S3 1005.23
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Table S12: Bos taurus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

83 CFL1 CFL1 cofilin 1 (non-muscle) 1000.76
84 ENSBTAG00000022759 (PGA3) pepsinogen 3, group I (pepsinogen A) 997.35
85 ANXA2 ANXA2 annexin A2 995.99
86 RPL7A (RPL7A) ribosomal protein L7a 994.48
87 SHFM1 SHFM1 split hand/foot malformation (ectrodactyly) type 1 948.26
88 RPL8 RPL8 ribosomal protein L8 937.78
89 RPL38 RPL38 ribosomal protein L38 930.25
90 CTSB CTSB cathepsin B 927.66
91 RPL11 RPL11 ribosomal protein L11 923.47
92 CTSL1 CTSL cathepsin L 896.80
93 NPC2 NPC2 Niemann-Pick disease, type C2 870.03
94 RPS5 RPS5 ribosomal protein S5 869.57
95 MFGE8 MFGE8 milk fat globule-EGF factor 8 protein 869.08
96 HSPA8 HSPA8 heat shock protein family A (Hsp70) member 8 858.62
97 RPSA RPSA ribosomal protein SA 848.84
98 MYL9 MYL12B myosin light chain 12B 847.46
99 PLVAP PLVAP plasmalemma vesicle associated protein 843.15
100 RPL37A RPL37A ribosomal protein L37a 834.75
101 ENSBTAG00000009359 800.75
102 LGALS1 LGALS1 lectin, galactoside-binding, soluble, 1 786.41
103 ENSBTAG00000013411 ENO1 enolase 1, (alpha) 783.55
104 RPS20 RPS20 ribosomal protein S20 783.01
105 RPL10 (RPL10) ribosomal protein L10 779.50
106 PRP1 (PRL) prolactin 778.20
107 ENSBTAG00000039728 (RPLP1) ribosomal protein, large, P1 773.64
108 ENSBTAG00000027075 (RPL35) ribosomal protein L35 766.75
109 ENSBTAG00000043570 765.81
110 ENSBTAG00000023274 (RPL27A) ribosomal protein L27a 760.87
111 RPL29 RPL29 ribosomal protein L29 759.98
112 ENSBTAG00000047694 (SERF2) small EDRK-rich factor 2 754.48
113 EZR EZR ezrin 751.85
114 S100A11 S100A11 S100 calcium binding protein A11 747.88
115 HSPA1A HSPA1B heat shock protein family A (Hsp70) member 1B 747.09
116 SPARC SPARC secreted protein, acidic, cysteine-rich (osteonectin) 737.70
117 RPL19 RPL19 ribosomal protein L19 733.58
118 ISG15 ISG15 ISG15 ubiquitin-like modifier 730.32
119 PFN1 PFN1 profilin 1 724.47
120 B2M B2M beta-2-microglobulin 723.59
121 RPS7 RPS7 ribosomal protein S7 714.42
122 VIM VIM vimentin 713.51
123 S100A14 S100A14 S100 calcium binding protein A14 713.30
124 CATD (CTSD) cathepsin D 705.65
125 RPS19 RPS19 ribosomal protein S19 703.75
126 RPS25 (RPS25) ribosomal protein S25 702.69
127 ENSBTAG00000019018 IFITM1 interferon induced transmembrane protein 1 692.95
128 CALR CALR calreticulin 692.22
129 CDKN1C CDKN1C cyclin-dependent kinase inhibitor 1C (p57, Kip2) 681.58
130 PSAP PSAP prosaposin 659.80
131 ENSBTAG00000043567 656.27
132 RPL34 RPL34 ribosomal protein L34 654.75
133 BCAM BCAM basal cell adhesion molecule (Lutheran blood group) 642.09
134 RPS16 RPS16 ribosomal protein S16 631.05
135 MGP (MGP) matrix Gla protein 627.90
136 RPL13 RPL13 ribosomal protein L13 626.82
137 BSG BSG basigin (Ok blood group) 624.13
138 TIMP2 TIMP2 TIMP metallopeptidase inhibitor 2 612.17
139 ALDOA ALDOA aldolase, fructose-bisphosphate A 608.59
140 EGFL7 EGFL7 EGF-like-domain, multiple 7 606.65
141 MT-ND6 MT-ND6 mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 6 603.24
142 EEF1A1 (EEF1A1) eukaryotic translation elongation factor 1 alpha 1 600.61
143 FTL FTL ferritin, light polypeptide 598.83
144 DSTN DSTN destrin (actin depolymerizing factor) 598.04
145 RPL3 (RPL3) ribosomal protein L3 597.61
146 PPIB PPIB peptidylprolyl isomerase B (cyclophilin B) 593.22
147 RPL14 RPL14 ribosomal protein L14 593.05
148 NPPC NPPC natriuretic peptide C 591.99
149 GNB2L1 GNB2L1 guanine nucleotide binding protein (G protein), beta polypeptide 2-like 1 591.00
150 ENSBTAG00000043582 590.68
151 RPL18A RPL18A ribosomal protein L18a 586.72
152 ENSBTAG00000047000 (KRT8) keratin 8, type II 583.99
153 EEF2 EEF2 eukaryotic translation elongation factor 2 583.93
154 RPL24 RPL24 ribosomal protein L24 581.50
155 RPL30 RPL30 ribosomal protein L30 578.89
156 ND2 MT-ND2 mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 2 575.60
157 SPINT2 SPINT2 serine peptidase inhibitor, Kunitz type, 2 575.50
158 TIMP3 TIMP3 TIMP metallopeptidase inhibitor 3 574.90
159 IFITM2 IFITM2 interferon induced transmembrane protein 2 573.32
160 RPL27A RPL27A ribosomal protein L27a 562.17
161 TAGLN2 TAGLN2 transgelin 2 542.29
162 COX5B COX5B cytochrome c oxidase subunit Vb 541.30
163 ENSBTAG00000018312 (PFN1) profilin 1 536.18
164 UBL5 (UBL5) ubiquitin like 5 533.77
165 ENSBTAG00000031558 (TMSB4X) thymosin beta 4, X-linked 525.24
166 SH3BGRL3 SH3BGRL3 SH3 domain binding glutamate-rich protein like 3 522.51
167 MT2 MT1E metallothionein 1E 519.62
168 ATPIF1 ATPIF1 ATPase inhibitory factor 1 518.17
169 RAC1 RAC1 ras-related C3 botulinum toxin substrate 1 (rho family, small GTP binding

protein Rac1)
512.51
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Table S12: Bos taurus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

170 TACSTD2 TACSTD2 tumor-associated calcium signal transducer 2 512.23
171 SLC25A6 SLC25A6 solute carrier family 25 (mitochondrial carrier; adenine nucleotide transloca-

tor), member 6
509.29

172 CYP11A1 CYP11A1 cytochrome P450 family 11 subfamily A member 1 507.94
173 RPL35A RPL35A ribosomal protein L35a 505.73
174 RPL17 (RPL17) ribosomal protein L17 505.68
175 RPL26 RPL26L1 ribosomal protein L26 like 1 499.52
176 IGFBP3 IGFBP3 insulin like growth factor binding protein 3 499.42
177 SPP1 SPP1 secreted phosphoprotein 1 497.19
178 DEFB 494.83
179 CALM (CALM1) calmodulin 1 (phosphorylase kinase, delta) 489.94
180 SERPINE1 SERPINE1 serpin peptidase inhibitor, clade E (nexin, plasminogen activator inhibitor type

1), member 1
487.29

181 TMSB4X (TMSB4X) thymosin beta 4, X-linked 485.06
182 PGHS-2 PTGS2 prostaglandin-endoperoxide synthase 2 (prostaglandin G/H synthase and cy-

clooxygenase)
484.14

183 OAZ1 OAZ1 ornithine decarboxylase antizyme 1 484.03
184 ACTN4 ACTN4 actinin, alpha 4 482.48
185 ARHGDIB ARHGDIB Rho GDP dissociation inhibitor (GDI) beta 479.15
186 ARPC1B ARPC1B actin related protein 2/3 complex subunit 1B 478.21
187 ENSBTAG00000048258 474.61
188 RABAC1 RABAC1 Rab acceptor 1 (prenylated) 471.01
189 KRT18 KRT18 keratin 18, type I 470.49
190 CAPN6 CAPN6 calpain 6 469.08
191 PKM2 PKM pyruvate kinase, muscle 467.98
192 EIF5A EIF5A eukaryotic translation initiation factor 5A 460.16
193 COX4I1 COX4I1 cytochrome c oxidase subunit IV isoform 1 453.20
194 SNORA79 452.02
195 TOMM7 TOMM7 translocase of outer mitochondrial membrane 7 homolog (yeast) 451.01
196 ENSBTAG00000013214 (PGA5) pepsinogen 5, group I (pepsinogen A) 450.19
197 ITM2B ITM2B integral membrane protein 2B 448.45
198 TUBA1B TUBA1B tubulin, alpha 1b 448.02
199 TINAGL1 TINAGL1 tubulointerstitial nephritis antigen-like 1 446.56
200 RPS3A RPS3A ribosomal protein S3A 444.27
201 CLEC3B CLEC3B C-type lectin domain family 3, member B 444.04
202 PLD3 PLD3 phospholipase D family member 3 442.28
203 COL4A1 COL4A1 collagen, type IV, alpha 1 440.95
204 HSP90AA1 HSP90AA1 heat shock protein 90kDa alpha family class A member 1 440.60
205 P4HB P4HB prolyl 4-hydroxylase, beta polypeptide 436.70
206 PRP5 (PRL) prolactin 433.25
207 EEF1G EEF1G eukaryotic translation elongation factor 1 gamma 432.47
208 CNN2 CNN2 calponin 2 428.23
209 ENSBTAG00000000778 HSP90AB1 heat shock protein 90kDa alpha family class B member 1 425.15
210 TKDP4 421.80
211 MYH9 MYH9 myosin, heavy chain 9, non-muscle 419.60
212 ARHGDIA ARHGDIA Rho GDP dissociation inhibitor (GDI) alpha 415.61
213 COX7C (COX7C) cytochrome c oxidase subunit VIIc 415.28
214 ND5 MT-ND5 mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 5 415.19
215 COL4A2 COL4A2 collagen, type IV, alpha 2 415.19
216 CST6 (CST6) cystatin E/M 414.12
217 CYP17A1 CYP17A1 cytochrome P450 family 17 subfamily A member 1 412.76
218 ENSBTAG00000005414 (TMSB4X) thymosin beta 4, X-linked 412.49
219 CXCL16 CXCL16 chemokine (C-X-C motif) ligand 16 412.28
220 ATP6V0C ATP6V0C ATPase, H+ transporting, lysosomal 16kDa, V0 subunit c 411.78
221 CLDN7 CLDN7 claudin 7 406.47
222 CAPNS1 CAPNS1 calpain, small subunit 1 405.31
223 RPL4 (RPL4) ribosomal protein L4 404.14
224 MIF MIF macrophage migration inhibitory factor (glycosylation-inhibiting factor) 403.89
225 ENSBTAG00000045783 403.33
226 S100A16 S100A16 S100 calcium binding protein A16 400.33
227 TPI1 (TPI1) triosephosphate isomerase 1 398.40
228 RHOA RHOA ras homolog family member A 396.80
229 ENSBTAG00000023471 (RPL36) ribosomal protein L36 396.30
230 SRGN SRGN serglycin 395.51
231 ENSBTAG00000038430 394.67
232 LAMP1 LAMP1 lysosomal-associated membrane protein 1 393.86
233 ENSBTAG00000047875 386.33
234 TPM4 TPM4 tropomyosin 4 385.40
235 EIF4A1 EIF4A1 eukaryotic translation initiation factor 4A1 385.09
236 PRP6 383.00
237 PLAT PLAT plasminogen activator, tissue 374.00
238 RPL12 (RPL12) ribosomal protein L12 372.75
239 RNASEK RNASEK ribonuclease, RNase K 372.15
240 SNORD14 SNORD14C small nucleolar RNA, C/D box 14C 370.61
241 COTL1 COTL1 coactosin-like F-actin binding protein 1 370.12
242 MP68 C14orf2 chromosome 14 open reading frame 2 367.89
243 CD81 CD81 CD81 molecule 366.02
244 S100A10 S100A10 S100 calcium binding protein A10 365.07
245 ENSBTAG00000046587 CST6 cystatin E/M 364.69
246 MRFAP1 MRFAP1 Morf4 family associated protein 1 361.46
247 ENSBTAG00000017483 (SERPINB6) serpin peptidase inhibitor, clade B (ovalbumin), member 6 360.98
248 PAG1 (PGA5) pepsinogen 5, group I (pepsinogen A) 359.12
249 HMOX1 HMOX1 heme oxygenase 1 356.89
250 YBX1 YBX1 Y-box binding protein 1 356.80
251 SULT1E1 SULT1E1 sulfotransferase family 1E member 1 353.88
252 ATP5J2 ATP5J2 ATP synthase, H+ transporting, mitochondrial Fo complex subunit F2 352.83
253 PTMA PTMA prothymosin, alpha 352.11
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Table S12: Bos taurus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

254 POLR2L POLR2L polymerase (RNA) II (DNA directed) polypeptide L, 7.6kDa 350.37
255 RPL10A RPL10A ribosomal protein L10a 349.92
256 PECAM1 PECAM1 platelet/endothelial cell adhesion molecule 1 349.82
257 SERINC2 (SERINC2) serine incorporator 2 349.52
258 GABARAP GABARAP GABA(A) receptor-associated protein 349.51
259 RPL36 (RPL36) ribosomal protein L36 348.97
260 ENSBTAG00000047845 (ATP5I) ATP synthase, H+ transporting, mitochondrial Fo complex subunit E 347.04
261 CKMT1 CKMT1A creatine kinase, mitochondrial 1A 345.95
262 PNP (PNP) purine nucleoside phosphorylase 345.74
263 RHOC RHOC ras homolog family member C 345.41
264 TMBIM6 TMBIM6 transmembrane BAX inhibitor motif containing 6 343.24
265 ENSBTAG00000047866 (ACE) angiotensin I converting enzyme 342.54
266 ATP5I ATP5I ATP synthase, H+ transporting, mitochondrial Fo complex subunit E 341.13
267 COX6A1 COX6A1 cytochrome c oxidase subunit VIa polypeptide 1 339.45
268 RPS13 (RPS13) ribosomal protein S13 338.67
269 ACE (ACE) angiotensin I converting enzyme 338.45
270 RAMP2 RAMP2 receptor (G protein-coupled) activity modifying protein 2 337.49
271 RHOB RHOB ras homolog family member B 337.07
272 PRDX1 PRDX1 peroxiredoxin 1 336.27
273 ENSBTAG00000037470 (TMSB4X) thymosin beta 4, X-linked 333.60
274 TCEB2 TCEB2 transcription elongation factor B (SIII), polypeptide 2 (18kDa, elongin B) 332.98
275 PRDX5 PRDX5 peroxiredoxin 5 330.83
276 EPAS1 EPAS1 endothelial PAS domain protein 1 330.77
277 SERPINH1 SERPINH1 serpin peptidase inhibitor, clade H (heat shock protein 47), member 1, (col-

lagen binding protein 1)
330.04

278 MUC1 MUC1 mucin 1, cell surface associated 329.77
279 ENSBTAG00000001575 CALM1 calmodulin 1 (phosphorylase kinase, delta) 322.46
280 CYB5R3 CYB5R3 cytochrome b5 reductase 3 322.22
281 CYP4A22 (CYP4A11) cytochrome P450 family 4 subfamily A member 11 321.72
282 SSR2 SSR2 signal sequence receptor, beta (translocon-associated protein beta) 321.16
283 PPIA PPIA peptidylprolyl isomerase A (cyclophilin A) 319.57
284 ENSBTAG00000043565 319.32
285 BANF1 BANF1 barrier to autointegration factor 1 318.82
286 PABPC1 PABPC1 poly(A) binding protein, cytoplasmic 1 316.82
287 ENSBTAG00000047029 (RPS23) ribosomal protein S23 315.91
288 HSPE1 HSPE1 heat shock protein family E (Hsp10) member 1 314.45
289 SLCO2A1 SLCO2A1 solute carrier organic anion transporter family member 2A1 313.14
290 CDH5 CDH5 cadherin 5, type 2 (vascular endothelium) 311.96
291 SNRPD3 SNRPD3 small nuclear ribonucleoprotein D3 polypeptide 311.37
292 SQSTM1 SQSTM1 sequestosome 1 310.30
293 LCP1 LCP1 lymphocyte cytosolic protein 1 (L-plastin) 309.65
294 H3F3A (H3F3B) H3 histone, family 3B (H3.3B) 309.55
295 SFN SFN stratifin 309.47
296 ENSBTAG00000024611 (PGA3) pepsinogen 3, group I (pepsinogen A) 308.20
297 SEC61G SEC61G Sec61 translocon gamma subunit 307.80
298 IFI27 IFI27 interferon, alpha-inducible protein 27 307.09
299 CLTA CLTA clathrin, light chain A 306.58
300 PDIA3 PDIA3 protein disulfide isomerase family A member 3 303.97
301 ATP5B ATP5B ATP synthase, H+ transporting, mitochondrial F1 complex, beta polypeptide 303.74
302 ZYX ZYX zyxin 303.05
303 RPL35 RPL35 ribosomal protein L35 301.52
304 EIF1 (EIF1) eukaryotic translation initiation factor 1 300.76
305 ENSBTAG00000039765 298.60
306 HSD3B (HSD3B1) hydroxy-delta-5-steroid dehydrogenase, 3 beta- and steroid delta-isomerase 1 298.44
307 RPL36A (RPL36A) ribosomal protein L36a 298.27
308 SLC3A2 SLC3A2 solute carrier family 3 (amino acid transporter heavy chain), member 2 297.39
309 HBA HBA1 hemoglobin subunit alpha 1 296.28
310 ARPC2 ARPC2 actin related protein 2/3 complex subunit 2 294.18
311 APP APP amyloid beta (A4) precursor protein 292.69
312 ENSBTAG00000032057 (ATP5L) ATP synthase, H+ transporting, mitochondrial Fo complex subunit G 291.57
313 ENSBTAG00000045497 ATP6V1F ATPase, H+ transporting, lysosomal 14kDa, V1 subunit F 291.53
314 bta-mir-433 MIR433 microRNA 433 291.29
315 MTCH1 MTCH1 mitochondrial carrier 1 291.20
316 GPX3 GPX3 glutathione peroxidase 3 287.31
317 NDUFA13 CTC-260F20.3 287.29
318 PVRL2 PVRL2 poliovirus receptor-related 2 (herpesvirus entry mediator B) 283.44
319 ENSBTAG00000027787 (TCEB2) transcription elongation factor B (SIII), polypeptide 2 (18kDa, elongin B) 282.20
320 ENSBTAG00000003560 (RPL8) ribosomal protein L8 280.96
321 ATP6V0E1 ATP6V0E1 ATPase, H+ transporting, lysosomal 9kDa, V0 subunit e1 280.72
322 ENSBTAG00000031483 280.65
323 FOXO4 FOXO4 forkhead box O4 279.90
324 RAB5C RAB5C RAB5C, member RAS oncogene family 278.49
325 CLIC1 CLIC1 chloride intracellular channel 1 276.89
326 ARPC3 ARPC3 actin related protein 2/3 complex subunit 3 276.62
327 SNORA63 276.06
328 DBI DBI diazepam binding inhibitor (GABA receptor modulator, acyl-CoA binding

protein)
275.50

329 SAT1 SAT1 spermidine/spermine N1-acetyltransferase 1 275.43
330 PAG12 (PGA3) pepsinogen 3, group I (pepsinogen A) 273.98
331 PCBP2 PCBP2 poly(rC) binding protein 2 273.13
332 IFI6 IFI6 interferon, alpha-inducible protein 6 272.55
333 GNAI2 (GNAI2) guanine nucleotide binding protein (G protein), alpha inhibiting activity

polypeptide 2
272.43

334 CNDP2 CNDP2 CNDP dipeptidase 2 (metallopeptidase M20 family) 269.08
335 SDCBP SDCBP syndecan binding protein 269.06
336 ANXA1 ANXA1 annexin A1 268.69
337 DHRS9 DHRS9 dehydrogenase/reductase (SDR family) member 9 268.17
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Table S12: Bos taurus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

338 ENSBTAG00000031082 (RPL35A) ribosomal protein L35a 267.65
339 ARPC4 ARPC4 actin related protein 2/3 complex subunit 4 265.49
340 ENSBTAG00000038379 (RPL21) ribosomal protein L21 264.94
341 ATP5D ATP5D ATP synthase, H+ transporting, mitochondrial F1 complex, delta subunit 264.36
342 ENSBTAG00000006383 (RPS3A) ribosomal protein S3A 263.43
343 YWHAH (YWHAH) tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein,

eta
262.73

344 LAPTM4A LAPTM4A lysosomal protein transmembrane 4 alpha 261.11
345 ENSBTAG00000047089 260.67
346 ASRGL1 ASRGL1 asparaginase like 1 259.38
347 GRP78 (HSPA5) heat shock protein family A (Hsp70) member 5 259.06
348 FABP5 FABP5 fatty acid binding protein 5 (psoriasis-associated) 257.94
349 UQCR11 UQCR11 ubiquinol-cytochrome c reductase, complex III subunit XI 257.73
350 PRSS23 PRSS23 protease, serine 23 257.64
351 RPS23 (RPS23) ribosomal protein S23 257.32
352 TUBB5 TUBB tubulin, beta class I 256.88
353 IGFBP4 IGFBP4 insulin like growth factor binding protein 4 256.87
354 DNASE2 DNASE2 deoxyribonuclease II, lysosomal 255.87
355 LGALS3 LGALS3 lectin, galactoside-binding, soluble, 3 255.66
356 ROMO1 ROMO1 reactive oxygen species modulator 1 255.49
357 ENSBTAG00000045692 (CDH5) cadherin 5, type 2 (vascular endothelium) 253.34
358 TNFRSF12A TNFRSF12A tumor necrosis factor receptor superfamily member 12A 253.17
359 GSTP1 GSTP1 glutathione S-transferase pi 1 252.83
360 ATP5E ATP5E ATP synthase, H+ transporting, mitochondrial F1 complex, epsilon subunit 251.52
361 LAMP2 LAMP2 lysosomal-associated membrane protein 2 251.38
362 CCDC152 CCDC152 coiled-coil domain containing 152 251.18
363 IGFL1 IGFL1 IGF like family member 1 250.61
364 ZFP36 ZFP36 ZFP36 ring finger protein 250.29
365 TUBB4B TUBB4B tubulin, beta 4B class IVb 249.40
366 SSR4 SSR4 signal sequence receptor, delta 248.73
367 ENSBTAG00000010155 (CCL11) chemokine (C-C motif) ligand 11 247.84
368 C1QA C1QA complement component 1, q subcomponent, A chain 247.65
369 PTGES PTGES prostaglandin E synthase 246.53
370 ANXA8 ANXA8L1 annexin A8-like 1 245.09
371 PLBD1 PLBD1 phospholipase B domain containing 1 244.14
372 GNB1 GNB1 guanine nucleotide binding protein (G protein), beta polypeptide 1 244.01
373 ENSBTAG00000045568 243.85
374 HBB HBB hemoglobin subunit beta 243.56
375 PSMB4 PSMB4 proteasome subunit beta 4 243.17
376 TMA7 TMA7 translation machinery associated 7 homolog 242.36
377 MX1 MX1 MX dynamin-like GTPase 1 241.82
378 SNRPD2 SNRPD2 small nuclear ribonucleoprotein D2 polypeptide 239.78
379 ENSBTAG00000046307 239.33
380 CTSA CTSA cathepsin A 239.32
381 TCN2 TCN2 transcobalamin 2 238.79
382 ENSBTAG00000046531 (RPS26) ribosomal protein S26 237.85
383 NEDD8 (NEDD8) neural precursor cell expressed, developmentally down-regulated 8 237.07
384 TGM2 TGM2 transglutaminase 2 236.91
385 PLA2G15 PLA2G15 phospholipase A2 group XV 236.34
386 PRDX2 PRDX2 peroxiredoxin 2 235.95
387 TMED9 TMED9 transmembrane p24 trafficking protein 9 234.71
388 TSC22D1 TSC22D1 TSC22 domain family member 1 234.44
389 GNB2 GNB2 guanine nucleotide binding protein (G protein), beta polypeptide 2 233.16
390 ENSBTAG00000035493 233.12
391 CD93 CD93 CD93 molecule 230.97
392 PPP1R14B PPP1R14B protein phosphatase 1 regulatory inhibitor subunit 14B 230.89
393 CCL27 CCL27 chemokine (C-C motif) ligand 27 230.53
394 ENSBTAG00000000609 230.14
395 ENSBTAG00000047671 (PRL) prolactin 230.09
396 RAB7A RAB7A RAB7A, member RAS oncogene family 229.94
397 ATP6V1E1 ATP6V1E1 ATPase, H+ transporting, lysosomal 31kDa, V1 subunit E1 229.49
398 BRN RNASE1 ribonuclease, RNase A family, 1 (pancreatic) 229.34
399 ATP6V1F (ATP6V1F) ATPase, H+ transporting, lysosomal 14kDa, V1 subunit F 229.33
400 ENSBTAG00000045914 H3F3B H3 histone, family 3B (H3.3B) 229.16
401 COPE COPE coatomer protein complex subunit epsilon 228.51
402 CFD CFD complement factor D (adipsin) 228.48
403 YWHAE YWHAE tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein,

epsilon
228.02

404 ATP1A1 ATP1A1 ATPase, Na+/K+ transporting, alpha 1 polypeptide 227.50
405 SEPW1 SEPW1 selenoprotein W, 1 226.72
406 MAN2B1 MAN2B1 mannosidase, alpha, class 2B, member 1 226.29
407 FKBP1A (FKBP1A) FK506 binding protein 1A 226.19
408 EFHD2 EFHD2 EF-hand domain family member D2 225.80
409 ENSBTAG00000045504 (RPS4X) ribosomal protein S4, X-linked 225.18
410 FCGRT FCGRT Fc fragment of IgG, receptor, transporter, alpha 224.35
411 CYR61 CYR61 cysteine-rich, angiogenic inducer, 61 224.34
412 ATP5G3 ATP5G3 ATP synthase, H+ transporting, mitochondrial Fo complex subunit C3 (sub-

unit 9)
224.04

413 PCBP1 PCBP1 poly(rC) binding protein 1 223.79
414 VAT1 VAT1 vesicle amine transport 1 223.10
415 LMNA LMNA lamin A/C 222.85
416 ENSBTAG00000008137 (NDUFA3) NADH:ubiquinone oxidoreductase subunit A3 222.51
417 BCAP31 BCAP31 B-cell receptor-associated protein 31 222.15
418 TNFRSF6B TNFRSF6B tumor necrosis factor receptor superfamily member 6b 220.94
419 PTMS PTMS parathymosin 220.44
420 LGALS9 (LGALS9) lectin, galactoside-binding, soluble, 9 220.16
421 ATP6V0B ATP6V0B ATPase, H+ transporting, lysosomal 21kDa, V0 subunit b 220.13
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Table S12: Bos taurus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

422 CYSTM1 CYSTM1 cysteine-rich transmembrane module containing 1 219.89
423 FKBP4 FKBP4 FK506 binding protein 4 219.60
424 AQP1 AQP1 aquaporin 1 (Colton blood group) 218.97
425 SHISA5 SHISA5 shisa family member 5 218.85
426 ENSBTAG00000038913 218.39
427 ENSBTAG00000046303 (ENG) endoglin 218.35
428 MYADM MYADM myeloid-associated differentiation marker 218.14
429 FSCN1 FSCN1 fascin actin-bundling protein 1 218.08
430 UQCR10 UQCR10 ubiquinol-cytochrome c reductase, complex III subunit X 216.57
431 SDC4 SDC4 syndecan 4 216.39
432 ENSBTAG00000047361 216.11
433 APLP2 APLP2 amyloid beta (A4) precursor-like protein 2 215.62
434 PAG4 (PGA5) pepsinogen 5, group I (pepsinogen A) 214.23
435 ATOX1 ATOX1 antioxidant 1 copper chaperone 214.22
436 ENSBTAG00000026650 (COX6B1) cytochrome c oxidase subunit VIb polypeptide 1 (ubiquitous) 213.06
437 SPARCL1 SPARCL1 SPARC like 1 212.91
438 ENSBTAG00000025280 (SERPINB6) serpin peptidase inhibitor, clade B (ovalbumin), member 6 211.70
439 CTSL CTSV cathepsin V 211.09
440 ENSBTAG00000032764 210.19
441 RNH1 RNH1 ribonuclease/angiogenin inhibitor 1 209.80
442 TALDO1 TALDO1 transaldolase 1 209.68
443 YWHAQ YWHAQ tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein,

theta
209.49

444 ENSBTAG00000000168 (RPS21) ribosomal protein S21 209.20
445 FURIN FURIN furin (paired basic amino acid cleaving enzyme) 208.84
446 AP2S1 AP2S1 adaptor-related protein complex 2 sigma 1 subunit 208.34
447 ENSBTAG00000024487 207.80
448 ANXA6 ANXA6 annexin A6 207.40
449 PTTG1IP PTTG1IP pituitary tumor-transforming 1 interacting protein 205.71
450 CLIC4 CLIC4 chloride intracellular channel 4 204.76
451 FIS1 FIS1 fission, mitochondrial 1 202.90
452 ENSBTAG00000046486 (SERF2) small EDRK-rich factor 2 202.65
453 C21H15orf63 SERF2 small EDRK-rich factor 2 202.30
454 HEBP1 HEBP1 heme binding protein 1 201.07
455 CSDA YBX3 Y-box binding protein 3 200.97
456 C28H10ORF10 C10orf10 chromosome 10 open reading frame 10 200.53
457 C1QB C1QB complement component 1, q subcomponent, B chain 200.51
458 RPS6 (RPS6) ribosomal protein S6 199.49
459 NDUFA4 NDUFA4 NDUFA4, mitochondrial complex associated 199.40
460 TGFBR2 TGFBR2 transforming growth factor beta receptor II 198.43
461 CTNNB1 CTNNB1 catenin beta 1 198.10
462 ENSBTAG00000021649 (RPL27A) ribosomal protein L27a 198.05
463 PGAM1 PGAM1 phosphoglycerate mutase 1 197.57
464 WDR83OS WDR83OS WD repeat domain 83 opposite strand 197.09
465 AES AES amino-terminal enhancer of split 197.08
466 EDF1 EDF1 endothelial differentiation-related factor 1 196.76
467 PRSS8 PRSS8 protease, serine 8 196.74
468 COX6B1 COX6B1 cytochrome c oxidase subunit VIb polypeptide 1 (ubiquitous) 196.60
469 JUNB JUNB jun B proto-oncogene 195.73
470 ARF6 ARF6 ADP ribosylation factor 6 195.56
471 EIF3K EIF3K eukaryotic translation initiation factor 3 subunit K 195.09
472 DDOST DDOST dolichyl-diphosphooligosaccharide–protein glycosyltransferase subunit (non-

catalytic)
194.85

473 HSP90B1 HSP90B1 heat shock protein 90kDa beta family member 1 194.15
474 SLC39A1 SLC39A1 solute carrier family 39 (zinc transporter), member 1 194.00
475 AP2M1 AP2M1 adaptor-related protein complex 2, mu 1 subunit 193.88
476 EIF4G2 EIF4G2 eukaryotic translation initiation factor 4 gamma, 2 193.38
477 IFI30 IFI30 interferon, gamma-inducible protein 30 192.90
478 CCL1 CCL1 chemokine (C-C motif) ligand 1 192.67
479 ATP6V0D1 ATP6V0D1 ATPase, H+ transporting, lysosomal 38kDa, V0 subunit d1 192.33
480 ATP5J ATP5J ATP synthase, H+ transporting, mitochondrial Fo complex subunit F6 192.23
481 DYNLL1 (DYNLL1) dynein, light chain, LC8-type 1 191.86
482 GRN GRN granulin 191.27
483 COX17 COX17 COX17, cytochrome c oxidase copper chaperone 190.04
484 SLC7A8 SLC7A8 solute carrier family 7 (amino acid transporter light chain, L system), member

8
189.84

485 C1QC C1QC complement component 1, q subcomponent, C chain 189.71
486 PSMA7 PSMA7 proteasome subunit alpha 7 189.43
487 MGLL MGLL monoglyceride lipase 189.37
488 WFDC2 WFDC2 WAP four-disulfide core domain 2 188.83
489 EFNA1 EFNA1 ephrin-A1 188.66
490 ITGB1 ITGB1 integrin beta 1 188.61
491 TXNIP TXNIP thioredoxin interacting protein 188.25
492 EHD2 EHD2 EH domain containing 2 187.52
493 COX6C COX6C cytochrome c oxidase subunit VIc 187.47
494 NDUFS5 NDUFS5 NADH:ubiquinone oxidoreductase subunit S5 187.21
495 CALML5 CALML5 calmodulin like 5 186.93
496 CCL2 CCL2 chemokine (C-C motif) ligand 2 186.66
497 ENSBTAG00000013613 SMIM7 small integral membrane protein 7 186.35
498 ENSBTAG00000040602 (SCAND1) SCAN domain containing 1 185.45
499 CLDN3 (CLDN3) claudin 3 185.16
500 PSENEN PSENEN presenilin enhancer gamma secretase subunit 185.00
501 A2M A2M alpha-2-macroglobulin 184.99
502 MAP1LC3A MAP1LC3A microtubule associated protein 1 light chain 3 alpha 184.87
503 ENSBTAG00000019247 184.61
504 HSBP1 HSBP1 heat shock factor binding protein 1 184.53
505 RECS1 TMBIM1 transmembrane BAX inhibitor motif containing 1 184.42
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Table S12: Bos taurus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

506 WDR1 WDR1 WD repeat domain 1 183.68
507 RPL5 RPL5 ribosomal protein L5 182.93
508 ENSBTAG00000024934 (SECTM1) secreted and transmembrane 1 182.90
509 WBP2 WBP2 WW domain binding protein 2 181.79
510 ACVRL1 ACVRL1 activin A receptor type IL 181.78
511 RPL21 (RPL21) ribosomal protein L21 180.27
512 ENSBTAG00000037644 (HBB) hemoglobin subunit beta 179.88
513 NDUFB1 NDUFB1 NADH:ubiquinone oxidoreductase subunit B1 179.66
514 RAB11A RAB11A RAB11A, member RAS oncogene family 179.66
515 ATF4 ATF4 activating transcription factor 4 179.34
516 JUN JUN jun proto-oncogene 177.83
517 PGK1 PGK1 phosphoglycerate kinase 1 177.17
518 ASB11 ASB11 ankyrin repeat and SOCS box containing 11, E3 ubiquitin protein ligase 176.55
519 ENSBTAG00000038326 176.41
520 CRIP1 (CRIP1) 175.73
521 ADM ADM adrenomedullin 175.48
522 FDX1 FDX1 ferredoxin 1 175.47
523 EEF1B EEF1B2 eukaryotic translation elongation factor 1 beta 2 175.19
524 RPS15A RPS15A ribosomal protein S15a 174.92
525 SOD2 SOD2 superoxide dismutase 2, mitochondrial 173.83
526 IER3 IER3 immediate early response 3 173.76
527 FUS FUS FUS RNA binding protein 173.38
528 SNORD39 172.88
529 CNBP CNBP CCHC-type zinc finger, nucleic acid binding protein 172.86
530 RARRES2 RARRES2 retinoic acid receptor responder (tazarotene induced) 2 172.78
531 GLUL GLUL glutamate-ammonia ligase 172.25
532 ENSBTAG00000008632 (BOLA2) bolA family member 2 172.16
533 CTSZ CTSZ cathepsin Z 172.00
534 RPN1 RPN1 ribophorin I 171.85
535 ENSBTAG00000012146 PPP1CC protein phosphatase 1, catalytic subunit, gamma isozyme 171.45
536 TSPAN1 TSPAN1 tetraspanin 1 170.76
537 NDUFA1 NDUFA1 NADH:ubiquinone oxidoreductase subunit A1 170.53
538 DHRS3 DHRS3 dehydrogenase/reductase (SDR family) member 3 170.21
539 HNRNPF HNRNPF heterogeneous nuclear ribonucleoprotein F 169.96
540 ENSBTAG00000046324 (CLEC2D) C-type lectin domain family 2, member D 169.66
541 CD151 CD151 CD151 molecule (Raph blood group) 169.62
542 RPL23A (RPL23A) ribosomal protein L23a 169.39
543 PLP2 PLP2 proteolipid protein 2 (colonic epithelium-enriched) 169.09
544 PRKAR1A PRKAR1A protein kinase, cAMP-dependent, regulatory subunit type I alpha 168.12
545 CHCHD9 CHCHD2 coiled-coil-helix-coiled-coil-helix domain containing 2 168.03
546 CLDN5 CLDN5 claudin 5 167.90
547 TPRG1L TPRG1L tumor protein p63 regulated 1-like 167.79
548 QSOX1 QSOX1 quiescin sulfhydryl oxidase 1 167.75
549 CD44 CD44 CD44 molecule (Indian blood group) 167.61
550 LRP10 LRP10 LDL receptor related protein 10 167.50
551 BTF3 BTF3 basic transcription factor 3 167.17
552 LAPTM5 LAPTM5 lysosomal protein transmembrane 5 166.71
553 BOLA HLA-A major histocompatibility complex, class I, A 166.65
554 DDB1 DDB1 damage-specific DNA binding protein 1 166.56
555 UQCRQ UQCRQ ubiquinol-cytochrome c reductase complex III subunit VII 166.50
556 BGN BGN biglycan 166.19
557 ENSBTAG00000009783 (RPL18A) ribosomal protein L18a 165.82
558 DYNLRB1 DYNLRB1 dynein, light chain, roadblock-type 1 165.67
559 RPS4 (RPS4X) ribosomal protein S4, X-linked 165.50
560 PACSIN2 PACSIN2 protein kinase C and casein kinase substrate in neurons 2 165.29
561 ENG (ENG) endoglin 165.25
562 ATP6AP1 ATP6AP1 ATPase, H+ transporting, lysosomal accessory protein 1 165.16
563 ATP1B1 ATP1B1 ATPase, Na+/K+ transporting, beta 1 polypeptide 164.76
564 MSN MSN moesin 164.33
565 MRPL17 (MRPL17) mitochondrial ribosomal protein L17 164.15
566 MS4A8B MS4A8 membrane-spanning 4-domains, subfamily A, member 8 164.06
567 DAD1 DAD1 defender against cell death 1 163.49
568 ACTA2 ACTA2 actin, alpha 2, smooth muscle, aorta 163.27
569 ETFB ETFB electron-transfer-flavoprotein, beta polypeptide 163.24
570 TUBB6 TUBB6 tubulin, beta 6 class V 162.94
571 ATP5G2 ATP5G2 ATP synthase, H+ transporting, mitochondrial Fo complex subunit C2 (sub-

unit 9)
162.85

572 SCPEP1 SCPEP1 serine carboxypeptidase 1 162.71
573 TNFRSF1A TNFRSF1A tumor necrosis factor receptor superfamily member 1A 162.41
574 ST14 ST14 suppression of tumorigenicity 14 162.26
575 PKIG PKIG protein kinase (cAMP-dependent, catalytic) inhibitor gamma 162.23
576 APRT APRT adenine phosphoribosyltransferase 162.20
577 PEG3 PEG3 paternally expressed 3 160.84
578 ARF1 ARF1 ADP ribosylation factor 1 160.74
579 CAPZB CAPZB capping protein (actin filament) muscle Z-line, beta 160.58
580 PAG6 (PGA3) pepsinogen 3, group I (pepsinogen A) 159.86
581 SLC39A2 SLC39A2 solute carrier family 39 (zinc transporter), member 2 159.75
582 FLNB FLNB filamin B, beta 159.66
583 ENSBTAG00000005397 CD46 CD46 molecule, complement regulatory protein 159.59
584 ENSBTAG00000040018 159.57
585 LIMK2 LIMK2 LIM domain kinase 2 159.56
586 SLC2A3 SLC2A3 solute carrier family 2 (facilitated glucose transporter), member 3 159.45
587 H1FX H1FX H1 histone family member X 159.44
588 ENSBTAG00000019226 (PGA3) pepsinogen 3, group I (pepsinogen A) 159.26
589 CD164 CD164 CD164 molecule, sialomucin 159.14
590 NME2 (NME2) NME/NM23 nucleoside diphosphate kinase 2 158.44
591 TMEM86A TMEM86A transmembrane protein 86A 157.63
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Table S12: Bos taurus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

592 CHMP2A CHMP2A charged multivesicular body protein 2A 156.58
593 SERBP1 SERBP1 SERPINE1 mRNA binding protein 1 156.11
594 PPP2R1A PPP2R1A protein phosphatase 2 regulatory subunit A, alpha 155.75
595 GPC GYPC glycophorin C (Gerbich blood group) 155.56
596 ADA ADA adenosine deaminase 155.39
597 ATP6V1G1 ATP6V1G1 ATPase, H+ transporting, lysosomal 13kDa, V1 subunit G1 155.16
598 GNS GNS glucosamine (N-acetyl)-6-sulfatase 154.78
599 PPDPF (PPDPF) pancreatic progenitor cell differentiation and proliferation factor 154.55
600 WBSCR1 EIF4H eukaryotic translation initiation factor 4H 154.45
601 STC1 STC1 stanniocalcin 1 154.29
602 TSPAN13 TSPAN13 tetraspanin 13 153.79
603 PSMB6 PSMB6 proteasome subunit beta 6 153.73
604 NDUFB7 NDUFB7 NADH:ubiquinone oxidoreductase subunit B7 153.61
605 TAPBP TAPBP TAP binding protein (tapasin) 153.45
606 LAMTOR2 LAMTOR2 late endosomal/lysosomal adaptor, MAPK and MTOR activator 2 153.33
607 PTRF PTRF polymerase I and transcript release factor 153.06
608 JSP.1 HLA-G major histocompatibility complex, class I, G 153.04
609 ENSBTAG00000016688 152.81
610 PTBP1 PTBP1 polypyrimidine tract binding protein 1 152.54
611 C19orf70 C19orf70 chromosome 19 open reading frame 70 152.30
612 MORF4L2 MORF4L2 mortality factor 4 like 2 151.72
613 CAP1 CAP1 CAP, adenylate cyclase-associated protein 1 (yeast) 151.62
614 VASP VASP vasodilator-stimulated phosphoprotein 151.51
615 ENSBTAG00000014423 RPL22 ribosomal protein L22 151.21
616 ENSBTAG00000000560 (RPL4) ribosomal protein L4 150.34
617 TAGLN TAGLN transgelin 150.08
618 LY6E LY6E lymphocyte antigen 6 complex, locus E 149.43
619 DDX5 (DDX5) DEAD (Asp-Glu-Ala-Asp) box helicase 5 149.43
620 UBE2B UBE2B ubiquitin conjugating enzyme E2B 149.24
621 IL18BP IL18BP interleukin 18 binding protein 148.98
622 PSMB2 PSMB2 proteasome subunit beta 2 148.85
623 BRI3 BRI3 brain protein I3 148.81
624 NDRG1 NDRG1 N-myc downstream regulated 1 148.72
625 bta-mir-3064 148.46
626 ENSBTAG00000036111 148.46
627 TMEM256 (TMEM256) transmembrane protein 256 148.31
628 MARCKS (MARCKS) myristoylated alanine-rich protein kinase C substrate 148.28
629 LGALS3BP LGALS3BP lectin, galactoside-binding, soluble, 3 binding protein 148.00
630 NUCB1 NUCB1 nucleobindin 1 147.43
631 HNRNPK HNRNPK heterogeneous nuclear ribonucleoprotein K 147.42
632 SNRPB SNRPB small nuclear ribonucleoprotein polypeptides B and B1 147.31
633 VCP VCP valosin containing protein 147.01
634 ECE1 ECE1 endothelin converting enzyme 1 146.81
635 ENSBTAG00000015551 146.77
636 PSMB7 PSMB7 proteasome subunit beta 7 146.66
637 ACTN1 ACTN1 actinin, alpha 1 146.49
638 TMEM204 TMEM204 transmembrane protein 204 145.97
639 CDC42 CDC42 cell division cycle 42 145.83
640 DLL4 DLL4 delta-like 4 (Drosophila) 145.62
641 ENSBTAG00000007816 145.44
642 LAMTOR4 LAMTOR4 late endosomal/lysosomal adaptor, MAPK and MTOR activator 4 145.18
643 ENSBTAG00000035959 145.06
644 GDI2 GDI2 GDP dissociation inhibitor 2 144.93
645 PLAUR PLAUR plasminogen activator, urokinase receptor 144.87
646 BIKBA NFKBIA nuclear factor of kappa light polypeptide gene enhancer in B-cells inhibitor,

alpha
144.84

647 GNG5 GNG5 guanine nucleotide binding protein (G protein), gamma 5 144.15
648 ENSBTAG00000021039 HNRNPM heterogeneous nuclear ribonucleoprotein M 143.87
649 SLC2A5 (SLC2A5) solute carrier family 2 (facilitated glucose/fructose transporter), member 5 143.44
650 ELF3 ELF3 E74-like factor 3 (ets domain transcription factor, epithelial-specific ) 143.41
651 PPP1R14A PPP1R14A protein phosphatase 1 regulatory inhibitor subunit 14A 143.29
652 PSMB3 (PSMB3) proteasome subunit beta 3 142.91
653 PFKP PFKP phosphofructokinase, platelet 142.80
654 OAS1Y OAS1 2’-5’-oligoadenylate synthetase 1 142.58
655 MARCKSL1 MARCKSL1 MARCKS-like 1 142.53
656 CCT3 CCT3 chaperonin containing TCP1, subunit 3 (gamma) 141.95
657 CTNNA1 CTNNA1 catenin alpha 1 141.75
658 SSR3 SSR3 signal sequence receptor, gamma (translocon-associated protein gamma) 141.67
659 ESAM ESAM endothelial cell adhesion molecule 141.33
660 CARHSP1 CARHSP1 calcium regulated heat stable protein 1 141.10
661 SULT1A1 SULT1A1 sulfotransferase family 1A member 1 140.98
662 NAA10 NAA10 N(alpha)-acetyltransferase 10, NatA catalytic subunit 140.85
663 ENSBTAG00000047240 (DYNLL1) dynein, light chain, LC8-type 1 140.69
664 CSNK2B CSNK2B casein kinase 2, beta polypeptide 140.58
665 C7H19orf43 C19orf43 chromosome 19 open reading frame 43 140.46
666 FADD FADD Fas associated via death domain 140.27
667 GABARAPL2 GABARAPL2 GABA(A) receptor-associated protein like 2 140.07
668 AIF1 AIF1 allograft inflammatory factor 1 140.00
669 CPA4 CPA4 carboxypeptidase A4 139.96
670 TXN TXN thioredoxin 139.50
671 E-CADHERIN CDH1 cadherin 1, type 1 139.41
672 PDAP1 PDAP1 PDGFA associated protein 1 139.34
673 HINT1 HINT1 histidine triad nucleotide binding protein 1 139.29
674 TMEM14C (TMEM14C) transmembrane protein 14C 138.57
675 SMDT1 SMDT1 single-pass membrane protein with aspartate-rich tail 1 138.37
676 PSMB1 PSMB1 proteasome subunit beta 1 138.33
677 IER2 IER2 immediate early response 2 138.21
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Table S12: Bos taurus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

678 ATP5L (ATP5L) ATP synthase, H+ transporting, mitochondrial Fo complex subunit G 137.65
679 MCAM MCAM melanoma cell adhesion molecule 137.60
680 ENSBTAG00000008021 (BST2) bone marrow stromal cell antigen 2 137.13
681 CDKN1A CDKN1A cyclin-dependent kinase inhibitor 1A (p21, Cip1) 137.11
682 HAND1 HAND1 heart and neural crest derivatives expressed 1 137.10
683 ARL6IP1 ARL6IP1 ADP ribosylation factor like GTPase 6 interacting protein 1 137.08
684 ENSBTAG00000046245 (CFD) complement factor D (adipsin) 137.01
685 PDXK PDXK pyridoxal (pyridoxine, vitamin B6) kinase 136.99
686 PHB2 (PHB2) prohibitin 2 136.93
687 CITED2 CITED2 Cbp/p300-interacting transactivator, with Glu/Asp rich carboxy-terminal do-

main, 2
136.69

688 ENSBTAG00000012916 136.63
689 CANX CANX calnexin 136.52
690 GALM GALM galactose mutarotase (aldose 1-epimerase) 136.49
691 GDI1 GDI1 GDP dissociation inhibitor 1 136.48
692 LITAF LITAF lipopolysaccharide-induced TNF factor 135.49
693 PEA15 PEA15 phosphoprotein enriched in astrocytes 15 135.47
694 ENSBTAG00000047248 (PCBP1) poly(rC) binding protein 1 134.78
695 HMOX2 HMOX2 heme oxygenase 2 134.76
696 F11R F11R F11 receptor 133.94
697 TKT (TKT) transketolase 133.66
698 TMEM259 TMEM259 transmembrane protein 259 133.39
699 YWHAB YWHAB tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein,

beta
133.36

700 TMED2 TMED2 transmembrane p24 trafficking protein 2 133.07
701 ENSBTAG00000047901 132.92
702 ENSBTAG00000023037 132.77
703 PLEKHO1 (PLEKHO1) pleckstrin homology domain containing O1 132.72
704 PPP4C PPP4C protein phosphatase 4 catalytic subunit 132.04
705 PRELID1 PRELID1 PRELI domain containing 1 131.98
706 ISCU ISCU iron-sulfur cluster assembly enzyme 131.81
707 NDUFB4 NDUFB4 NADH:ubiquinone oxidoreductase subunit B4 131.76
708 SLC44A2 SLC44A2 solute carrier family 44 (choline transporter), member 2 131.72
709 ATP5H ATP5H ATP synthase, H+ transporting, mitochondrial Fo complex subunit D 131.53
710 UQCRB UQCRB ubiquinol-cytochrome c reductase binding protein 131.47
711 GSN GSN gelsolin 130.96
712 RSAD2 RSAD2 radical S-adenosyl methionine domain containing 2 130.56
713 RPL6 RPL6 ribosomal protein L6 130.54
714 SDHA SDHA succinate dehydrogenase complex subunit A, flavoprotein (Fp) 130.53
715 IGFBP7 IGFBP7 insulin like growth factor binding protein 7 130.26
716 FKBP8 FKBP8 FK506 binding protein 8 129.87
717 TMEM147 TMEM147 transmembrane protein 147 129.69
718 ACADVL ACADVL acyl-CoA dehydrogenase, very long chain 129.50
719 VWA5A VWA5A von Willebrand factor A domain containing 5A 129.49
720 ATP5A1 ATP5A1 ATP synthase, H+ transporting, mitochondrial F1 complex, alpha subunit 1,

cardiac muscle
129.38

721 GNG11 GNG11 guanine nucleotide binding protein (G protein), gamma 11 129.38
722 SEMA3F SEMA3F sema domain, immunoglobulin domain (Ig), short basic domain, secreted,

(semaphorin) 3F
129.31

723 GADD45A GADD45A growth arrest and DNA damage inducible alpha 129.21
724 COL6A2 COL6A2 collagen, type VI, alpha 2 129.10
725 TIMP1 TIMP1 TIMP metallopeptidase inhibitor 1 128.86
726 TMED10 TMED10 transmembrane p24 trafficking protein 10 128.86
727 CSRP1 CSRP1 cysteine and glycine rich protein 1 128.70
728 ENSBTAG00000047319 (RAP2C) RAP2C, member of RAS oncogene family 128.56
729 SLC25A1 (SLC25A1) solute carrier family 25 (mitochondrial carrier; citrate transporter), member 1 128.51
730 PSME1 PSME1 proteasome activator subunit 1 128.39
731 COPG1 COPG1 coatomer protein complex subunit gamma 1 128.09
732 HRMT1L2 PRMT1 protein arginine methyltransferase 1 127.90
733 ENSBTAG00000046100 127.87
734 EIF3G EIF3G eukaryotic translation initiation factor 3 subunit G 127.67
735 RPN2 RPN2 ribophorin II 127.00
736 MANF (MANF) mesencephalic astrocyte-derived neurotrophic factor 126.86
737 REXO2 REXO2 RNA exonuclease 2 126.55
738 CD99 CD99 CD99 molecule 126.44
739 NACA NACA nascent polypeptide-associated complex alpha subunit 126.42
740 NDUFB8 NDUFB8 NADH:ubiquinone oxidoreductase subunit B8 126.26
741 TAF10 TAF10 TATA-box binding protein associated factor 10 126.13
742 SLC2A1 SLC2A1 solute carrier family 2 (facilitated glucose transporter), member 1 125.96
743 ATP5O ATP5O ATP synthase, H+ transporting, mitochondrial F1 complex, O subunit 125.84
744 PLAU PLAU plasminogen activator, urokinase 125.64
745 EIF6 EIF6 eukaryotic translation initiation factor 6 124.83
746 LMAN2 LMAN2 lectin, mannose-binding 2 124.11
747 ENSBTAG00000038368 (SNRPG) small nuclear ribonucleoprotein polypeptide G 123.77
748 SDF2 SDF2 stromal cell-derived factor 2 123.74
749 FLNA FLNA filamin A, alpha 123.63
750 MYO1C MYO1C myosin IC 123.59
751 RAB25 RAB25 RAB25, member RAS oncogene family 123.51
752 NUPR1 NUPR1 nuclear protein 1, transcriptional regulator 123.36
753 ACAA1 ACAA1 acetyl-CoA acyltransferase 1 123.26
754 DAZAP2 DAZAP2 DAZ associated protein 2 123.26
755 ENSBTAG00000024608 (RPL9) ribosomal protein L9 123.24
756 EMP1 EMP1 epithelial membrane protein 1 123.14
757 TMEM59 TMEM59 transmembrane protein 59 123.12
758 DAP DAP death-associated protein 123.12
759 WBSCR27 (WBSCR27) Williams Beuren syndrome chromosome region 27 123.10
760 ENSBTAG00000013799 123.02
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Table S12: Bos taurus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

761 ERGIC1 ERGIC1 endoplasmic reticulum-golgi intermediate compartment 1 122.69
762 UBE2S UBE2S ubiquitin conjugating enzyme E2S 122.66
763 MEST (MEST) mesoderm specific transcript 122.63
764 ACTR3 ACTR3 ARP3 actin-related protein 3 homolog (yeast) 122.44
765 SOD1 (SOD1) superoxide dismutase 1, soluble 122.42
766 ARSE ARSE arylsulfatase E (chondrodysplasia punctata 1) 122.35
767 POMP POMP proteasome maturation protein 122.11
768 RALY RALY RALY heterogeneous nuclear ribonucleoprotein 122.10
769 FBL FBL fibrillarin 122.08
770 BHLHE40 BHLHE40 basic helix-loop-helix family member e40 122.05
771 PSMG4 PSMG4 proteasome (prosome, macropain) assembly chaperone 4 121.76
772 PSME2 PSME2 proteasome activator subunit 2 121.67
773 RHOG RHOG ras homolog family member G 121.52
774 TLN1 TLN1 talin 1 121.35
775 ERP70 PDIA4 protein disulfide isomerase family A member 4 120.92
776 PHB PHB prohibitin 120.89
777 MT1A MT2A metallothionein 2A 120.70
778 EIF3I EIF3I eukaryotic translation initiation factor 3 subunit I 120.30
779 ENSBTAG00000032432 (RPL23A) ribosomal protein L23a 119.88
780 SEC61A1 SEC61A1 Sec61 translocon alpha 1 subunit 119.70
781 ATP12A ATP12A ATPase, H+/K+ transporting, nongastric, alpha polypeptide 119.61
782 TMEM258 TMEM258 transmembrane protein 258 119.47
783 SEC11A SEC11A SEC11 homolog A, signal peptidase complex subunit 119.37
784 PSMD8 PSMD8 proteasome 26S subunit, non-ATPase 8 118.94
785 GJB5 GJB5 gap junction protein beta 5 118.92
786 RAB1A RAB1A RAB1A, member RAS oncogene family 118.91
787 CRYAB (CRYAB) crystallin alpha B 118.90
788 ENSBTAG00000026809 118.87
789 AHCY AHCY adenosylhomocysteinase 118.69
790 EIF4EBP1 EIF4EBP1 eukaryotic translation initiation factor 4E binding protein 1 118.69
791 PSMC3 PSMC3 proteasome 26S subunit, ATPase 3 118.26
792 RBP1 RBP1 retinol binding protein 1 118.23
793 HNRPC HNRNPC heterogeneous nuclear ribonucleoprotein C (C1/C2) 118.18
794 S100A13 S100A13 S100 calcium binding protein A13 118.17
795 ENSBTAG00000047547 RPS23 ribosomal protein S23 118.16
796 SLC25A3 SLC25A3 solute carrier family 25 (mitochondrial carrier; phosphate carrier), member 3 118.13
797 LDHA LDHA lactate dehydrogenase A 117.95
798 ENSBTAG00000039970 (PGA5) pepsinogen 5, group I (pepsinogen A) 117.89
799 RAMP3 RAMP3 receptor (G protein-coupled) activity modifying protein 3 117.83
800 ANXA5 ANXA5 annexin A5 117.66
801 MRPL27 MRPL27 mitochondrial ribosomal protein L27 117.50
802 VAMP8 VAMP8 vesicle associated membrane protein 8 117.49
803 SECTM1 (SECTM1) secreted and transmembrane 1 117.46
804 CDC37 CDC37 cell division cycle 37 117.30
805 CYC1 CYC1 cytochrome c-1 117.13
806 AUP1 AUP1 ancient ubiquitous protein 1 116.88
807 ENSBTAG00000047008 116.81
808 GADD45B GADD45B growth arrest and DNA damage inducible beta 116.67
809 FADS2 FADS2 fatty acid desaturase 2 116.46
810 ENSBTAG00000046323 ADGRG1 adhesion G protein-coupled receptor G1 116.45
811 USP22 USP22 ubiquitin specific peptidase 22 116.44
812 SDF4 SDF4 stromal cell derived factor 4 116.35
813 MDH2 MDH2 malate dehydrogenase 2 116.27
814 PSMD2 PSMD2 proteasome 26S subunit, non-ATPase 2 116.03
815 PTGES3 PTGES3 prostaglandin E synthase 3 115.93
816 ARF4 ARF4 ADP ribosylation factor 4 115.90
817 LUM LUM lumican 115.78
818 S1PR1 S1PR1 sphingosine-1-phosphate receptor 1 115.75
819 ENSBTAG00000040518 115.62
820 U2AF2 U2AF2 U2 small nuclear RNA auxiliary factor 2 115.45
821 DUSP1 DUSP1 dual specificity phosphatase 1 115.44
822 ENSBTAG00000003197 115.33
823 ARPC1A ARPC1A actin related protein 2/3 complex subunit 1A 115.30
824 LAMTOR1 LAMTOR1 late endosomal/lysosomal adaptor, MAPK and MTOR activator 1 115.20
825 ADRM1 ADRM1 adhesion regulating molecule 1 115.12
826 CHMP4B CHMP4B charged multivesicular body protein 4B 115.11
827 SLIRP SLIRP SRA stem-loop interacting RNA binding protein 115.06
828 GPI GPI glucose-6-phosphate isomerase 115.04
829 RNASET2 (RNASET2) ribonuclease T2 115.00
830 COPS6 COPS6 COP9 signalosome subunit 6 115.00
831 H2AFJ (H2AFJ) H2A histone family member J 114.73
832 NENF NENF neudesin neurotrophic factor 114.23
833 ENSBTAG00000040051 (RPL30) ribosomal protein L30 114.16
834 PUF60 (PUF60) poly(U) binding splicing factor 60KDa 114.04
835 CKB CKB creatine kinase, brain 114.00
836 SERPINB9 SERPINB9 serpin peptidase inhibitor, clade B (ovalbumin), member 9 113.87
837 YWHAG YWHAG tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein,

gamma
113.79

838 ENSBTAG00000025383 113.74
839 PFDN2 PFDN2 prefoldin subunit 2 113.57
840 PHPT1 PHPT1 phosphohistidine phosphatase 1 113.24
841 FAM129B FAM129B family with sequence similarity 129 member B 113.17
842 ENSBTAG00000035379 113.09
843 NUDC NUDC nudC nuclear distribution protein 112.64
844 DPM3 DPM3 dolichyl-phosphate mannosyltransferase polypeptide 3 112.62
845 HNRNPAB HNRNPAB heterogeneous nuclear ribonucleoprotein A/B 111.71
846 C1QTNF5 C1QTNF5 C1q and tumor necrosis factor related protein 5 111.67
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Table S12: Bos taurus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

847 TPM3 TPM3 tropomyosin 3 111.49
848 ENSBTAG00000046364 (CRIP2) cysteine-rich protein 2 111.27
849 DRAP1 DRAP1 DR1-associated protein 1 (negative cofactor 2 alpha) 111.14
850 PFKL PFKL phosphofructokinase, liver 111.11
851 DCN DCN decorin 110.72
852 AKT1 AKT1 v-akt murine thymoma viral oncogene homolog 1 110.48
853 COX7A2 COX7A2 cytochrome c oxidase subunit VIIa polypeptide 2 (liver) 110.43
854 ENSBTAG00000035926 (EEF1A1) eukaryotic translation elongation factor 1 alpha 1 110.40
855 CCS CCS copper chaperone for superoxide dismutase 110.30
856 EIF3D EIF3D eukaryotic translation initiation factor 3 subunit D 110.22
857 SCARB1 SCARB1 scavenger receptor class B, member 1 110.21
858 DDX39B DDX39B DEAD (Asp-Glu-Ala-Asp) box polypeptide 39B 110.20
859 EVA1B EVA1B eva-1 homolog B (C. elegans) 110.01
860 TBCB TBCB tubulin folding cofactor B 109.81
861 FOS FOS FBJ murine osteosarcoma viral oncogene homolog 109.78
862 ADI1 ADI1 acireductone dioxygenase 1 109.54
863 EEF1D EEF1D eukaryotic translation elongation factor 1 delta (guanine nucleotide exchange

protein)
109.47

864 MSX1 MSX1 msh homeobox 1 109.22
865 CDK9 CDK9 cyclin-dependent kinase 9 109.18
866 KDELR2 KDELR2 KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein retention receptor

2
109.00

867 RAB1B RAB1B RAB1B, member RAS oncogene family 108.97
868 RCAN1 RCAN1 regulator of calcineurin 1 108.91
869 CUTA CUTA cutA divalent cation tolerance homolog (E. coli) 108.82
870 MVP MVP major vault protein 108.75
871 HK1 HK1 hexokinase 1 108.51
872 TEN1 TEN1 TEN1 CST complex subunit 108.51
873 NDUFA6 NDUFA6 NADH:ubiquinone oxidoreductase subunit A6 108.49
874 ENSBTAG00000046547 (CIDEA) cell death-inducing DFFA-like effector a 108.44
875 POR (POR) P450 (cytochrome) oxidoreductase 108.26
876 SNORA7 108.22
877 CAV1 CAV1 caveolin 1 108.13
878 HDLBP HDLBP high density lipoprotein binding protein 107.95
879 ENSBTAG00000000242 107.92
880 SND1 SND1 staphylococcal nuclease and tudor domain containing 1 107.77
881 MAPKAPK2 (MAPKAPK2) mitogen-activated protein kinase-activated protein kinase 2 107.70
882 ENSBTAG00000047787 (RPS15A) ribosomal protein S15a 107.35
883 TECR TECR trans-2,3-enoyl-CoA reductase 105.92
884 CYCS (CYCS) cytochrome c, somatic 105.83
885 ERBB2 ERBB2 erb-b2 receptor tyrosine kinase 2 105.75
886 PSMD4 PSMD4 proteasome 26S subunit, non-ATPase 4 105.74
887 HNRPD HNRNPD heterogeneous nuclear ribonucleoprotein D 105.64
888 TUBA1C TUBA1C tubulin, alpha 1c 105.49
889 CTTN CTTN cortactin 105.44
890 FLOT1 FLOT1 flotillin 1 105.36
891 PIN1 PIN1 peptidylprolyl cis/trans isomerase, NIMA-interacting 1 105.29
892 PLAC8 PLAC8 placenta specific 8 105.22
893 OSTF1 OSTF1 osteoclast stimulating factor 1 105.05
894 UQCRC1 UQCRC1 ubiquinol-cytochrome c reductase core protein I 105.00
895 ENSBTAG00000047637 104.98
896 LASP1 LASP1 LIM and SH3 protein 1 104.98
897 PPP6R1 PPP6R1 protein phosphatase 6 regulatory subunit 1 104.94
898 LAPTM4B LAPTM4B lysosomal protein transmembrane 4 beta 104.89
899 MOV10 MOV10 Mov10 RISC complex RNA helicase 104.55
900 MCL1 (MCL1) myeloid cell leukemia 1 104.52
901 PSMC5 PSMC5 proteasome 26S subunit, ATPase 5 104.45
902 TMEM109 TMEM109 transmembrane protein 109 104.29
903 CLDN6 CLDN6 claudin 6 104.29
904 BZW1 BZW1 basic leucine zipper and W2 domains 1 104.28
905 EIF1AX EIF1AX eukaryotic translation initiation factor 1A, X-linked 103.92
906 PSMD3 PSMD3 proteasome 26S subunit, non-ATPase 3 103.77
907 ENSBTAG00000017191 (MCTS1) malignant T-cell amplified sequence 1 103.68
908 CXCR7 ACKR3 atypical chemokine receptor 3 103.67
909 ENSBTAG00000038783 RPL15 ribosomal protein L15 103.65
910 PRR5 PRR5 proline rich 5 103.62
911 ENSBTAG00000019994 103.58
912 LDHB LDHB lactate dehydrogenase B 103.55
913 SNORA17 103.52
914 TUBA1A TUBA1A tubulin, alpha 1a 103.52
915 RBBP7 RBBP7 retinoblastoma binding protein 7 103.37
916 FBLN2 FBLN2 fibulin 2 103.36
917 HMGA1 HMGA1 high mobility group AT-hook 1 103.35
918 RPS26 (RPS26) ribosomal protein S26 103.32
919 IRF3 IRF3 interferon regulatory factor 3 103.30
920 HSPC321 SWAP70 SWAP switching B-cell complex 70kDa subunit 103.26
921 CCT7 CCT7 chaperonin containing TCP1, subunit 7 (eta) 103.07
922 DDIT4 DDIT4 DNA damage inducible transcript 4 102.96
923 ENSBTAG00000047345 (PVRL2) poliovirus receptor-related 2 (herpesvirus entry mediator B) 102.92
924 ENSBTAG00000037775 (TUBA1C) tubulin, alpha 1c 102.67
925 RNF181 RNF181 ring finger protein 181 102.65
926 BLOC1S1 BLOC1S1 biogenesis of lysosomal organelles complex-1, subunit 1 102.65
927 UCP2 UCP2 uncoupling protein 2 (mitochondrial, proton carrier) 102.00
928 PSMA6 PSMA6 proteasome subunit alpha 6 101.94
929 RER1 RER1 retention in endoplasmic reticulum sorting receptor 1 101.93
930 ERGIC3 ERGIC3 ERGIC and golgi 3 101.84
931 UBALD2 UBALD2 UBA-like domain containing 2 101.54
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Table S12: Bos taurus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

932 RRAS RRAS related RAS viral (r-ras) oncogene homolog 101.46
933 DNAJB1 DNAJB1 DnaJ heat shock protein family (Hsp40) member B1 101.45
934 PSMB5 PSMB5 proteasome subunit beta 5 101.30
935 ROBO4 ROBO4 roundabout guidance receptor 4 101.17
936 OTUB1 OTUB1 OTU deubiquitinase, ubiquitin aldehyde binding 1 101.08
937 GMFG GMFG glia maturation factor, gamma 100.81
938 NDUFB9 NDUFB9 NADH:ubiquinone oxidoreductase subunit B9 100.81
939 ENSBTAG00000024125 (RPS27) ribosomal protein S27 100.75
940 SNORA21 100.68
941 SERTAD1 SERTAD1 SERTA domain containing 1 100.23
942 NDUFA7 NDUFA7 NADH:ubiquinone oxidoreductase subunit A7 100.17
943 DCTN2 DCTN2 dynactin subunit 2 99.98
944 SEPT2 SEPT2 septin 2 99.84
945 RIP5 TGIF2-C20orf24 TGIF2-C20orf24 readthrough 99.82
946 C1orf54 (C1orf54) chromosome 1 open reading frame 54 99.81
947 EIF4B EIF4B eukaryotic translation initiation factor 4B 99.74
948 SOCS3 SOCS3 suppressor of cytokine signaling 3 99.74
949 POLR2E POLR2E polymerase (RNA) II (DNA directed) polypeptide E, 25kDa 99.72
950 XBP1 XBP1 X-box binding protein 1 99.42
951 PDIA6 PDIA6 protein disulfide isomerase family A member 6 99.25
952 PKN1 PKN1 protein kinase N1 99.17
953 GAS6 GAS6 growth arrest specific 6 99.06
954 H2AFV H2AFZ H2A histone family member Z 98.82
955 KDELR1 KDELR1 KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein retention receptor

1
98.72

956 EIF4G1 EIF4G1 eukaryotic translation initiation factor 4 gamma, 1 98.69
957 CD97 ADGRE5 adhesion G protein-coupled receptor E5 98.56
958 EIF3C EIF3C eukaryotic translation initiation factor 3 subunit C 98.45
959 GRINA (GRINA) glutamate receptor, ionotropic, N-methyl D-aspartate-associated protein 1

(glutamate binding)
98.37

960 ARPC5 ARPC5 actin related protein 2/3 complex subunit 5 98.15
961 RNF167 RNF167 ring finger protein 167 97.95
962 ENSBTAG00000045689 97.93
963 CHCHD5 CHCHD5 coiled-coil-helix-coiled-coil-helix domain containing 5 97.90
964 GNG12 GNG12 guanine nucleotide binding protein (G protein), gamma 12 97.90
965 ADAMTS4 ADAMTS4 ADAM metallopeptidase with thrombospondin type 1 motif 4 97.71
966 DUSP6 DUSP6 dual specificity phosphatase 6 97.71
967 UBA1 UBA1 ubiquitin-like modifier activating enzyme 1 97.61
968 PGD PGD phosphogluconate dehydrogenase 97.53
969 FAM96A FAM96A family with sequence similarity 96 member A 97.42
970 MLF2 MLF2 myeloid leukemia factor 2 97.16
971 NDUFB11 NDUFB11 NADH:ubiquinone oxidoreductase subunit B11 97.12
972 ILK ILK integrin linked kinase 97.01
973 GABARAPL1 GABARAPL1 GABA(A) receptor-associated protein like 1 96.95
974 ENSBTAG00000032446 (SARNP) SAP domain containing ribonucleoprotein 96.82
975 RTN4 RTN4 reticulon 4 96.81
976 HIF1A HIF1A hypoxia inducible factor 1, alpha subunit (basic helix-loop-helix transcription

factor)
96.78

977 ABR ABR active BCR-related 96.68
978 LAMTOR5 LAMTOR5 late endosomal/lysosomal adaptor, MAPK and MTOR activator 5 96.60
979 BAG6 BAG6 BCL2 associated athanogene 6 96.58
980 COX5A COX5A cytochrome c oxidase subunit Va 96.56
981 UQCRH UQCRH ubiquinol-cytochrome c reductase hinge protein 96.53
982 ENSBTAG00000039456 (RPL23A) ribosomal protein L23a 96.32
983 C28H10ORF116 ADIRF adipogenesis regulatory factor 96.22
984 APCDD1 APCDD1 adenomatosis polyposis coli down-regulated 1 96.21
985 ENSBTAG00000030281 96.08
986 ICAM1 ICAM1 intercellular adhesion molecule 1 96.00
987 HNRNPH1 HNRNPH1 heterogeneous nuclear ribonucleoprotein H1 (H) 95.82
988 MAFF MAFF v-maf avian musculoaponeurotic fibrosarcoma oncogene homolog F 95.79
989 ENSBTAG00000007302 (SLC2A5) solute carrier family 2 (facilitated glucose/fructose transporter), member 5 95.75
990 RPL9 RPL9 ribosomal protein L9 95.58
991 LGMN LGMN legumain 95.58
992 NDUFS2 NDUFS2 NADH:ubiquinone oxidoreductase core subunit S2 95.51
993 UBXN1 UBXN1 UBX domain protein 1 95.46
994 RPS4Y1 (RPS4X) ribosomal protein S4, X-linked 95.41
995 HMGN1 HMGN1 high mobility group nucleosome binding domain 1 95.37
996 BNIP3 BNIP3 BCL2/adenovirus E1B 19kDa interacting protein 3 95.16
997 PABPC4 PABPC4 poly(A) binding protein, cytoplasmic 4 (inducible form) 94.87
998 SEPT9 (SEPT9) septin 9 94.69
999 MYEOV2 MYEOV2 myeloma overexpressed 2 94.66
1000 HNRNPL HNRNPL heterogeneous nuclear ribonucleoprotein L 94.62
1001 CCT5 CCT5 chaperonin containing TCP1, subunit 5 (epsilon) 94.62
1002 BTG1 BTG1 B-cell translocation gene 1, anti-proliferative 94.52
1003 SNORA8 94.30
1004 NHP2L1 NHP2L1 94.25
1005 FAM122B FAM122B family with sequence similarity 122B 94.24
1006 ENSBTAG00000046688 (EEF1A1) eukaryotic translation elongation factor 1 alpha 1 94.22
1007 PSMC1 PSMC1 proteasome 26S subunit, ATPase 1 94.17
1008 ENSBTAG00000032150 94.16
1009 HM13 HM13 histocompatibility (minor) 13 94.11
1010 TMEM66 SARAF store-operated calcium entry-associated regulatory factor 94.07
1011 IRF7 IRF7 interferon regulatory factor 7 93.75
1012 TGFB1 TGFB1 transforming growth factor beta 1 93.71
1013 SEMA7A SEMA7A semaphorin 7A, GPI membrane anchor (John Milton Hagen blood group) 93.51
1014 CDC42EP1 CDC42EP1 CDC42 effector protein (Rho GTPase binding) 1 93.50
1015 ENSBTAG00000010988 (MORF4L1) mortality factor 4 like 1 93.28
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Table S12: Bos taurus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

1016 NSFL1C NSFL1C NSFL1 (p97) cofactor (p47) 93.18
1017 CTNND1 CTNND1 catenin delta 1 93.17
1018 PRPSAP1 PRPSAP1 phosphoribosyl pyrophosphate synthetase-associated protein 1 93.15
1019 PFDN5 PFDN5 prefoldin subunit 5 93.15
1020 TNFRSF1B TNFRSF1B tumor necrosis factor receptor superfamily member 1B 93.14
1021 HNRNPA2B1 HNRNPA2B1 heterogeneous nuclear ribonucleoprotein A2/B1 93.05
1022 RARRES1 RARRES1 retinoic acid receptor responder (tazarotene induced) 1 92.94
1023 CLPTM1 CLPTM1 cleft lip and palate associated transmembrane protein 1 92.80
1024 ATP5C1 ATP5C1 ATP synthase, H+ transporting, mitochondrial F1 complex, gamma polypep-

tide 1
92.73

1025 CCDC85B CCDC85B coiled-coil domain containing 85B 92.60
1026 ENSBTAG00000004861 (EIF3F) eukaryotic translation initiation factor 3 subunit F 92.46
1027 EPN1 EPN1 epsin 1 92.39
1028 ENSBTAG00000047896 (COMT) catechol-O-methyltransferase 92.34
1029 LRPAP1 LRPAP1 LDL receptor related protein associated protein 1 92.27
1030 ECSCR (ECSCR) endothelial cell surface expressed chemotaxis and apoptosis regulator 92.27
1031 CHMP5 CHMP5 charged multivesicular body protein 5 92.20
1032 IQGAP1 IQGAP1 IQ motif containing GTPase activating protein 1 92.05
1033 EGR1 EGR1 early growth response 1 92.00
1034 RPL7 RPL7 ribosomal protein L7 91.83
1035 PDLIM1 PDLIM1 PDZ and LIM domain 1 91.71
1036 ALAD ALAD aminolevulinate dehydratase 91.63
1037 SHC1 SHC1 SHC (Src homology 2 domain containing) transforming protein 1 91.58
1038 NDUFB10 NDUFB10 NADH:ubiquinone oxidoreductase subunit B10 91.47
1039 COX14 COX14 COX14, cytochrome c oxidase assembly factor 91.47
1040 SLC9A3R2 SLC9A3R2 solute carrier family 9, subfamily A (NHE3, cation proton antiporter 3), mem-

ber 3 regulator 2
91.47

1041 VDAC3 VDAC3 voltage-dependent anion channel 3 91.39
1042 NUTF2 NUTF2 nuclear transport factor 2 91.28
1043 H2AFZ (H2AFZ) H2A histone family member Z 91.15
1044 ENSBTAG00000037516 91.04
1045 SHISA4 SHISA4 shisa family member 4 90.75
1046 DDX39 DDX39A DEAD (Asp-Glu-Ala-Asp) box polypeptide 39A 90.75
1047 TOMM6 TOMM6 translocase of outer mitochondrial membrane 6 homolog (yeast) 90.43
1048 PCDH1 PCDH1 protocadherin 1 90.39
1049 YIF1A YIF1A Yip1 interacting factor homolog A (S. cerevisiae) 90.34
1050 ENSBTAG00000027412 (SOD1) superoxide dismutase 1, soluble 90.31
1051 ENSBTAG00000008557 90.22
1052 HDGF HDGF hepatoma-derived growth factor 90.16
1053 C7H19orf10 MYDGF myeloid-derived growth factor 90.11
1054 SAR1A SAR1A secretion associated, Ras related GTPase 1A 89.99
1055 ETS2 ETS2 v-ets avian erythroblastosis virus E26 oncogene homolog 2 89.92
1056 PAFAH1B3 PAFAH1B3 platelet activating factor acetylhydrolase 1b catalytic subunit 3 89.92
1057 TM9SF2 TM9SF2 transmembrane 9 superfamily member 2 89.91
1058 CDC34 CDC34 cell division cycle 34 89.87
1059 FAM195B FAM195B family with sequence similarity 195 member B 89.81
1060 BAX BAX BCL2-associated X protein 89.75
1061 ATP5F1 ATP5F1 ATP synthase, H+ transporting, mitochondrial Fo complex subunit B1 89.54
1062 ENSBTAG00000040367 (RPL15) ribosomal protein L15 89.53
1063 PARK7 PARK7 parkinson protein 7 89.43
1064 MGC142811 UBALD1 UBA-like domain containing 1 89.36
1065 COMT COMT catechol-O-methyltransferase 89.33
1066 LSM3 LSM3 LSM3 homolog, U6 small nuclear RNA and mRNA degradation associated 89.28
1067 ENSBTAG00000027930 (RPL10A) ribosomal protein L10a 89.25
1068 DBNL DBNL drebrin-like 89.21
1069 RAB15 RAB15 RAB15, member RAS oncogene family 88.86
1070 CERS2 CERS2 ceramide synthase 2 88.72
1071 PRKCSH PRKCSH protein kinase C substrate 80K-H 88.68
1072 CXCL10 CXCL10 chemokine (C-X-C motif) ligand 10 88.67
1073 CLTB CLTB clathrin, light chain B 88.60
1074 CD34 CD34 CD34 molecule 88.58
1075 SNRPG SNRPG small nuclear ribonucleoprotein polypeptide G 88.57
1076 PGRMC1 PGRMC1 progesterone receptor membrane component 1 88.51
1077 KRTCAP2 KRTCAP2 keratinocyte associated protein 2 88.42
1078 ENSBTAG00000005146 (HLA-A) major histocompatibility complex, class I, A 88.25
1079 ENSBTAG00000027213 (RPL10A) ribosomal protein L10a 88.23
1080 F3 F3 coagulation factor III (thromboplastin, tissue factor) 88.23
1081 PTOV1 PTOV1 prostate tumor overexpressed 1 88.22
1082 CLEC1A CLEC1A C-type lectin domain family 1, member A 88.15
1083 SPINT1 SPINT1 serine peptidase inhibitor, Kunitz type 1 88.09
1084 SMIM15 SMIM15 small integral membrane protein 15 88.03
1085 ENSBTAG00000034973 (RPL17) ribosomal protein L17 87.93
1086 YIPF3 YIPF3 Yip1 domain family member 3 87.90
1087 ANP32B ANP32B acidic nuclear phosphoprotein 32 family member B 87.86
1088 ENSBTAG00000014862 (HMGB1) high mobility group box 1 87.83
1089 MRPS33 MRPS33 mitochondrial ribosomal protein S33 87.83
1090 ENSBTAG00000047830 87.70
1091 ENSBTAG00000048169 (RPS15A) ribosomal protein S15a 87.60
1092 EIF3E EIF3E eukaryotic translation initiation factor 3 subunit E 87.53
1093 FSTL3 FSTL3 follistatin-like 3 (secreted glycoprotein) 87.51
1094 TRAPPC5 TRAPPC5 trafficking protein particle complex 5 87.46
1095 MDH1 MDH1 malate dehydrogenase 1 87.42
1096 RTN3 RTN3 reticulon 3 87.36
1097 OAT OAT ornithine aminotransferase 87.27
1098 SLC39A7 SLC39A7 solute carrier family 39 (zinc transporter), member 7 87.24
1099 DAPK3 DAPK3 death-associated protein kinase 3 87.20
1100 AP3D1 AP3D1 adaptor-related protein complex 3, delta 1 subunit 87.13
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Table S12: Bos taurus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

1101 ENSBTAG00000047847 (HBB) hemoglobin subunit beta 87.10
1102 U2AF1 (U2AF1) U2 small nuclear RNA auxiliary factor 1 86.83
1103 SPTBN1 SPTBN1 spectrin, beta, non-erythrocytic 1 86.80
1104 CD14 CD14 CD14 molecule 86.70
1105 MCM7 MCM7 minichromosome maintenance complex component 7 86.54
1106 ANXA11 ANXA11 annexin A11 86.48
1107 SLC39A4 SLC39A4 solute carrier family 39 (zinc transporter), member 4 86.48
1108 PLSCR2 PLSCR1 phospholipid scramblase 1 86.45
1109 RASIP1 RASIP1 Ras interacting protein 1 86.10
1110 MRPL41 MRPL41 mitochondrial ribosomal protein L41 86.06
1111 COA3 COA3 cytochrome c oxidase assembly factor 3 85.93
1112 SLC13A4 SLC13A4 solute carrier family 13 (sodium/sulfate symporter), member 4 85.86
1113 YIF1B YIF1B Yip1 interacting factor homolog B (S. cerevisiae) 85.86
1114 BCL6B BCL6B B-cell CLL/lymphoma 6, member B 85.83
1115 LSR LSR lipolysis stimulated lipoprotein receptor 85.77
1116 STIP1 STIP1 stress induced phosphoprotein 1 85.69
1117 ENSBTAG00000048119 (PCGF3) polycomb group ring finger 3 85.63
1118 ACO2 ACO2 aconitase 2 85.53
1119 TIMM17A TIMM17A translocase of inner mitochondrial membrane 17 homolog A (yeast) 85.08
1120 COX8A COX8A cytochrome c oxidase subunit VIIIA (ubiquitous) 85.04
1121 STUB1 STUB1 STIP1 homology and U-box containing protein 1, E3 ubiquitin protein ligase 85.03
1122 FKBP2 (FKBP2) FK506 binding protein 2 84.92
1123 NDUFA11 NDUFA11 NADH:ubiquinone oxidoreductase subunit A11 84.77
1124 ITGA3 ITGA3 integrin alpha 3 84.68
1125 MAPRE1 MAPRE1 microtubule associated protein RP/EB family member 1 84.58
1126 RPL7L1 RPL7L1 ribosomal protein L7 like 1 84.47
1127 VWA1 VWA1 von Willebrand factor A domain containing 1 84.44
1128 PPP2CA PPP2CA protein phosphatase 2, catalytic subunit, alpha isozyme 84.29
1129 PSMA3 PSMA3 proteasome subunit alpha 3 84.26
1130 SNX3 SNX3 sorting nexin 3 84.21
1131 CTGF CTGF connective tissue growth factor 84.16
1132 ENSBTAG00000034433 (RPL12) ribosomal protein L12 84.15
1133 ENSBTAG00000046004 84.06
1134 TUFM TUFM Tu translation elongation factor, mitochondrial 83.95
1135 ENSBTAG00000047286 83.68
1136 RAB5B RAB5B RAB5B, member RAS oncogene family 83.55
1137 EPHX2 EPHX2 epoxide hydrolase 2, cytoplasmic 83.53
1138 ABHD12 ABHD12 abhydrolase domain containing 12 83.48
1139 GCA GCA grancalcin 83.35
1140 SPTAN1 SPTAN1 spectrin, alpha, non-erythrocytic 1 83.17
1141 ARRDC2 ARRDC2 arrestin domain containing 2 82.94
1142 TMCC3 TMCC3 transmembrane and coiled-coil domain family 3 82.91
1143 CD47 CD47 CD47 molecule 82.80
1144 RPL15 (RPL15) ribosomal protein L15 82.79
1145 ELOVL1 ELOVL1 ELOVL fatty acid elongase 1 82.71
1146 LYPLA2 LYPLA2 lysophospholipase II 82.59
1147 NDUFS8 NDUFS8 NADH:ubiquinone oxidoreductase core subunit S8 82.48
1148 WARS WARS tryptophanyl-tRNA synthetase 82.46
1149 TOMM5 RP11-613M10.8 82.46
1150 SERP1 SERP1 stress-associated endoplasmic reticulum protein 1 82.44
1151 TMEM160 TMEM160 transmembrane protein 160 82.44
1152 KLF6 KLF6 Kruppel-like factor 6 82.44
1153 CGI-119 TMBIM4 transmembrane BAX inhibitor motif containing 4 82.40
1154 CIDEA (CIDEA) cell death-inducing DFFA-like effector a 82.40
1155 TRIM25 TRIM25 tripartite motif containing 25 82.38
1156 ENSBTAG00000011161 82.27
1157 DNAJB6 DNAJB6 DnaJ heat shock protein family (Hsp40) member B6 82.13
1158 ENSBTAG00000006656 RANBP1 RAN binding protein 1 82.08
1159 ARL6IP5 ARL6IP5 ADP ribosylation factor like GTPase 6 interacting protein 5 82.07
1160 ZFP36L1 ZFP36L1 ZFP36 ring finger protein-like 1 82.02
1161 COMMD6 COMMD6 COMM domain containing 6 81.83
1162 PPP2R4 PPP2R4 protein phosphatase 2A regulatory subunit 4 81.82
1163 RRBP1 RRBP1 ribosome binding protein 1 81.80
1164 SHMT2 SHMT2 serine hydroxymethyltransferase 2 (mitochondrial) 81.75
1165 RNPS1 RNPS1 RNA binding protein S1, serine-rich domain 81.73
1166 AP2A2 AP2A2 adaptor-related protein complex 2, alpha 2 subunit 81.70
1167 ENSBTAG00000047425 (RPL6) ribosomal protein L6 81.67
1168 DDT DDT D-dopachrome tautomerase 81.64
1169 LRRC32 LRRC32 leucine rich repeat containing 32 81.61
1170 C11H9orf16 C9orf16 chromosome 9 open reading frame 16 81.54
1171 TAX1BP3 TAX1BP3 Tax1 (human T-cell leukemia virus type I) binding protein 3 81.34
1172 EMCN EMCN endomucin 81.33
1173 MRPS26 MRPS26 mitochondrial ribosomal protein S26 81.25
1174 EIF3H EIF3H eukaryotic translation initiation factor 3 subunit H 81.24
1175 ADGRF5 ADGRF5 adhesion G protein-coupled receptor F5 81.06
1176 SERINC3 SERINC3 serine incorporator 3 81.05
1177 AP1M2 AP1M2 adaptor-related protein complex 1 mu 2 subunit 81.00
1178 PRKCDBP PRKCDBP protein kinase C, delta binding protein 80.84
1179 ITGA5 ITGA5 integrin alpha 5 80.74
1180 TNKS2 TNKS2 tankyrase, TRF1-interacting ankyrin-related ADP-ribose polymerase 2 80.72
1181 MME MME membrane metallo-endopeptidase 80.33
1182 ENSBTAG00000046120 80.22
1183 TCP1 TCP1 t-complex 1 80.22
1184 COLGALT1 COLGALT1 collagen beta(1-O)galactosyltransferase 1 80.16
1185 LSM7 LSM7 LSM7 homolog, U6 small nuclear RNA and mRNA degradation associated 80.08
1186 FAM32A FAM32A family with sequence similarity 32 member A 79.98
1187 FLOT2 FLOT2 flotillin 2 79.97
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Table S12: Bos taurus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

1188 COL1A1 COL1A1 collagen, type I, alpha 1 79.95
1189 NDUFV1 NDUFV1 NADH:ubiquinone oxidoreductase core subunit V1 79.88
1190 FLII FLII flightless I actin binding protein 79.83
1191 CHID1 CHID1 chitinase domain containing 1 79.82
1192 ENSBTAG00000047397 79.67
1193 NDFIP1 NDFIP1 Nedd4 family interacting protein 1 79.62
1194 TOLLIP TOLLIP toll interacting protein 79.47
1195 CITED1 CITED1 Cbp/p300-interacting transactivator, with Glu/Asp rich carboxy-terminal do-

main, 1
79.46

1196 CLEC14A CLEC14A C-type lectin domain family 14, member A 79.43
1197 ALYREF ALYREF Aly/REF export factor 79.39
1198 BZW2 BZW2 basic leucine zipper and W2 domains 2 79.31
1199 SARS SARS seryl-tRNA synthetase 79.17
1200 TRIM28 TRIM28 tripartite motif containing 28 79.07
1201 QDPR QDPR quinoid dihydropteridine reductase 79.03
1202 BRD2 BRD2 bromodomain containing 2 78.79
1203 ANAPC11 ANAPC11 anaphase promoting complex subunit 11 78.59
1204 CYB5B CYB5B cytochrome b5 type B (outer mitochondrial membrane) 78.40
1205 C10H14ORF166 C14orf166 chromosome 14 open reading frame 166 78.38
1206 SF3B5 SF3B5 splicing factor 3b subunit 5 78.24
1207 HTRA1 HTRA1 HtrA serine peptidase 1 78.21
1208 NDUFA3 (NDUFA3) NADH:ubiquinone oxidoreductase subunit A3 78.14
1209 ATP5G1 ATP5G1 ATP synthase, H+ transporting, mitochondrial Fo complex subunit C1 (sub-

unit 9)
77.97

1210 POLR2I POLR2I polymerase (RNA) II (DNA directed) polypeptide I, 14.5kDa 77.76
1211 AHNAK AHNAK AHNAK nucleoprotein 77.76
1212 JUP (JUP) junction plakoglobin 77.61
1213 CCT4 CCT4 chaperonin containing TCP1, subunit 4 (delta) 77.41
1214 C27H8orf4 C8orf4 chromosome 8 open reading frame 4 77.39
1215 PPP1R15A PPP1R15A protein phosphatase 1 regulatory subunit 15A 77.37
1216 PC PC pyruvate carboxylase 77.33
1217 ENSBTAG00000037925 77.32
1218 U3 77.27
1219 MGC148992 RGCC regulator of cell cycle 77.02
1220 GALK1 GALK1 galactokinase 1 77.01
1221 ACTR1A ACTR1A ARP1 actin-related protein 1 homolog A, centractin alpha (yeast) 76.95
1222 ENSBTAG00000045588 (BST2) bone marrow stromal cell antigen 2 76.88
1223 CYP19A1 CYP19A1 cytochrome P450 family 19 subfamily A member 1 76.82
1224 AGTRAP AGTRAP angiotensin II receptor-associated protein 76.79
1225 EIF4A2 EIF4A2 eukaryotic translation initiation factor 4A2 76.73
1226 TMX2 TMX2 thioredoxin-related transmembrane protein 2 76.72
1227 EVL EVL Enah/Vasp-like 76.69
1228 5S_rRNA 76.68
1229 SNORA31 76.68
1230 OS9 OS9 osteosarcoma amplified 9, endoplasmic reticulum lectin 76.68
1231 ERP29 ERP29 endoplasmic reticulum protein 29 76.57
1232 MGC133632 ZNF706 zinc finger protein 706 76.41
1233 PSMB8 PSMB8 proteasome subunit beta 8 76.31
1234 ABHD14B ABHD14B abhydrolase domain containing 14B 76.31
1235 PGRMC2 PGRMC2 progesterone receptor membrane component 2 76.26
1236 B4GALT1 B4GALT1 UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 1 76.25
1237 NADK NADK NAD kinase 76.18
1238 CAPZA1 CAPZA1 capping protein (actin filament) muscle Z-line, alpha 1 76.15
1239 BLVRB BLVRB biliverdin reductase B 76.12
1240 LAP3 LAP3 leucine aminopeptidase 3 75.99
1241 TIE1 TIE1 tyrosine kinase with immunoglobulin-like and EGF-like domains 1 75.94
1242 VKORC1 RP11-196G11.1 75.86
1243 C22H3ORF10 BRK1 BRICK1, SCAR/WAVE actin-nucleating complex subunit 75.86
1244 ITGB4 ITGB4 integrin beta 4 75.84
1245 ENSBTAG00000046974 75.82
1246 TNFRSF21 TNFRSF21 tumor necrosis factor receptor superfamily member 21 75.78
1247 DPM2 DPM2 dolichyl-phosphate mannosyltransferase polypeptide 2, regulatory subunit 75.47
1248 SDHD SDHD succinate dehydrogenase complex subunit D, integral membrane protein 75.44
1249 ABHD4 ABHD4 abhydrolase domain containing 4 75.43
1250 PLBD2 PLBD2 phospholipase B domain containing 2 75.40
1251 GLIPR1 GLIPR1 GLI pathogenesis-related 1 75.38
1252 STOML2 STOML2 stomatin like 2 75.33
1253 INOS NOS2 nitric oxide synthase 2 75.22
1254 LAD1 LAD1 ladinin 1 75.21
1255 GLTSCR2 GLTSCR2 glioma tumor suppressor candidate region gene 2 75.19
1256 CHCHD7 CHCHD7 coiled-coil-helix-coiled-coil-helix domain containing 7 75.13
1257 TUBB2B TUBB2B tubulin, beta 2B class IIb 75.11
1258 ENSBTAG00000009621 75.05
1259 RALB RALB v-ral simian leukemia viral oncogene homolog B 75.02
1260 PTGDS PTGDS prostaglandin D2 synthase 75.00
1261 ENSBTAG00000005584 75.00
1262 ORMDL2 ORMDL2 ORMDL sphingolipid biosynthesis regulator 2 74.98
1263 EIF3L EIF3L eukaryotic translation initiation factor 3 subunit L 74.98
1264 RBM42 RBM42 RNA binding motif protein 42 74.88
1265 POLR2F POLR2F polymerase (RNA) II (DNA directed) polypeptide F 74.84
1266 EFNB1 EFNB1 ephrin-B1 74.83
1267 PEPD PEPD peptidase D 74.74
1268 HYAL2 (HYAL2) hyaluronoglucosaminidase 2 74.66
1269 CLTC CLTC clathrin, heavy chain (Hc) 74.64
1270 BCL2A1 BCL2A1 BCL2-related protein A1 74.63
1271 GPC4 GPC4 glypican 4 74.62
1272 MRPL36 MRPL36 mitochondrial ribosomal protein L36 74.62

133

http://www.ensembl.org/Bos_taurus/Gene/Summary?g=COL1A1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=COL1A1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=COL1A1
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=NDUFV1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NDUFV1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NDUFV1
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=FLII
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FLII
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FLII
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=CHID1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CHID1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CHID1
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=ENSBTAG00000047397
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=NDFIP1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NDFIP1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NDFIP1
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=TOLLIP
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TOLLIP
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TOLLIP
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=CITED1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CITED1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CITED1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CITED1
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=CLEC14A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CLEC14A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CLEC14A
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=ALYREF
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ALYREF
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ALYREF
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=BZW2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=BZW2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=BZW2
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=SARS
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SARS
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SARS
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=TRIM28
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TRIM28
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TRIM28
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=QDPR
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=QDPR
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=QDPR
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=BRD2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=BRD2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=BRD2
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=ANAPC11
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ANAPC11
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ANAPC11
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=CYB5B
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CYB5B
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CYB5B
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=C10H14ORF166
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=C14orf166
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=C14orf166
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=SF3B5
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SF3B5
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SF3B5
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=HTRA1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HTRA1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HTRA1
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=NDUFA3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NDUFA3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NDUFA3
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=ATP5G1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ATP5G1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ATP5G1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ATP5G1
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=POLR2I
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=POLR2I
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=POLR2I
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=AHNAK
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=AHNAK
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=AHNAK
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=JUP
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=JUP
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=JUP
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=CCT4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CCT4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CCT4
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=C27H8orf4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=C8orf4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=C8orf4
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=PPP1R15A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PPP1R15A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PPP1R15A
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=PC
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PC
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PC
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=ENSBTAG00000037925
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=U3
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=MGC148992
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RGCC
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RGCC
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=GALK1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GALK1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GALK1
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=ACTR1A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ACTR1A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ACTR1A
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=ENSBTAG00000045588
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=BST2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=BST2
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=CYP19A1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CYP19A1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CYP19A1
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=AGTRAP
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=AGTRAP
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=AGTRAP
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=EIF4A2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EIF4A2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EIF4A2
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=TMX2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TMX2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TMX2
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=EVL
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EVL
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EVL
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=5S_rRNA
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=SNORA31
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=OS9
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=OS9
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=OS9
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=ERP29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ERP29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ERP29
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=MGC133632
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ZNF706
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ZNF706
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=PSMB8
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PSMB8
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PSMB8
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=ABHD14B
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ABHD14B
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ABHD14B
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=PGRMC2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PGRMC2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PGRMC2
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=B4GALT1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=B4GALT1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=B4GALT1
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=NADK
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NADK
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NADK
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=CAPZA1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CAPZA1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CAPZA1
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=BLVRB
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=BLVRB
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=BLVRB
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=LAP3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=LAP3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=LAP3
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=TIE1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TIE1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TIE1
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=VKORC1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RP11-196G11.1
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=C22H3ORF10
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=BRK1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=BRK1
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=ITGB4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ITGB4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ITGB4
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=ENSBTAG00000046974
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=TNFRSF21
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TNFRSF21
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TNFRSF21
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=DPM2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=DPM2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=DPM2
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=SDHD
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SDHD
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SDHD
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=ABHD4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ABHD4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ABHD4
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=PLBD2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PLBD2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PLBD2
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=GLIPR1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GLIPR1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GLIPR1
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=STOML2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=STOML2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=STOML2
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=INOS
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NOS2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NOS2
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=LAD1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=LAD1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=LAD1
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=GLTSCR2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GLTSCR2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GLTSCR2
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=CHCHD7
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CHCHD7
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CHCHD7
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=TUBB2B
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TUBB2B
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TUBB2B
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=ENSBTAG00000009621
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=RALB
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RALB
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RALB
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=PTGDS
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PTGDS
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PTGDS
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=ENSBTAG00000005584
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=ORMDL2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ORMDL2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ORMDL2
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=EIF3L
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EIF3L
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EIF3L
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=RBM42
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RBM42
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RBM42
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=POLR2F
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=POLR2F
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=POLR2F
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=EFNB1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EFNB1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EFNB1
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=PEPD
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PEPD
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PEPD
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=HYAL2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HYAL2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HYAL2
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=CLTC
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CLTC
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CLTC
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=BCL2A1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=BCL2A1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=BCL2A1
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=GPC4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GPC4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GPC4
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=MRPL36
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MRPL36
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MRPL36


3.8 Bos taurus Placental Gene Expression 3 SPECIES EXPRESSION

Table S12: Bos taurus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

1273 CKS1B CKS1BP3 CDC28 protein kinase regulatory subunit 1B pseudogene 3 74.55
1274 TCEAL8 TCEAL8 transcription elongation factor A (SII)-like 8 74.51
1275 ITPKB ITPKB inositol-trisphosphate 3-kinase B 74.43
1276 ENSBTAG00000047432 74.30
1277 RBM4 RBM4 RNA binding motif protein 4 74.13
1278 ENSBTAG00000032347 74.11
1279 RBP4 RBP4 retinol binding protein 4 74.11
1280 ESM1 ESM1 endothelial cell-specific molecule 1 74.02
1281 LTBR LTBR lymphotoxin beta receptor 73.89
1282 SPRY1 SPRY1 sprouty RTK signaling antagonist 1 73.86
1283 ENSBTAG00000020684 73.81
1284 EMC10 EMC10 ER membrane protein complex subunit 10 73.78
1285 C4orf48 C4orf48 chromosome 4 open reading frame 48 73.76
1286 SH3BGRL2 SH3BGRL2 SH3 domain binding glutamate-rich protein like 2 73.65
1287 SLC36A2 SLC36A2 solute carrier family 36 (proton/amino acid symporter), member 2 73.63
1288 HRAS HRAS Harvey rat sarcoma viral oncogene homolog 73.55
1289 ENSBTAG00000038966 (WFIKKN2) WAP, follistatin/kazal, immunoglobulin, kunitz and netrin domain containing

2
73.46

1290 TRPV6 (TRPV6) transient receptor potential cation channel, subfamily V, member 6 73.27
1291 ANKH ANKH ANKH inorganic pyrophosphate transport regulator 73.25
1292 TYRO3 TYRO3 TYRO3 protein tyrosine kinase 73.20
1293 ASNA1 ASNA1 arsA arsenite transporter, ATP-binding, homolog 1 (bacterial) 73.19
1294 TRIOBP TRIOBP TRIO and F-actin binding protein 73.19
1295 ENSBTAG00000026848 73.17
1296 ENSBTAG00000023411 (TF) transferrin 73.16
1297 TMED4 TMED4 transmembrane p24 trafficking protein 4 73.13
1298 CHCHD1 CHCHD1 coiled-coil-helix-coiled-coil-helix domain containing 1 73.12
1299 VAPA VAPA VAMP associated protein A 73.11
1300 HNRNPU HNRNPU heterogeneous nuclear ribonucleoprotein U (scaffold attachment factor A) 72.99
1301 PICALM PICALM phosphatidylinositol binding clathrin assembly protein 72.83
1302 CCL8 CCL8 chemokine (C-C motif) ligand 8 72.76
1303 WDR82P1 TWF2 twinfilin actin binding protein 2 72.75
1304 TIMM13 TIMM13 translocase of inner mitochondrial membrane 13 homolog (yeast) 72.55
1305 NDUFB3 NDUFB3 NADH:ubiquinone oxidoreductase subunit B3 72.54
1306 GLIPR2 GLIPR2 GLI pathogenesis-related 2 72.44
1307 ENSBTAG00000032812 (ATP5L) ATP synthase, H+ transporting, mitochondrial Fo complex subunit G 72.42
1308 PSMD13 PSMD13 proteasome 26S subunit, non-ATPase 13 72.09
1309 SDHB SDHB succinate dehydrogenase complex subunit B, iron sulfur (Ip) 71.99
1310 RBM8A RBM8A RNA binding motif protein 8A 71.97
1311 SF3A1 SF3A1 splicing factor 3a subunit 1 71.94
1312 G6PD G6PD glucose-6-phosphate dehydrogenase 71.83
1313 HID1 HID1 HID1 domain containing 71.72
1314 ENSBTAG00000001858 71.55
1315 PYCRL PYCRL pyrroline-5-carboxylate reductase-like 71.54
1316 ENSBTAG00000018098 71.52
1317 CCL4 (CCL4) chemokine (C-C motif) ligand 4 71.41
1318 RUVBL1 RUVBL1 RuvB-like AAA ATPase 1 71.30
1319 EHD1 EHD1 EH domain containing 1 71.29
1320 A4GALT A4GALT alpha 1,4-galactosyltransferase 71.03
1321 CHCHD10 CHCHD10 coiled-coil-helix-coiled-coil-helix domain containing 10 71.00
1322 MESDC2 MESDC2 mesoderm development candidate 2 70.95
1323 NDUFS7 NDUFS7 NADH:ubiquinone oxidoreductase core subunit S7 70.93
1324 NSMCE1 NSMCE1 NSE1 homolog, SMC5-SMC6 complex component 70.90
1325 SRSF3 SRSF3 serine/arginine-rich splicing factor 3 70.86
1326 CAPN2 CAPN2 calpain 2, (m/II) large subunit 70.78
1327 CUL4A CUL4A cullin 4A 70.73
1328 SRSF7 SRSF7 serine/arginine-rich splicing factor 7 70.70
1329 RNPEPL1 RNPEPL1 arginyl aminopeptidase (aminopeptidase B)-like 1 70.70
1330 DAG1 DAG1 dystroglycan 1 70.69
1331 GJB3 GJB3 gap junction protein beta 3 70.62
1332 PIM1 PIM1 Pim-1 proto-oncogene, serine/threonine kinase 70.60
1333 TIMM10 TIMM10 translocase of inner mitochondrial membrane 10 homolog (yeast) 70.46
1334 SF1 SF1 splicing factor 1 70.34
1335 ATP1B3 ATP1B3 ATPase, Na+/K+ transporting, beta 3 polypeptide 70.33
1336 ENSBTAG00000011704 (RPL35A) ribosomal protein L35a 70.23
1337 SERINC1 SERINC1 serine incorporator 1 70.13
1338 GHITM GHITM growth hormone inducible transmembrane protein 70.06
1339 ENSBTAG00000018309 70.01
1340 GCGR GCGR glucagon receptor 69.99
1341 AURKAIP1 AURKAIP1 aurora kinase A interacting protein 1 69.94
1342 CTSH CTSH cathepsin H 69.92
1343 ENSBTAG00000006133 69.85
1344 HERPUD1 HERPUD1 homocysteine-inducible, endoplasmic reticulum stress-inducible, ubiquitin-

like domain member 1
69.82

1345 POLR2G POLR2G polymerase (RNA) II (DNA directed) polypeptide G 69.80
1346 MRPL40 MRPL40 mitochondrial ribosomal protein L40 69.79
1347 SRPR SRPR 69.78
1348 RTL1 RTL1 retrotransposon-like 1 69.73
1349 HN1 HN1 hematological and neurological expressed 1 69.57
1350 NDUFS6 NDUFS6 NADH:ubiquinone oxidoreductase subunit S6 69.52
1351 ENSBTAG00000012816 (MORF4L1) mortality factor 4 like 1 69.46
1352 MRPL12 (RP13-1032I1.10) 69.43
1353 snoU83B SNORD83A small nucleolar RNA, C/D box 83A 69.42
1354 SNRNP70 SNRNP70 small nuclear ribonucleoprotein, U1 70kDa subunit 69.41
1355 H1F0 H1F0 H1 histone family member 0 69.26
1356 ENSBTAG00000047051 69.21
1357 CCT2 CCT2 chaperonin containing TCP1, subunit 2 (beta) 69.15
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Table S12: Bos taurus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

1358 C4orf3 C4orf3 chromosome 4 open reading frame 3 69.04
1359 VPS28 VPS28 vacuolar protein sorting 28 homolog (S. cerevisiae) 69.00
1360 ACSL6 ACSL6 68.89
1361 PFDN1 PFDN1 prefoldin subunit 1 68.82
1362 VDAC2 VDAC2 voltage-dependent anion channel 2 68.78
1363 FAM101B (FAM101B) family with sequence similarity 101 member B 68.66
1364 GATA2 GATA2 GATA binding protein 2 68.65
1365 TBCA TBCA tubulin folding cofactor A 68.61
1366 SUPT5H SUPT5H SPT5 homolog, DSIF elongation factor subunit 68.52
1367 BUD31 BUD31 BUD31 homolog 68.52
1368 MRPL55 MRPL55 mitochondrial ribosomal protein L55 68.50
1369 ENSBTAG00000006813 68.47
1370 SEC62 SEC62 SEC62 homolog, preprotein translocation factor 68.37
1371 ENSBTAG00000031401 68.34
1372 ENSBTAG00000027263 68.26
1373 CHTOP CHTOP chromatin target of PRMT1 68.17
1374 PDE2A PDE2A phosphodiesterase 2A 68.17
1375 ENSBTAG00000024604 (RPL21) ribosomal protein L21 68.17
1376 DYNC1H1 DYNC1H1 dynein, cytoplasmic 1, heavy chain 1 67.99
1377 C2ORF17 FAM134A family with sequence similarity 134 member A 67.97
1378 POLR1D POLR1D polymerase (RNA) I polypeptide D 67.87
1379 MAF1 MAF1 MAF1 homolog, negative regulator of RNA polymerase III 67.87
1380 ERRFI1 ERRFI1 ERBB receptor feedback inhibitor 1 67.83
1381 MEA1 MEA1 male-enhanced antigen 1 67.69
1382 SLC52A3 SLC52A3 solute carrier family 52 (riboflavin transporter), member 3 67.69
1383 SNX1 SNX1 sorting nexin 1 67.68
1384 UFC1 UFC1 ubiquitin-fold modifier conjugating enzyme 1 67.67
1385 STAR STAR steroidogenic acute regulatory protein 67.65
1386 SEC61B SEC61B Sec61 translocon beta subunit 67.63
1387 SNORA52 SNORA52 small nucleolar RNA, H/ACA box 52 67.60
1388 ICAM2 ICAM2 intercellular adhesion molecule 2 67.57
1389 PLK2 PLK2 polo-like kinase 2 67.57
1390 CASK CASK calcium/calmodulin-dependent serine protein kinase (MAGUK family) 67.53
1391 B3GAT3 B3GAT3 beta-1,3-glucuronyltransferase 3 67.49
1392 ENSBTAG00000038104 HMGN2 high mobility group nucleosomal binding domain 2 67.41
1393 SLC40A1 SLC40A1 solute carrier family 40 (iron-regulated transporter), member 1 67.15
1394 SH3BP5 SH3BP5 SH3-domain binding protein 5 (BTK-associated) 67.02
1395 SNRPC SNRPC small nuclear ribonucleoprotein polypeptide C 67.00
1396 APH1A (APH1A) aph-1 homolog A, gamma secretase subunit 66.86
1397 SCP2 SCP2 sterol carrier protein 2 66.85
1398 ISGF3G IRF9 interferon regulatory factor 9 66.82
1399 SAE1 SAE1 SUMO1 activating enzyme subunit 1 66.77
1400 ENSBTAG00000011370 66.73
1401 EPCAM EPCAM epithelial cell adhesion molecule 66.72
1402 PPP1CB PPP1CB protein phosphatase 1, catalytic subunit, beta isozyme 66.66
1403 ENSBTAG00000002550 66.65
1404 ITPK1 ITPK1 inositol-tetrakisphosphate 1-kinase 66.64
1405 CSRP2 CSRP2 cysteine and glycine rich protein 2 66.63
1406 FMNL3 FMNL3 formin like 3 66.46
1407 PEBP1 PEBP1 phosphatidylethanolamine binding protein 1 66.37
1408 MRPS34 MRPS34 mitochondrial ribosomal protein S34 66.36
1409 RAB14 RAB14 RAB14, member RAS oncogene family 66.31
1410 RENBP RENBP renin binding protein 66.27
1411 STXBP2 STXBP2 syntaxin binding protein 2 66.23
1412 DDX3X DDX3X DEAD (Asp-Glu-Ala-Asp) box helicase 3, X-linked 66.11
1413 TMCO1 TMCO1 transmembrane and coiled-coil domains 1 66.11
1414 FOLR2 FOLR2 folate receptor 2 (fetal) 66.08
1415 ENSBTAG00000012401 66.04
1416 ANXA3 ANXA3 annexin A3 65.99
1417 NDUFV3 NDUFV3 NADH:ubiquinone oxidoreductase subunit V3 65.95
1418 RPL36A-HNRNPH2 RPL36A-HNRNPH2 RPL36A-HNRNPH2 readthrough 65.88
1419 TMEM40 TMEM40 transmembrane protein 40 65.86
1420 RAB11B RAB11B RAB11B, member RAS oncogene family 65.85
1421 RGAG4 RGAG4 retrotransposon gag domain containing 4 65.85
1422 KLHDC3 KLHDC3 kelch domain containing 3 65.77
1423 TSPAN15 TSPAN15 tetraspanin 15 65.76
1424 BCL7C BCL7C B-cell CLL/lymphoma 7C 65.67
1425 PPARD PPARD peroxisome proliferator-activated receptor delta 65.65
1426 PSMC2 PSMC2 proteasome 26S subunit, ATPase 2 65.44
1427 ENSBTAG00000018000 CLN3 ceroid-lipofuscinosis, neuronal 3 65.44
1428 NTAN1 NTAN1 N-terminal asparagine amidase 65.43
1429 SIRT2 SIRT2 sirtuin 2 65.38
1430 SRM SRM spermidine synthase 65.33
1431 M6PR M6PR mannose-6-phosphate receptor (cation dependent) 65.20
1432 SPCS2 SPCS2 signal peptidase complex subunit 2 65.19
1433 YPEL3 YPEL3 yippee like 3 65.13
1434 MGAT1 MGAT1 mannosyl (alpha-1,3-)-glycoprotein beta-1,2-N-

acetylglucosaminyltransferase
65.03

1435 OAS1Z (OAS1) 2’-5’-oligoadenylate synthetase 1 64.97
1436 TSPAN14 TSPAN14 tetraspanin 14 64.93
1437 GRB2 GRB2 growth factor receptor bound protein 2 64.93
1438 ENSBTAG00000045665 (CCDC167) coiled-coil domain containing 167 64.86
1439 ACTR2 ACTR2 ARP2 actin-related protein 2 homolog (yeast) 64.85
1440 PBX2 PBX2 pre-B-cell leukemia homeobox 2 64.83
1441 SLC25A5 SLC25A5 solute carrier family 25 (mitochondrial carrier; adenine nucleotide transloca-

tor), member 5
64.80

1442 TMEM208 TMEM208 transmembrane protein 208 64.77
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Table S12: Bos taurus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

1443 TMEM50A TMEM50A transmembrane protein 50A 64.77
1444 ENSBTAG00000031205 (RPS4X) ribosomal protein S4, X-linked 64.74
1445 CHD4 CHD4 chromodomain helicase DNA binding protein 4 64.74
1446 TRA2B TRA2B transformer 2 beta homolog (Drosophila) 64.63
1447 RELA RELA v-rel avian reticuloendotheliosis viral oncogene homolog A 64.59
1448 PA2G4 PA2G4 proliferation-associated 2G4 64.58
1449 TIMM17B TIMM17B translocase of inner mitochondrial membrane 17 homolog B (yeast) 64.57
1450 SNORA11 64.53
1451 TNIP1 TNIP1 TNFAIP3 interacting protein 1 64.53
1452 ENSBTAG00000045971 (RTN3) reticulon 3 64.51
1453 SEC13 SEC13 SEC13 homolog, nuclear pore and COPII coat complex component 64.43
1454 DDX17 DDX17 DEAD (Asp-Glu-Ala-Asp) box helicase 17 64.39
1455 ENSBTAG00000027962 64.36
1456 ADIPOR1 ADIPOR1 adiponectin receptor 1 64.33
1457 PSMA5 PSMA5 proteasome subunit alpha 5 64.32
1458 STT3A STT3A STT3A, subunit of the oligosaccharyltransferase complex (catalytic) 64.30
1459 RAB13 RAB13 RAB13, member RAS oncogene family 64.29
1460 ABHD11 (ABHD11) abhydrolase domain containing 11 64.28
1461 USP18 USP18 ubiquitin specific peptidase 18 64.24
1462 TMEM189 TMEM189 transmembrane protein 189 64.21
1463 COL3A1 COL3A1 collagen, type III, alpha 1 64.13
1464 HNRNPUL2 HNRNPUL2 heterogeneous nuclear ribonucleoprotein U-like 2 64.11
1465 ENSBTAG00000046633 64.11
1466 CLSTN1 CLSTN1 calsyntenin 1 64.08
1467 ENSBTAG00000033565 63.98
1468 MRPL33 MRPL33 mitochondrial ribosomal protein L33 63.94
1469 PXDC1 PXDC1 PX domain containing 1 63.76
1470 KARS KARS lysyl-tRNA synthetase 63.65
1471 METRNL METRNL meteorin, glial cell differentiation regulator-like 63.63
1472 OTUD5 OTUD5 OTU deubiquitinase 5 63.48
1473 CENPB CENPB centromere protein B 63.44
1474 LEPROTL1 LEPROTL1 leptin receptor overlapping transcript-like 1 63.44
1475 ENSBTAG00000043580 63.43
1476 ENSBTAG00000015061 (SLC7A3) solute carrier family 7 (cationic amino acid transporter, y+ system), member

3
63.27

1477 NFKB2 NFKB2 nuclear factor of kappa light polypeptide gene enhancer in B-cells 2
(p49/p100)

63.26

1478 HMGB1 HMGB1 high mobility group box 1 63.23
1479 MAP2K3 MAP2K3 mitogen-activated protein kinase kinase 3 63.17
1480 IFNGR1 IFNGR1 interferon gamma receptor 1 63.09
1481 PSMD7 PSMD7 proteasome 26S subunit, non-ATPase 7 63.09
1482 IL1RN IL1RN interleukin 1 receptor antagonist 63.07
1483 GUK1 GUK1 guanylate kinase 1 63.07
1484 PFDN6 PFDN6 prefoldin subunit 6 63.07
1485 RPS19BP1 RPS19BP1 ribosomal protein S19 binding protein 1 63.05
1486 ASS1 ASS1 argininosuccinate synthase 1 62.95
1487 NME1 NME1 NME/NM23 nucleoside diphosphate kinase 1 62.95
1488 PPIF PPIF peptidylprolyl isomerase F 62.93
1489 ANGPTL2 ANGPTL2 angiopoietin like 2 62.92
1490 GOT1 GOT1 glutamic-oxaloacetic transaminase 1, soluble 62.79
1491 MPP1 MPP1 membrane protein, palmitoylated 1 62.79
1492 ENSBTAG00000033897 62.76
1493 NAPA NAPA N-ethylmaleimide-sensitive factor attachment protein, alpha 62.73
1494 TXN2 TXN2 thioredoxin 2 62.61
1495 ENSBTAG00000047064 62.58
1496 ENSBTAG00000047744 62.58
1497 PTP4A2 PTP4A2 protein tyrosine phosphatase type IVA, member 2 62.57
1498 ENSBTAG00000004170 62.54
1499 COL18A1 COL18A1 collagen, type XVIII, alpha 1 62.53
1500 COX7A1 COX7A1 cytochrome c oxidase subunit VIIa polypeptide 1 (muscle) 62.48
1501 SCAMP3 SCAMP3 secretory carrier membrane protein 3 62.45
1502 UBE2Q1 UBE2Q1 ubiquitin conjugating enzyme E2Q family member 1 62.41
1503 CCNI CCNI cyclin I 62.41
1504 TPST2 TPST2 tyrosylprotein sulfotransferase 2 62.39
1505 SLC29A1 SLC29A1 solute carrier family 29 (equilibrative nucleoside transporter), member 1 62.35
1506 HDAC1 HDAC1 histone deacetylase 1 62.31
1507 DTNBP1 DTNBP1 dystrobrevin binding protein 1 62.23
1508 KDR KDR kinase insert domain receptor 62.22
1509 WASF2 WASF2 WAS protein family member 2 62.20
1510 SF3B2 SF3B2 splicing factor 3b subunit 2 62.15
1511 PAFAH1B1 PAFAH1B1 platelet activating factor acetylhydrolase 1b regulatory subunit 1 62.13
1512 SNRPD1 SNRPD1 small nuclear ribonucleoprotein D1 polypeptide 62.02
1513 DEDD DEDD death effector domain containing 62.02
1514 F2RL1 F2RL1 coagulation factor II (thrombin) receptor-like 1 62.00
1515 PSMA1 PSMA1 proteasome subunit alpha 1 61.97
1516 CENPV CENPV centromere protein V 61.83
1517 VCL VCL vinculin 61.77
1518 CLDN1 CLDN1 claudin 1 61.76
1519 ENSBTAG00000004082 61.63
1520 U4 RNU4-2 RNA, U4 small nuclear 2 61.56
1521 DEGS1 DEGS1 delta(4)-desaturase, sphingolipid 1 61.53
1522 CALD1 CALD1 caldesmon 1 61.49
1523 AGPAT6 AGPAT6 61.48
1524 PPAP2C PPAP2C 61.44
1525 CYYR1 CYYR1 cysteine/tyrosine-rich 1 61.38
1526 C5H12orf57 (C12orf57) chromosome 12 open reading frame 57 61.37
1527 UBXN6 UBXN6 UBX domain protein 6 61.35
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Table S12: Bos taurus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

1528 SNORD86 SNORD86 small nucleolar RNA, C/D box 86 61.29
1529 WSB2 WSB2 WD repeat and SOCS box containing 2 61.28
1530 CTSK CTSK cathepsin K 61.27
1531 TXNL1 TXNL1 thioredoxin like 1 61.22
1532 EIF4A3 EIF4A3 eukaryotic translation initiation factor 4A3 61.20
1533 FAM96B FAM96B family with sequence similarity 96 member B 61.17
1534 ST13 ST13 suppression of tumorigenicity 13 (colon carcinoma) (Hsp70 interacting pro-

tein)
61.08

1535 EWSR1 EWSR1 EWS RNA binding protein 1 61.07
1536 SRRM2 SRRM2 serine/arginine repetitive matrix 2 61.07
1537 CNP (CNP) 2’,3’-cyclic nucleotide 3’ phosphodiesterase 61.03
1538 MTHFD2 MTHFD2 methylenetetrahydrofolate dehydrogenase (NADP+ dependent) 2, methenyl-

tetrahydrofolate cyclohydrolase
61.01

1539 TMEM115 TMEM115 transmembrane protein 115 60.93
1540 C3H1ORF210 C1orf210 chromosome 1 open reading frame 210 60.84
1541 SYNGR2 SYNGR2 synaptogyrin 2 60.84
1542 ENSBTAG00000020026 C1orf43 chromosome 1 open reading frame 43 60.81
1543 ZDHHC4 ZDHHC4 zinc finger, DHHC-type containing 4 60.80
1544 CSDE1 CSDE1 cold shock domain containing E1, RNA binding 60.77
1545 SSRP1 SSRP1 structure specific recognition protein 1 60.74
1546 SCAMP2 SCAMP2 secretory carrier membrane protein 2 60.74
1547 RBM39 RBM39 RNA binding motif protein 39 60.73
1548 RAB8A RAB8A RAB8A, member RAS oncogene family 60.68
1549 ENSBTAG00000043572 60.65
1550 ATP6AP2 ATP6AP2 ATPase, H+ transporting, lysosomal accessory protein 2 60.56
1551 CIB1 CIB1 calcium and integrin binding 1 60.52
1552 PAF1 PAF1 PAF1 homolog, Paf1/RNA polymerase II complex component 60.51
1553 ENSBTAG00000012208 (HLA-A) major histocompatibility complex, class I, A 60.46
1554 NCL NCL nucleolin 60.43
1555 ENSBTAG00000016116 60.40
1556 CYB5A CYB5A cytochrome b5 type A (microsomal) 60.38
1557 GLB1 GLB1 galactosidase beta 1 60.33
1558 MGC127538 CD24 CD24 molecule 60.08
1559 CAT CAT catalase 59.99
1560 SUCLG1 SUCLG1 succinate-CoA ligase, alpha subunit 59.90
1561 ITM2C ITM2C integral membrane protein 2C 59.86
1562 NFE2L1 NFE2L1 nuclear factor, erythroid 2 like 1 59.76
1563 SFRS9 SRSF9 serine/arginine-rich splicing factor 9 59.74
1564 POFUT2 POFUT2 protein O-fucosyltransferase 2 59.72
1565 ENSBTAG00000020668 59.72
1566 FXYD5 FXYD5 FXYD domain containing ion transport regulator 5 59.70
1567 RNF114 RNF114 ring finger protein 114 59.60
1568 bta-mir-431 MIR431 microRNA 431 59.58
1569 IFNGR2 IFNGR2 interferon gamma receptor 2 (interferon gamma transducer 1) 59.58
1570 ENSBTAG00000048179 (RPL23) ribosomal protein L23 59.56
1571 CARM1 CARM1 coactivator associated arginine methyltransferase 1 59.54
1572 RAP1A RAP1A RAP1A, member of RAS oncogene family 59.49
1573 ENSBTAG00000014104 (SNRPG) small nuclear ribonucleoprotein polypeptide G 59.47
1574 HSPA9 HSPA9 heat shock protein family A (Hsp70) member 9 59.43
1575 NDUFC2 NDUFC2 NADH:ubiquinone oxidoreductase subunit C2 59.40
1576 IVNS1ABP IVNS1ABP influenza virus NS1A binding protein 59.23
1577 DGCR6L DGCR6 DiGeorge syndrome critical region gene 6 59.22
1578 GJA4 GJA4 gap junction protein alpha 4 59.21
1579 ILF2 ILF2 interleukin enhancer binding factor 2 59.16
1580 HSP90AB1 (HSP90AB1) heat shock protein 90kDa alpha family class B member 1 59.14
1581 CSNK1E CSNK1E casein kinase 1, epsilon 59.14
1582 C10H15ORF24 EMC7 ER membrane protein complex subunit 7 59.09
1583 PROS1 PROS1 protein S (alpha) 59.05
1584 UQCRFS1 UQCRFS1 ubiquinol-cytochrome c reductase, Rieske iron-sulfur polypeptide 1 58.99
1585 UBE2L3 UBE2L3 ubiquitin conjugating enzyme E2L 3 58.97
1586 MAP2K2 MAP2K2 mitogen-activated protein kinase kinase 2 58.89
1587 USF2 USF2 upstream transcription factor 2, c-fos interacting 58.81
1588 YKT6 YKT6 YKT6 v-SNARE homolog (S. cerevisiae) 58.78
1589 SH2D3C SH2D3C SH2 domain containing 3C 58.78
1590 COX7B (COX7B) cytochrome c oxidase subunit VIIb 58.65
1591 SF3B14 SF3B6 splicing factor 3b subunit 6 58.60
1592 ENSBTAG00000046080 GNG5P2 guanine nucleotide binding protein (G protein), gamma 5 pseudogene 2 58.54
1593 SGTA SGTA small glutamine-rich tetratricopeptide repeat (TPR)-containing, alpha 58.42
1594 GANAB GANAB glucosidase, alpha; neutral AB 58.38
1595 AAMP AAMP angio associated migratory cell protein 58.36
1596 EIF2S2 EIF2S2 eukaryotic translation initiation factor 2 subunit beta 58.34
1597 ENSBTAG00000047356 (HBD) hemoglobin subunit delta 58.34
1598 ENSBTAG00000018506 (TOMM6) translocase of outer mitochondrial membrane 6 homolog (yeast) 58.32
1599 LIPA LIPA lipase A, lysosomal acid, cholesterol esterase 58.30
1600 AIP AIP aryl hydrocarbon receptor interacting protein 58.26
1601 MRPS16 MRPS16 mitochondrial ribosomal protein S16 58.21
1602 HBEGF HBEGF heparin-binding EGF-like growth factor 58.14
1603 MBD3 MBD3 methyl-CpG binding domain protein 3 58.14
1604 ENSBTAG00000046240 58.03
1605 LLRC8A LRRC8A leucine-rich repeat containing 8 family member A 57.99
1606 SEMA4B SEMA4B sema domain, immunoglobulin domain (Ig), transmembrane domain (TM)

and short cytoplasmic domain, (semaphorin) 4B
57.96

1607 ARPC5L ARPC5L actin related protein 2/3 complex subunit 5-like 57.94
1608 PQLC2 PQLC2 PQ loop repeat containing 2 57.92
1609 MYO1E MYO1E myosin IE 57.88
1610 CRISPLD2 CRISPLD2 cysteine-rich secretory protein LCCL domain containing 2 57.88
1611 LEPROT LEPROT leptin receptor overlapping transcript 57.87
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Table S12: Bos taurus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

1612 RBPMS RBPMS RNA binding protein with multiple splicing 57.84
1613 AHSA1 AHSA1 AHA1, activator of heat shock 90kDa protein ATPase homolog 1 (yeast) 57.77
1614 POLE4 POLE4 polymerase (DNA-directed), epsilon 4, accessory subunit 57.70
1615 ENSBTAG00000047227 (PALD1) phosphatase domain containing, paladin 1 57.70
1616 OCIAD1 OCIAD1 OCIA domain containing 1 57.67
1617 P4HA2 P4HA2 prolyl 4-hydroxylase, alpha polypeptide II 57.60
1618 MAPK1 MAPK1 mitogen-activated protein kinase 1 57.56
1619 APEX1 APEX1 APEX nuclease (multifunctional DNA repair enzyme) 1 57.55
1620 CCNY CCNY cyclin Y 57.50
1621 PRP8 (PRL) prolactin 57.47
1622 FCER1G FCER1G Fc fragment of IgE, high affinity I, receptor for; gamma polypeptide 57.44
1623 HSPG2 HSPG2 heparan sulfate proteoglycan 2 57.43
1624 USMG5 (USMG5) up-regulated during skeletal muscle growth 5 homolog (mouse) 57.41
1625 AGPAT1 AGPAT1 1-acylglycerol-3-phosphate O-acyltransferase 1 57.40
1626 GOLGA7 GOLGA7 golgin A7 57.36
1627 TRAM1 TRAM1 translocation associated membrane protein 1 57.33
1628 C7H19orf24 C19orf24 chromosome 19 open reading frame 24 57.30
1629 ENSBTAG00000035129 (MAD2L1) MAD2 mitotic arrest deficient-like 1 (yeast) 57.29
1630 BOLA-NC (HLA-A) major histocompatibility complex, class I, A 57.08
1631 HPRT1 HPRT1 hypoxanthine phosphoribosyltransferase 1 57.04
1632 BAIAP2 BAIAP2 BAI1-associated protein 2 57.03
1633 COBRA1 NELFB negative elongation factor complex member B 57.01
1634 ENSBTAG00000038407 56.90
1635 BAT4 GPANK1 G-patch domain and ankyrin repeats 1 56.86
1636 PRPF19 PRPF19 pre-mRNA processing factor 19 56.85
1637 SURF1 SURF1 surfeit 1 56.84
1638 PISD PISD phosphatidylserine decarboxylase 56.84
1639 SNORA73 56.79
1640 CA2 CA2 carbonic anhydrase II 56.74
1641 ENSBTAG00000016876 (HEBP1) heme binding protein 1 56.73
1642 EMC3 EMC3 ER membrane protein complex subunit 3 56.60
1643 PXN PXN paxillin 56.59
1644 TCIRG1 TCIRG1 T-cell, immune regulator 1, ATPase, H+ transporting, lysosomal V0 subunit

A3
56.58

1645 NDUFA8 NDUFA8 NADH:ubiquinone oxidoreductase subunit A8 56.55
1646 PTDSS1 PTDSS1 phosphatidylserine synthase 1 56.52
1647 RNF10 RNF10 ring finger protein 10 56.52
1648 HNRPA0 HNRNPA0 heterogeneous nuclear ribonucleoprotein A0 56.46
1649 PLIN2 PLIN2 perilipin 2 56.36
1650 LSM4 LSM4 LSM4 homolog, U6 small nuclear RNA and mRNA degradation associated 56.21
1651 EMD EMD emerin 56.19
1652 PAIP2 PAIP2 poly(A) binding protein interacting protein 2 56.15
1653 TXNRD1 TXNRD1 thioredoxin reductase 1 56.10
1654 U11 RNU11 RNA, U11 small nuclear 56.09
1655 ATP6V1B2 ATP6V1B2 ATPase, H+ transporting, lysosomal 56/58kDa, V1 subunit B2 56.04
1656 ADIPOR2 ADIPOR2 adiponectin receptor 2 56.02
1657 STK40 STK40 serine/threonine kinase 40 56.01
1658 KHSRP KHSRP KH-type splicing regulatory protein 55.99
1659 ENSBTAG00000007024 55.97
1660 CD59 CD59 CD59 molecule, complement regulatory protein 55.94
1661 MVB12A MVB12A multivesicular body subunit 12A 55.93
1662 CDK4 CDK4 cyclin-dependent kinase 4 55.92
1663 HSD17B10 HSD17B10 hydroxysteroid (17-beta) dehydrogenase 10 55.86
1664 TSPAN33 TSPAN33 tetraspanin 33 55.84
1665 CORO1C CORO1C coronin, actin binding protein, 1C 55.80
1666 HNRNPA1 HNRNPA1 heterogeneous nuclear ribonucleoprotein A1 55.76
1667 COPZ1 COPZ1 coatomer protein complex subunit zeta 1 55.74
1668 PSMB10 PSMB10 proteasome subunit beta 10 55.61
1669 CTDSP2 CTDSP2 CTD small phosphatase 2 55.61
1670 CMTM6 CMTM6 CKLF-like MARVEL transmembrane domain containing 6 55.61
1671 PTPLB HACD2 3-hydroxyacyl-CoA dehydratase 2 55.59
1672 H2AFY H2AFY H2A histone family member Y 55.59
1673 TOMM22 TOMM22 translocase of outer mitochondrial membrane 22 homolog (yeast) 55.56
1674 U8 SNORD118 small nucleolar RNA, C/D box 118 55.55
1675 ATXN10 ATXN10 ataxin 10 55.54
1676 ENSBTAG00000046335 55.52
1677 VPS25 VPS25 vacuolar protein sorting 25 homolog (S. cerevisiae) 55.51
1678 GATA3 GATA3 GATA binding protein 3 55.46
1679 MYL12B MYL12A myosin light chain 12A 55.45
1680 ALAS1 ALAS1 5’-aminolevulinate synthase 1 55.42
1681 SNORD10 SNORD10 small nucleolar RNA, C/D box 10 55.40
1682 MPC1 MPC1 mitochondrial pyruvate carrier 1 55.34
1683 ZDHHC7 ZDHHC7 zinc finger, DHHC-type containing 7 55.32
1684 SCNN1A SCNN1A sodium channel, non voltage gated 1 alpha subunit 55.30
1685 UBA7 UBA7 ubiquitin-like modifier activating enzyme 7 55.27
1686 NR1H2 NR1H2 nuclear receptor subfamily 1 group H member 2 55.27
1687 RASSF1 RASSF1 Ras association (RalGDS/AF-6) domain family member 1 55.26
1688 FHL2 FHL2 four and a half LIM domains 2 55.22
1689 MAGOH MAGOHB mago homolog B, exon junction complex core component 55.21
1690 BAIAP2L1 BAIAP2L1 BAI1-associated protein 2-like 1 55.14
1691 SSU72 SSU72 SSU72 homolog, RNA polymerase II CTD phosphatase 55.09
1692 SUMO2 (SUMO2) small ubiquitin-like modifier 2 55.07
1693 ENSBTAG00000043683 55.02
1694 NDUFA10 NDUFA10 NADH:ubiquinone oxidoreductase subunit A10 54.99
1695 RING1 RING1 ring finger protein 1 54.98
1696 LAMA5 LAMA5 laminin subunit alpha 5 54.88
1697 NAGA NAGA N-acetylgalactosaminidase, alpha- 54.87
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Table S12: Bos taurus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

1698 SP6 SP6 Sp6 transcription factor 54.80
1699 ALDH2 ALDH2 aldehyde dehydrogenase 2 family (mitochondrial) 54.76
1700 VGLL1 VGLL1 vestigial like family member 1 54.73
1701 ENSBTAG00000013126 RP3-461F17.3 54.67
1702 ENSBTAG00000007127 54.63
1703 C3H1orf123 C1orf123 chromosome 1 open reading frame 123 54.59
1704 ZGPAT ZGPAT zinc finger, CCCH-type with G-patch domain 54.58
1705 ZDHHC9 ZDHHC9 zinc finger, DHHC-type containing 9 54.53
1706 PHLDA1 PHLDA1 pleckstrin homology-like domain, family A, member 1 54.51
1707 RAB2A RAB2A RAB2A, member RAS oncogene family 54.46
1708 SC5DL SC5D sterol-C5-desaturase 54.45
1709 UBE2M UBE2M ubiquitin conjugating enzyme E2M 54.42
1710 MAPK3 MAPK3 mitogen-activated protein kinase 3 54.40
1711 ZFAND6 (ZFAND6) zinc finger, AN1-type domain 6 54.39
1712 BCR BCR breakpoint cluster region 54.33
1713 PSMC4 PSMC4 proteasome 26S subunit, ATPase 4 54.31
1714 BOVAGGRUS PDPN podoplanin 54.20
1715 ENSBTAG00000034824 54.00
1716 ABHD17A ABHD17A abhydrolase domain containing 17A 53.95
1717 PAM16 PAM16 presequence translocase-associated motor 16 homolog (S. cerevisiae) 53.94
1718 PDCD6 PDCD6 programmed cell death 6 53.94
1719 FOSL2 FOSL2 FOS-like antigen 2 53.93
1720 HKDC1 HKDC1 hexokinase domain containing 1 53.91
1721 DHCR24 DHCR24 24-dehydrocholesterol reductase 53.87
1722 ALDOC ALDOC aldolase, fructose-bisphosphate C 53.87
1723 IRF1 IRF1 interferon regulatory factor 1 53.85
1724 RAC3 RAC3 ras-related C3 botulinum toxin substrate 3 (rho family, small GTP binding

protein Rac3)
53.82

1725 MAT2A MAT2A methionine adenosyltransferase II, alpha 53.80
1726 WWC1 WWC1 WW and C2 domain containing 1 53.79
1727 FAM65A FAM65A family with sequence similarity 65 member A 53.78
1728 TSTD1 TSTD1 thiosulfate sulfurtransferase (rhodanese)-like domain containing 1 53.75
1729 ENSBTAG00000024407 53.69
1730 IST1 IST1 increased sodium tolerance 1 homolog (yeast) 53.49
1731 TMEM248 TMEM248 transmembrane protein 248 53.43
1732 COL6A1 COL6A1 collagen, type VI, alpha 1 53.41
1733 DPY30 DPY30 dpy-30, histone methyltransferase complex regulatory subunit 53.40
1734 IGF2R IGF2R insulin like growth factor 2 receptor 53.39
1735 ABCG2 ABCG2 ATP binding cassette subfamily G member 2 (Junior blood group) 53.38
1736 KIF1C KIF1C kinesin family member 1C 53.36
1737 URAD URAD ureidoimidazoline (2-oxo-4-hydroxy-4-carboxy-5-) decarboxylase 53.30
1738 JAGN1 JAGN1 jagunal homolog 1 53.27
1739 SOX18 SOX18 SRY-box 18 53.19
1740 SLC25A39 SLC25A39 solute carrier family 25 member 39 53.18
1741 TOM1 TOM1 target of myb1 membrane trafficking protein 53.17
1742 ARAF ARAF A-Raf proto-oncogene, serine/threonine kinase 53.12
1743 MGC151567 C10orf54 chromosome 10 open reading frame 54 53.12
1744 KIAA2013 KIAA2013 KIAA2013 53.06
1745 NELFE NELFE negative elongation factor complex member E 53.05
1746 S100A12 S100A12 S100 calcium binding protein A12 52.93
1747 GLRX (GLRX) glutaredoxin 52.91
1748 ENSBTAG00000046184 52.91
1749 SNRNP200 SNRNP200 small nuclear ribonucleoprotein, U5 200kDa subunit 52.88
1750 SCARNA17 52.86
1751 ENSBTAG00000011437 SIK1 salt inducible kinase 1 52.82
1752 VIMP VIMP VCP-interacting membrane selenoprotein 52.78
1753 RAD23A RAD23A RAD23 homolog A, nucleotide excision repair protein 52.77
1754 ACY1 (ACY1) aminoacylase 1 52.75
1755 STOM STOM stomatin 52.71
1756 C2H2ORF24 CNPPD1 cyclin Pas1/PHO80 domain containing 1 52.69
1757 TMEM9 TMEM9 transmembrane protein 9 52.68
1758 ENSBTAG00000007354 52.67
1759 PCMT1 PCMT1 protein-L-isoaspartate (D-aspartate) O-methyltransferase 52.65
1760 SKP1 SKP1 S-phase kinase-associated protein 1 52.63
1761 DEFB300 DEFB103A defensin beta 103A 52.62
1762 ELP5 ELP5 elongator acetyltransferase complex subunit 5 52.61
1763 NOP16 NOP16 NOP16 nucleolar protein 52.60
1764 FSTL1 FSTL1 follistatin like 1 52.57
1765 ENSBTAG00000009013 52.53
1766 CD36 CD36 CD36 molecule (thrombospondin receptor) 52.41
1767 CLU CLU clusterin 52.38
1768 SELK SELK 52.32
1769 ENY2 ENY2 enhancer of yellow 2 homolog (Drosophila) 52.31
1770 ATP6V1H ATP6V1H ATPase, H+ transporting, lysosomal 50/57kDa, V1 subunit H 52.28
1771 GPAA1 GPAA1 glycosylphosphatidylinositol anchor attachment 1 52.28
1772 DDX31 DDX31 DEAD (Asp-Glu-Ala-Asp) box polypeptide 31 52.26
1773 ENSBTAG00000040414 52.19
1774 VAMP3 VAMP3 vesicle associated membrane protein 3 52.15
1775 SNX17 SNX17 sorting nexin 17 52.09
1776 MGC139367 SLC35F6 solute carrier family 35 member F6 52.04
1777 TRAPPC1 TRAPPC1 trafficking protein particle complex 1 52.03
1778 EMID1 EMID1 EMI domain containing 1 52.02
1779 NPC1 NPC1 Niemann-Pick disease, type C1 51.98
1780 MAP4 MAP4 microtubule associated protein 4 51.90
1781 CORO1B CORO1B coronin, actin binding protein, 1B 51.88
1782 PDZD11 PDZD11 PDZ domain containing 11 51.84
1783 ELOVL5 ELOVL5 ELOVL fatty acid elongase 5 51.83
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Table S12: Bos taurus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

1784 ENSBTAG00000045585 (FKBP8) FK506 binding protein 8 51.82
1785 GET4 GET4 golgi to ER traffic protein 4 51.80
1786 NDUFA4L2 NDUFA4L2 NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 4-like 2 51.76
1787 DDRGK1 DDRGK1 DDRGK domain containing 1 51.75
1788 CSNK1G2 CSNK1G2 casein kinase 1, gamma 2 51.67
1789 NET1 NET1 neuroepithelial cell transforming 1 51.66
1790 M-RIP MPRIP myosin phosphatase Rho interacting protein 51.62
1791 ACIN1 ACIN1 apoptotic chromatin condensation inducer 1 51.57
1792 EGLN2 EGLN2 egl-9 family hypoxia-inducible factor 2 51.51
1793 SRSF2 SRSF2 serine/arginine-rich splicing factor 2 51.50
1794 RCN1 RCN1 reticulocalbin 1 51.49
1795 ENSBTAG00000032979 (DYNLL1) dynein, light chain, LC8-type 1 51.42
1796 PFKFB3 PFKFB3 6-phosphofructo-2-kinase/fructose-2,6-biphosphatase 3 51.42
1797 SZRD1 SZRD1 SUZ RNA binding domain containing 1 51.39
1798 ERBB3 ERBB3 erb-b2 receptor tyrosine kinase 3 51.35
1799 ENSBTAG00000018554 (GAPDH) glyceraldehyde-3-phosphate dehydrogenase 51.35
1800 NPTN NPTN neuroplastin 51.30
1801 LINC00116 LINC00116 long intergenic non-protein coding RNA 116 51.25
1802 MMP14 MMP14 matrix metallopeptidase 14 (membrane-inserted) 51.18
1803 HNRNPUL1 HNRNPUL1 heterogeneous nuclear ribonucleoprotein U-like 1 51.16
1804 SLC35B1 SLC35B1 solute carrier family 35 member B1 51.13
1805 SNORA30 51.12
1806 SPNS1 SPNS1 spinster homolog 1 (Drosophila) 51.09
1807 COPA COPA coatomer protein complex subunit alpha 51.08
1808 ENSBTAG00000032051 (SULT1C4) sulfotransferase family 1C member 4 51.04
1809 FN1 FN1 fibronectin 1 51.04
1810 PSMA4 PSMA4 proteasome subunit alpha 4 51.02
1811 DYNLT1 DYNLT1 dynein, light chain, Tctex-type 1 51.01
1812 ENSBTAG00000043573 51.01
1813 CTDNEP1 CTDNEP1 CTD nuclear envelope phosphatase 1 51.00
1814 MRPL20 MRPL20 mitochondrial ribosomal protein L20 50.99
1815 ZDHHC3 (ZDHHC3) zinc finger, DHHC-type containing 3 50.96
1816 CD74 CD74 CD74 molecule, major histocompatibility complex, class II invariant chain 50.95
1817 MAPRE2 MAPRE2 microtubule associated protein RP/EB family member 2 50.92
1818 QARS QARS glutaminyl-tRNA synthetase 50.89
1819 BCL2L1 BCL2L1 BCL2-like 1 50.86
1820 TMEM97 (TMEM97) transmembrane protein 97 50.86
1821 CCM2 CCM2 cerebral cavernous malformation 2 50.85
1822 MRPS2 MRPS2 mitochondrial ribosomal protein S2 50.84
1823 ITGA6 ITGA6 integrin alpha 6 50.83
1824 TPM1 (TPM1) tropomyosin 1 (alpha) 50.82
1825 CSNK1A1 CSNK1A1 casein kinase 1, alpha 1 50.80
1826 CRIM1 CRIM1 cysteine rich transmembrane BMP regulator 1 (chordin-like) 50.79
1827 GLRX3 GLRX3 glutaredoxin 3 50.78
1828 FAM110D FAM110D family with sequence similarity 110 member D 50.76
1829 NRBP1 NRBP1 nuclear receptor binding protein 1 50.75
1830 TIMM8B TIMM8B translocase of inner mitochondrial membrane 8 homolog B (yeast) 50.75
1831 ENSBTAG00000032217 50.72
1832 FLT1 FLT1 fms-related tyrosine kinase 1 50.70
1833 SLC20A1 SLC20A1 solute carrier family 20 (phosphate transporter), member 1 50.67
1834 WSB1 WSB1 WD repeat and SOCS box containing 1 50.66
1835 LDB1 LDB1 LIM domain binding 1 50.60
1836 ACP5 ACP5 acid phosphatase 5, tartrate resistant 50.57
1837 C20orf27 C20orf27 chromosome 20 open reading frame 27 50.55
1838 IFI35 IFI35 interferon induced protein 35 50.53
1839 NFE2L2 NFE2L2 nuclear factor, erythroid 2 like 2 50.49
1840 ECM1 ECM1 extracellular matrix protein 1 50.43
1841 BCL2L13 BCL2L13 BCL2-like 13 (apoptosis facilitator) 50.39
1842 VARS VARS valyl-tRNA synthetase 50.24
1843 GNA11 GNA11 guanine nucleotide binding protein (G protein), alpha 11 (Gq class) 50.16
1844 ARFRP1 ARFRP1 ADP ribosylation factor related protein 1 50.14
1845 PARP10 (PARP10) poly(ADP-ribose) polymerase family member 10 50.11
1846 HSF1 (HSF1) heat shock transcription factor 1 50.11
1847 KIAA0930 KIAA0930 KIAA0930 50.07
1848 ENSBTAG00000046005 (RANBP1) RAN binding protein 1 50.04
1849 UFD1L UFD1L ubiquitin fusion degradation 1 like (yeast) 50.02

140

http://www.ensembl.org/Bos_taurus/Gene/Summary?g=ENSBTAG00000045585
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FKBP8
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FKBP8
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=GET4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GET4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GET4
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=NDUFA4L2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NDUFA4L2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NDUFA4L2
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=DDRGK1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=DDRGK1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=DDRGK1
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=CSNK1G2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CSNK1G2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CSNK1G2
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=NET1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NET1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NET1
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=M-RIP
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MPRIP
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MPRIP
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=ACIN1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ACIN1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ACIN1
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=EGLN2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EGLN2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EGLN2
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=SRSF2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SRSF2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SRSF2
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=RCN1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RCN1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RCN1
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=ENSBTAG00000032979
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=DYNLL1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=DYNLL1
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=PFKFB3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PFKFB3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PFKFB3
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=SZRD1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SZRD1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SZRD1
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=ERBB3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ERBB3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ERBB3
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=ENSBTAG00000018554
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GAPDH
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GAPDH
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=NPTN
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NPTN
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NPTN
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=LINC00116
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=LINC00116
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=LINC00116
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=MMP14
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MMP14
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MMP14
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=HNRNPUL1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HNRNPUL1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HNRNPUL1
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=SLC35B1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SLC35B1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SLC35B1
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=SNORA30
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=SPNS1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SPNS1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SPNS1
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=COPA
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=COPA
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=COPA
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=ENSBTAG00000032051
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SULT1C4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SULT1C4
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=FN1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FN1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FN1
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=PSMA4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PSMA4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PSMA4
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=DYNLT1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=DYNLT1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=DYNLT1
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=ENSBTAG00000043573
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=CTDNEP1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CTDNEP1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CTDNEP1
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=MRPL20
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MRPL20
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MRPL20
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=ZDHHC3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ZDHHC3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ZDHHC3
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=CD74
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CD74
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CD74
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=MAPRE2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MAPRE2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MAPRE2
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=QARS
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=QARS
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=QARS
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=BCL2L1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=BCL2L1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=BCL2L1
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=TMEM97
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TMEM97
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TMEM97
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=CCM2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CCM2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CCM2
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=MRPS2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MRPS2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MRPS2
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=ITGA6
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ITGA6
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ITGA6
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=TPM1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TPM1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TPM1
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=CSNK1A1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CSNK1A1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CSNK1A1
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=CRIM1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CRIM1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CRIM1
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=GLRX3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GLRX3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GLRX3
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=FAM110D
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FAM110D
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FAM110D
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=NRBP1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NRBP1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NRBP1
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=TIMM8B
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TIMM8B
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TIMM8B
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=ENSBTAG00000032217
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=FLT1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FLT1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FLT1
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=SLC20A1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SLC20A1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SLC20A1
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=WSB1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=WSB1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=WSB1
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=LDB1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=LDB1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=LDB1
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=ACP5
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ACP5
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ACP5
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=C20orf27
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=C20orf27
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=C20orf27
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=IFI35
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=IFI35
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=IFI35
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=NFE2L2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NFE2L2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NFE2L2
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=ECM1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ECM1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ECM1
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=BCL2L13
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=BCL2L13
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=BCL2L13
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=VARS
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=VARS
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=VARS
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=GNA11
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GNA11
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GNA11
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=ARFRP1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ARFRP1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ARFRP1
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=PARP10
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PARP10
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PARP10
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=HSF1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HSF1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HSF1
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=KIAA0930
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=KIAA0930
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=KIAA0930
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=ENSBTAG00000046005
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RANBP1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RANBP1
http://www.ensembl.org/Bos_taurus/Gene/Summary?g=UFD1L
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=UFD1L
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=UFD1L


3.9 Ovis aries Placental Gene Expression 3 SPECIES EXPRESSION

3.9 Ovis aries Placental Gene Expression

Table S13: Ovis aries Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

1 7SK RN7SK RNA, 7SK small nuclear 150372.00
2 Metazoa_SRP 133015.00
3 RNase_MRP 36350.90
4 RNaseP_nuc 23917.70
5 SNORA63 20813.80
6 ENSOARG00000000004 12775.20
7 ENSOARG00000000002 6506.81
8 U2 RNU2-2P RNA, U2 small nuclear 2, pseudogene 4784.36
9 snoU85 SCARNA10 small Cajal body-specific RNA 10 3790.60
10 SNORA73 3493.98
11 Y_RNA 3454.87
12 U3 3258.30
13 U4 2383.63
14 U1 2010.23
15 SNORA48 1937.72
16 SNORA71 SNORA71D small nucleolar RNA, H/ACA box 71D 1631.65
17 SCARNA7 SCARNA7 small Cajal body-specific RNA 7 1314.91
18 SNORD22 1291.57
19 ENSOARG00000006014 (TFPI) tissue factor pathway inhibitor 1246.48
20 MT-ATP8 MT-ATP8 mitochondrially encoded ATP synthase 8 1155.89
21 COX1 MT-CO1 mitochondrially encoded cytochrome c oxidase I 1037.43
22 SNORD97 SNORD97 small nucleolar RNA, C/D box 97 959.17
23 SNORD17 SNORD17 small nucleolar RNA, C/D box 17 889.71
24 COL3A1 COL3A1 collagen, type III, alpha 1 879.42
25 SNORD10 SNORD10 small nucleolar RNA, C/D box 10 867.68
26 B2M B2M beta-2-microglobulin 806.92
27 ENSOARG00000020053 (HIST1H4A) histone cluster 1, H4a 805.84
28 ENSOARG00000005580 791.29
29 RPS18 RPS18 ribosomal protein S18 768.02
30 SCARNA13 SCARNA13 small Cajal body-specific RNA 13 764.00
31 SNORA74 SNORA74 736.93
32 RPS17 RPS17 ribosomal protein S17 726.44
33 RPS8 RPS8 ribosomal protein S8 726.42
34 ENSOARG00000007328 RPS14 ribosomal protein S14 710.77
35 SCARNA6 689.97
36 HIST2H4A HIST2H4A histone cluster 2, H4a 644.39
37 SOLD1 643.71
38 ENSOARG00000020071 (HIST1H4A) histone cluster 1, H4a 643.00
39 5_8S_rRNA 583.34
40 ENSOARG00000013275 (RPL35) ribosomal protein L35 565.76
41 UBB UBB ubiquitin B 554.61
42 ENSOARG00000000332 (RPL23) ribosomal protein L23 551.53
43 ENSOARG00000007414 (AKR1B1) aldo-keto reductase family 1, member B1 (aldose reductase) 551.50
44 RPS11 RPS11 ribosomal protein S11 550.46
45 HIST1H4D HIST1H4D histone cluster 1, H4d 512.90
46 CYTB MT-CYB mitochondrially encoded cytochrome b 502.28
47 SNORA84 SNORA84 small nucleolar RNA, H/ACA box 84 501.77
48 ENSOARG00000010944 HBA1 hemoglobin subunit alpha 1 497.93
49 S100G S100G S100 calcium binding protein G 493.23
50 ENSOARG00000005925 RPL37 ribosomal protein L37 491.59
51 SPARC SPARC secreted protein, acidic, cysteine-rich (osteonectin) 476.21
52 ENSOARG00000020076 (HIST1H2BB) histone cluster 1, H2bb 464.10
53 ACEA_U3 ACEA_U3 442.01
54 THYMB4X TMSB4Y thymosin beta 4, Y-linked 433.30
55 ENSOARG00000013272 (RPL31) ribosomal protein L31 422.35
56 HIST4H4 HIST2H4B histone cluster 2, H4b 419.30
57 MT-CO3 MT-CO3 mitochondrially encoded cytochrome c oxidase III 410.85
58 SRGN SRGN serglycin 410.02
59 MT-CO2 MT-CO2 mitochondrially encoded cytochrome c oxidase II 409.36
60 ENSOARG00000009703 (RPS24) ribosomal protein S24 404.85
61 ENSOARG00000004432 (RPL38) ribosomal protein L38 387.91
62 ENSOARG00000009214 HIST1H4B histone cluster 1, H4b 382.12
63 CST3 CST3 cystatin C 379.20
64 ENSOARG00000016522 (TPT1) tumor protein, translationally-controlled 1 379.12
65 AHSG AHSG alpha-2-HS-glycoprotein 374.87
66 PLET1 PLET1 placenta expressed transcript 1 372.81
67 ENSOARG00000018519 (RPL24) ribosomal protein L24 371.94
68 CTSL CTSL cathepsin L 364.60
69 ND3 MT-ND3 mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 3 363.78
70 RPL11 RPL11 ribosomal protein L11 359.12
71 ENSOARG00000020057 (HIST1H4A) histone cluster 1, H4a 358.22
72 NPC2 NPC2 Niemann-Pick disease, type C2 355.43
73 RPS27A RPS27A ribosomal protein S27a 354.74
74 ENSOARG00000004877 (RPL37) ribosomal protein L37 353.79
75 ENSOARG00000020231 RPS3A ribosomal protein S3A 348.90
76 ND4L MT-ND4L mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 4L 341.35
77 RPL22 RPL22 ribosomal protein L22 338.17
78 ACTB (ACTB) actin, beta 334.73
79 RPL19 RPL19 ribosomal protein L19 334.00
80 ENSOARG00000005798 (MT-ND4L) mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 4L 330.83
81 RPL32 RPL32 ribosomal protein L32 329.81
82 SNORA49 SNORA49 small nucleolar RNA, H/ACA box 49 323.20
83 RPS25 (RPS25) ribosomal protein S25 319.49
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Table S13: Ovis aries Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

84 RPS19 (RPS19) ribosomal protein S19 318.39
85 CALR CALR calreticulin 316.35
86 ENSOARG00000012567 (HIST1H4A) histone cluster 1, H4a 315.31
87 RPL37A RPL37A ribosomal protein L37a 315.22
88 HIST1H2AH HIST3H2A histone cluster 3, H2a 310.48
89 LUM LUM lumican 305.96
90 ENSOARG00000010592 (RPS10) ribosomal protein S10 304.49
91 RPS20 RPS20 ribosomal protein S20 303.56
92 CTSB CTSB cathepsin B 303.02
93 SNORA64 SNORA64 small nucleolar RNA, H/ACA box 64 299.29
94 SNORA52 SNORA52 small nucleolar RNA, H/ACA box 52 295.77
95 SNORA54 SNORA54 small nucleolar RNA, H/ACA box 54 291.05
96 RPL12 RPL12 ribosomal protein L12 288.88
97 COL1A2 COL1A2 collagen, type I, alpha 2 280.37
98 ENSOARG00000018368 HIST1H2BL histone cluster 1, H2bl 279.46
99 HIST1H2BF HIST1H2BF histone cluster 1, H2bf 278.66
100 A2M A2M alpha-2-macroglobulin 276.98
101 ENSOARG00000018500 (HIST1H2BN) histone cluster 1, H2bn 274.17
102 RPS12 RPS12 ribosomal protein S12 274.00
103 RPLP0 (RPLP0) ribosomal protein, large, P0 272.58
104 FABP5 FABP5 fatty acid binding protein 5 (psoriasis-associated) 269.14
105 RPS3 RPS3 ribosomal protein S3 268.88
106 ENSOARG00000000885 (HIST1H2BN) histone cluster 1, H2bn 268.40
107 ENSOARG00000008077 (RPL23) ribosomal protein L23 266.40
108 ANXA2 ANXA2 annexin A2 265.10
109 SNORA68 257.04
110 ENSOARG00000016495 (RPL3) ribosomal protein L3 256.72
111 ENSOARG00000011313 CD63 CD63 molecule 256.57
112 ENSOARG00000025176 CALM2 calmodulin 2 (phosphorylase kinase, delta) 256.11
113 CD24 CD24 CD24 molecule 252.97
114 SNORD15 SNORD15A small nucleolar RNA, C/D box 15A 248.85
115 RPL29 RPL29 ribosomal protein L29 247.73
116 HIST1H4F HIST1H4F histone cluster 1, H4f 246.43
117 FN1 FN1 fibronectin 1 244.25
118 ENSOARG00000007617 (TPT1) tumor protein, translationally-controlled 1 244.13
119 ENSOARG00000016963 (RPS2) ribosomal protein S2 241.58
120 HIST1H2AD (HIST1H2AD) histone cluster 1, H2ad 241.23
121 ENSOARG00000011258 (MPEG1) macrophage expressed 1 238.96
122 RPL23A (RPL23A) ribosomal protein L23a 238.49
123 OST SPP1 secreted phosphoprotein 1 237.74
124 HIST1H2AG HIST1H2AG histone cluster 1, H2ag 235.15
125 RPL18A RPL18A ribosomal protein L18a 232.11
126 RPL18 RPL18 ribosomal protein L18 231.37
127 SNORA53 SNORA53 small nucleolar RNA, H/ACA box 53 230.94
128 DCN DCN decorin 230.86
129 MT-ATP6 MT-ATP6 mitochondrially encoded ATP synthase 6 230.31
130 ENSOARG00000005051 225.95
131 REXO2 REXO2 RNA exonuclease 2 223.51
132 RPL8 RPL8 ribosomal protein L8 221.27
133 ENSOARG00000017111 (RPL37A) ribosomal protein L37a 217.73
134 ENSOARG00000018666 RPLP1 ribosomal protein, large, P1 216.70
135 UBA52 UBA52 ubiquitin A-52 residue ribosomal protein fusion product 1 216.44
136 ENSOARG00000008777 216.39
137 PFN1 PFN1 profilin 1 216.20
138 ENSOARG00000016454 (PGA3) pepsinogen 3, group I (pepsinogen A) 211.67
139 SERPINA1 SERPINA1 serpin peptidase inhibitor, clade A (alpha-1 antiproteinase, antitrypsin), mem-

ber 1
210.92

140 HIST1H3D HIST1H3D histone cluster 1, H3d 209.76
141 DSTN DSTN destrin (actin depolymerizing factor) 208.20
142 FAU FAU Finkel-Biskis-Reilly murine sarcoma virus (FBR-MuSV) ubiquitously ex-

pressed
207.45

143 ENSOARG00000020031 (HIST1H3A) histone cluster 1, H3a 206.59
144 SNORA27 206.15
145 ENSOARG00000001377 (HIST1H3A) histone cluster 1, H3a 204.69
146 RPS21 RPS21 ribosomal protein S21 203.09
147 ENSOARG00000003677 (RPL7A) ribosomal protein L7a 201.52
148 ENSOARG00000020896 200.91
149 ENSOARG00000005853 (RPL35A) ribosomal protein L35a 198.93
150 ENSOARG00000000671 (HIST1H2BB) histone cluster 1, H2bb 198.33
151 ENSOARG00000007383 RPL36 ribosomal protein L36 197.05
152 CTBS CTBS chitobiase, di-N-acetyl- 196.90
153 SNORA23 SNORA23 small nucleolar RNA, H/ACA box 23 196.42
154 MYL6 MYL6 myosin light chain 6 195.89
155 ND4 MT-ND4 mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 4 195.18
156 HIST1H2AL HIST1H2AC histone cluster 1, H2ac 193.38
157 APOA1 APOA1 apolipoprotein A-I 193.26
158 ENSOARG00000020028 (HIST1H2AI) histone cluster 1, H2ai 191.92
159 GAL-1 LGALS1 lectin, galactoside-binding, soluble, 1 191.43
160 ENSOARG00000008256 (PGA3) pepsinogen 3, group I (pepsinogen A) 191.18
161 HIST2H2BF (HIST2H2BF) histone cluster 2, H2bf 191.10
162 LAMR1 (RPSA) ribosomal protein SA 184.98
163 ENSOARG00000014409 (PFN1) profilin 1 184.27
164 snoU13 184.26
165 SNORA2 SNORA34 183.88
166 ENSOARG00000012150 (PGA3) pepsinogen 3, group I (pepsinogen A) 183.40
167 ENSOARG00000004251 (RPLP1) ribosomal protein, large, P1 180.71
168 RPL36A RPL36A ribosomal protein L36a 180.68
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Table S13: Ovis aries Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

169 LGMN LGMN legumain 180.21
170 ENSOARG00000019837 (RPS6) ribosomal protein S6 179.81
171 ENSOARG00000013007 (HIST2H3A) histone cluster 2, H3a 179.20
172 ENSOARG00000004556 (RPL15) ribosomal protein L15 178.79
173 UQCR10 UQCR10 ubiquinol-cytochrome c reductase, complex III subunit X 178.45
174 SNORD116 178.16
175 CFL1 CFL1 cofilin 1 (non-muscle) 177.82
176 ENSOARG00000010819 (RPL30) ribosomal protein L30 177.14
177 ENSOARG00000008765 (RPL30) ribosomal protein L30 175.77
178 ENSOARG00000011491 175.29
179 HSPA5 HSPA5 heat shock protein family A (Hsp70) member 5 173.92
180 snoU83B SNORD83B small nucleolar RNA, C/D box 83B 167.55
181 ENSOARG00000018577 ATP5J2 ATP synthase, H+ transporting, mitochondrial Fo complex subunit F2 162.48
182 COL1A1 COL1A1 collagen, type I, alpha 1 160.25
183 ENSOARG00000009196 (HIST1H2AI) histone cluster 1, H2ai 159.90
184 ENSOARG00000019935 RPS29 ribosomal protein S29 159.51
185 ATP5A1 ATP5A1 ATP synthase, H+ transporting, mitochondrial F1 complex, alpha subunit 1,

cardiac muscle
159.36

186 EIF4A1 EIF4A1 eukaryotic translation initiation factor 4A1 157.93
187 ENSOARG00000012610 RPL21 ribosomal protein L21 157.47
188 SNORA8 157.00
189 ENSOARG00000013149 (HIST2H2BE) histone cluster 2, H2be 155.83
190 ENSOARG00000001638 RPL36AL ribosomal protein L36a like 155.74
191 RPS28 RPS28 ribosomal protein S28 153.56
192 ENSOARG00000011496 (PGA3) pepsinogen 3, group I (pepsinogen A) 151.28
193 RBP4 RBP4 retinol binding protein 4 151.14
194 ENSOARG00000004114 (RPL7) ribosomal protein L7 151.01
195 HSBP1 HSBP1 heat shock factor binding protein 1 150.55
196 ENSOARG00000018207 (RPL4) ribosomal protein L4 150.34
197 ENSOARG00000000374 (RPL27A) ribosomal protein L27a 149.37
198 BSG BSG basigin (Ok blood group) 149.00
199 ENSOARG00000019688 (RPL26) ribosomal protein L26 148.77
200 ENSOARG00000018233 (HIST1H2BN) histone cluster 1, H2bn 148.08
201 ENSOARG00000016841 (ATP5L) ATP synthase, H+ transporting, mitochondrial Fo complex subunit G 146.73
202 RPL28 RPL28 ribosomal protein L28 143.09
203 ENSOARG00000000584 HIST1H2BK histone cluster 1, H2bk 142.59
204 ENSOARG00000010452 (RPL26) ribosomal protein L26 141.89
205 KRT8 KRT8 keratin 8, type II 140.71
206 ENSOARG00000015502 (RPS23) ribosomal protein S23 140.56
207 PDIA3 PDIA3 protein disulfide isomerase family A member 3 139.19
208 RPS26 (RPS26) ribosomal protein S26 137.98
209 S100A14 S100A14 S100 calcium binding protein A14 137.54
210 ENSOARG00000017031 COX7C cytochrome c oxidase subunit VIIc 137.43
211 SNORA21 137.18
212 ESM1 ESM1 endothelial cell-specific molecule 1 136.19
213 CALML5 CALML5 calmodulin like 5 135.95
214 FTH1 (FTH1) ferritin, heavy polypeptide 1 135.44
215 SNORA17 133.26
216 HSPCA HSP90AA1 heat shock protein 90kDa alpha family class A member 1 133.25
217 U5 RNU5E-6P RNA, U5E small nuclear 6, pseudogene 132.28
218 ENSOARG00000009229 (HIST1H3A) histone cluster 1, H3a 132.23
219 ENSOARG00000012866 (HIST2H2AA4) histone cluster 2, H2aa4 130.72
220 GNG5 GNG5 guanine nucleotide binding protein (G protein), gamma 5 130.53
221 ENSOARG00000017744 (RPS4X) ribosomal protein S4, X-linked 129.77
222 AFP AFP alpha-fetoprotein 129.61
223 P4HB P4HB prolyl 4-hydroxylase, beta polypeptide 128.54
224 ENSOARG00000018513 (HIST2H2BE) histone cluster 2, H2be 128.46
225 HIST2H2AC (HIST2H2AC) histone cluster 2, H2ac 127.41
226 SNORD14 127.40
227 ENSOARG00000002753 (RPS9) ribosomal protein S9 127.23
228 GAPDH GAPDH glyceraldehyde-3-phosphate dehydrogenase 126.66
229 RPS13 RPS13 ribosomal protein S13 126.52
230 HIST2H2AA3 HIST2H2AA3 histone cluster 2, H2aa3 126.45
231 ENSOARG00000000211 (SNRPG) small nuclear ribonucleoprotein polypeptide G 126.02
232 ENSOARG00000000595 (RPS12) ribosomal protein S12 125.86
233 SNORA38 SNORA38 small nucleolar RNA, H/ACA box 38 125.28
234 SNORA57 123.74
235 DBI DBI diazepam binding inhibitor (GABA receptor modulator, acyl-CoA binding

protein)
123.57

236 ENSOARG00000018622 EEF1B2 eukaryotic translation elongation factor 1 beta 2 122.84
237 SERPINH1 SERPINH1 serpin peptidase inhibitor, clade H (heat shock protein 47), member 1, (col-

lagen binding protein 1)
122.55

238 S100A10 S100A10 S100 calcium binding protein A10 120.53
239 ENSOARG00000016489 (RPL5) ribosomal protein L5 120.06
240 ATOX1 ATOX1 antioxidant 1 copper chaperone 119.95
241 ENSOARG00000010727 (HAVCR1) hepatitis A virus cellular receptor 1 119.81
242 ENSOARG00000006571 (TUBA1B) tubulin, alpha 1b 119.01
243 PAG4 (PGA3) pepsinogen 3, group I (pepsinogen A) 117.59
244 TUBA1B TUBA1A tubulin, alpha 1a 117.19
245 ENSOARG00000006367 NDUFA4 NDUFA4, mitochondrial complex associated 116.89
246 SNORA42 116.72
247 ENSOARG00000000700 (PGA3) pepsinogen 3, group I (pepsinogen A) 116.61
248 COX6B1 COX6B1 cytochrome c oxidase subunit VIb polypeptide 1 (ubiquitous) 116.20
249 ENSOARG00000010029 RPL23 ribosomal protein L23 115.79
250 MRCL3 MYL12B myosin light chain 12B 115.46
251 SNORA29 SNORA29 small nucleolar RNA, H/ACA box 29 114.48
252 C4orf3 C4orf3 chromosome 4 open reading frame 3 114.00
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Table S13: Ovis aries Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

253 PLBD1 PLBD1 phospholipase B domain containing 1 113.91
254 HSP10 (HSPE1) heat shock protein family E (Hsp10) member 1 113.88
255 HSP90AB1 HSP90AB1 heat shock protein 90kDa alpha family class B member 1 113.12
256 U4atac RNU4ATAC RNA, U4atac small nuclear (U12-dependent splicing) 112.28
257 ENSOARG00000007439 112.23
258 ENSOARG00000012019 (GNB2L1) guanine nucleotide binding protein (G protein), beta polypeptide 2-like 1 111.46
259 ENSOARG00000005681 (RPL7) ribosomal protein L7 110.72
260 HIST1H1D HIST1H1D histone cluster 1, H1d 110.55
261 RPS15 RPS15 ribosomal protein S15 110.03
262 ENSOARG00000020064 (HIST1H4A) histone cluster 1, H4a 109.34
263 OAZ1 OAZ1 ornithine decarboxylase antizyme 1 109.16
264 COX6A1 COX6A1 cytochrome c oxidase subunit VIa polypeptide 1 109.02
265 UPK1B UPK1B uroplakin 1B 108.81
266 ENSOARG00000014339 (FTH1) ferritin, heavy polypeptide 1 108.76
267 ENSOARG00000014242 RPS6 ribosomal protein S6 108.73
268 MRFAP1 MRFAP1 Morf4 family associated protein 1 108.30
269 APOE APOE apolipoprotein E 108.29
270 WFDC2 WFDC2 WAP four-disulfide core domain 2 108.14
271 ATP1B1 ATP1B1 ATPase, Na+/K+ transporting, beta 1 polypeptide 107.08
272 COX5B COX5B cytochrome c oxidase subunit Vb 106.94
273 ENSOARG00000018192 HIST1H2BJ histone cluster 1, H2bj 106.90
274 ENSOARG00000006050 ORM1 orosomucoid 1 106.70
275 MYEOV2 MYEOV2 myeloma overexpressed 2 105.85
276 MARCKS MARCKS myristoylated alanine-rich protein kinase C substrate 104.95
277 PPIB PPIB peptidylprolyl isomerase B (cyclophilin B) 104.70
278 U11 RNU11 RNA, U11 small nuclear 104.69
279 CD164 CD164 CD164 molecule, sialomucin 104.68
280 AHNAK AHNAK AHNAK nucleoprotein 104.64
281 ACTR3 ACTR3 ARP3 actin-related protein 3 homolog (yeast) 104.32
282 TPM4 TPM4 tropomyosin 4 104.27
283 ENSOARG00000003492 CALM1 calmodulin 1 (phosphorylase kinase, delta) 104.17
284 ERP29 ERP29 endoplasmic reticulum protein 29 104.12
285 ENSOARG00000003488 (RPS24) ribosomal protein S24 103.79
286 GCA GCA grancalcin 103.13
287 PABPC1 PABPC1 poly(A) binding protein, cytoplasmic 1 102.84
288 ATP5I ATP5I ATP synthase, H+ transporting, mitochondrial Fo complex subunit E 102.22
289 SNORD89 SNORD89 small nucleolar RNA, C/D box 89 102.00
290 UQCRH UQCRH ubiquinol-cytochrome c reductase hinge protein 100.86
291 DKK4 DKK4 dickkopf WNT signaling pathway inhibitor 4 99.91
292 LAPTM4A LAPTM4A lysosomal protein transmembrane 4 alpha 99.84
293 HSP90B1 HSP90B1 heat shock protein 90kDa beta family member 1 99.62
294 MT-ND5 MT-ND5 mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 5 99.55
295 U12 RNU12 RNA, U12 small nuclear 99.06
296 HIST1H1C HIST1H1C histone cluster 1, H1c 99.02
297 ENSOARG00000002825 (PGA3) pepsinogen 3, group I (pepsinogen A) 98.49
298 ENSOARG00000020067 (HIST1H2AI) histone cluster 1, H2ai 98.45
299 TPT1 TPT1 tumor protein, translationally-controlled 1 97.72
300 ADAMTS1 ADAMTS1 ADAM metallopeptidase with thrombospondin type 1 motif 1 97.68
301 RPL10 (RPL10) ribosomal protein L10 97.08
302 DHRS9 DHRS9 dehydrogenase/reductase (SDR family) member 9 96.32
303 ENSOARG00000011405 (CSTB) cystatin B (stefin B) 96.32
304 SERF2 (SERF2) small EDRK-rich factor 2 96.10
305 IL6ST IL6ST interleukin 6 signal transducer 95.63
306 ENSOARG00000008517 (TF) transferrin 94.56
307 ATP5J ATP5J ATP synthase, H+ transporting, mitochondrial Fo complex subunit F6 94.30
308 MORF4L2 MORF4L2 mortality factor 4 like 2 94.29
309 COL5A2 COL5A2 collagen, type V, alpha 2 93.99
310 HSPA8 HSPA8 heat shock protein family A (Hsp70) member 8 93.78
311 SNORA14 SNORA14B small nucleolar RNA, H/ACA box 14B 92.75
312 GALM GALM galactose mutarotase (aldose 1-epimerase) 92.34
313 UQCRB UQCRB ubiquinol-cytochrome c reductase binding protein 92.00
314 MT-ND2 MT-ND2 mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 2 90.79
315 IL2RB IL2RB interleukin 2 receptor, beta 90.71
316 Telomerase-vert Telomerase-vert 90.58
317 HIST1H4K HIST1H4K histone cluster 1, H4k 90.09
318 RPL38 RPL38 ribosomal protein L38 89.90
319 LIPA LIPA lipase A, lysosomal acid, cholesterol esterase 89.17
320 TUBB TUBB tubulin, beta class I 88.91
321 ATP5G2 ATP5G2 ATP synthase, H+ transporting, mitochondrial Fo complex subunit C2 (sub-

unit 9)
88.71

322 ENSOARG00000015163 PPIA peptidylprolyl isomerase A (cyclophilin A) 88.14
323 NEK9 TMED10 transmembrane p24 trafficking protein 10 87.75
324 FAM32A FAM32A family with sequence similarity 32 member A 86.94
325 PAGE4 PAGE4 PAGE family member 4 86.83
326 PRDX2 PRDX2 peroxiredoxin 2 86.80
327 ENSOARG00000020280 LDHB lactate dehydrogenase B 86.79
328 RPS16 RPS16 ribosomal protein S16 86.31
329 ENSOARG00000000710 (HIST1H3A) histone cluster 1, H3a 86.24
330 ENSOARG00000016735 85.89
331 UQCRQ UQCRQ ubiquinol-cytochrome c reductase complex III subunit VII 85.86
332 SNORD24 85.86
333 HINT1 HINT1 histidine triad nucleotide binding protein 1 84.89
334 EIF4G2 EIF4G2 eukaryotic translation initiation factor 4 gamma, 2 84.60
335 TXN TXN thioredoxin 84.47
336 YBX1 YBX1 Y-box binding protein 1 83.21
337 PTTG1IP PTTG1IP pituitary tumor-transforming 1 interacting protein 83.16
338 SEC61G SEC61G Sec61 translocon gamma subunit 82.67
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Table S13: Ovis aries Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

339 SNORA7 82.16
340 CPA4 CPA4 carboxypeptidase A4 81.90
341 TSPAN1 TSPAN1 tetraspanin 1 81.73
342 S100A11 S100A11 S100 calcium binding protein A11 81.13
343 SCARNA1 SCARNA1 small Cajal body-specific RNA 1 80.87
344 NAGA NAGA N-acetylgalactosaminidase, alpha- 80.80
345 ENSOARG00000005172 COX17 COX17, cytochrome c oxidase copper chaperone 80.08
346 ENSOARG00000016318 (RPL10) ribosomal protein L10 79.55
347 ENSOARG00000020087 (HIST1H3A) histone cluster 1, H3a 79.22
348 ENSOARG00000004031 ATP6V0E1 ATPase, H+ transporting, lysosomal 9kDa, V0 subunit e1 78.39
349 ENSOARG00000018515 (SCAND1) SCAN domain containing 1 78.38
350 ENSOARG00000009236 (HIST1H2AI) histone cluster 1, H2ai 78.14
351 DDX5 (DDX5) DEAD (Asp-Glu-Ala-Asp) box helicase 5 78.11
352 ATP5G3 ATP5G3 ATP synthase, H+ transporting, mitochondrial Fo complex subunit C3 (sub-

unit 9)
77.70

353 RPL13A (RPL13A) ribosomal protein L13a 77.51
354 POLR2K POLR2K polymerase (RNA) II (DNA directed) polypeptide K, 7.0kDa 77.19
355 ENSOARG00000001198 (RPL26) ribosomal protein L26 77.12
356 SNORD49 SNORD49A small nucleolar RNA, C/D box 49A 77.07
357 PEG3 PEG3 paternally expressed 3 76.96
358 ENSOARG00000011123 SUMO2 small ubiquitin-like modifier 2 76.95
359 SNORD33 76.73
360 S100A2 S100A2 S100 calcium binding protein A2 76.71
361 ENSOARG00000006800 76.21
362 ENSOARG00000014324 (RPL23A) ribosomal protein L23a 76.05
363 ENSOARG00000011616 (EEF1A1) eukaryotic translation elongation factor 1 alpha 1 76.03
364 CAPG CAPG capping protein (actin filament), gelsolin-like 75.55
365 PGF PGF placental growth factor 75.10
366 ENSOARG00000003995 HNRNPF heterogeneous nuclear ribonucleoprotein F 74.74
367 SERPINE2 SERPINE2 serpin peptidase inhibitor, clade E (nexin, plasminogen activator inhibitor type

1), member 2
74.27

368 DAD1 DAD1 defender against cell death 1 74.26
369 SNORA70 74.03
370 LY6E LY6E lymphocyte antigen 6 complex, locus E 73.95
371 MT-ND6 MT-ND6 mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 6 73.83
372 H3F3A (H3F3B) H3 histone, family 3B (H3.3B) 73.66
373 ENSOARG00000007135 (PGA3) pepsinogen 3, group I (pepsinogen A) 73.61
374 VIM VIM vimentin 73.56
375 WDR83OS WDR83OS WD repeat domain 83 opposite strand 73.49
376 ENSOARG00000007855 RPL34 ribosomal protein L34 73.40
377 CTNNB CTNNB1 catenin beta 1 73.35
378 CLTC CLTC clathrin, heavy chain (Hc) 73.31
379 COX4I1 COX4I1 cytochrome c oxidase subunit IV isoform 1 73.24
380 TMBIM6 TMBIM6 transmembrane BAX inhibitor motif containing 6 72.95
381 MCFD2 MCFD2 multiple coagulation factor deficiency 2 72.38
382 TMBIM1 TMBIM1 transmembrane BAX inhibitor motif containing 1 72.19
383 PDIA4 PDIA4 protein disulfide isomerase family A member 4 72.10
384 ENSOARG00000016160 EEF1A1 eukaryotic translation elongation factor 1 alpha 1 72.09
385 ENSOARG00000005397 RPS7 ribosomal protein S7 71.57
386 TFPI TFPI tissue factor pathway inhibitor 71.28
387 ENSOARG00000000912 ANXA8L1 annexin A8-like 1 70.97
388 ENSOARG00000000979 (HIST1H2BB) histone cluster 1, H2bb 70.94
389 SNORA81 70.83
390 ITGB1 ITGB1 integrin beta 1 70.60
391 ENSOARG00000007762 (EEF1A1) eukaryotic translation elongation factor 1 alpha 1 70.53
392 TF TF transferrin 70.38
393 PNP PNP purine nucleoside phosphorylase 70.38
394 NREP NREP neuronal regeneration related protein 70.31
395 ENSOARG00000002798 (RPL34) ribosomal protein L34 70.07
396 ENSOARG00000009075 SNURF 69.40
397 TMEM59 TMEM59 transmembrane protein 59 69.39
398 CAP1 CAP1 CAP, adenylate cyclase-associated protein 1 (yeast) 68.87
399 ENSOARG00000005542 (RPLP2) ribosomal protein, large, P2 67.99
400 ENSOARG00000009765 RPL6 ribosomal protein L6 67.96
401 ATP5O (ATP5O) ATP synthase, H+ transporting, mitochondrial F1 complex, O subunit 67.89
402 ENSOARG00000009935 (TCEAL5) transcription elongation factor A (SII)-like 5 67.43
403 snopsi28S-3327 SNORA16A 67.03
404 ENSOARG00000005938 (CD63) CD63 molecule 66.97
405 LRP2 LRP2 LDL receptor related protein 2 66.69
406 IQGAP1 IQGAP1 IQ motif containing GTPase activating protein 1 66.50
407 ARF4 ARF4 ADP ribosylation factor 4 66.41
408 DDX17 DDX17 DEAD (Asp-Glu-Ala-Asp) box helicase 17 66.34
409 SAT1 SAT1 spermidine/spermine N1-acetyltransferase 1 66.33
410 ENSOARG00000000974 (HIST1H1E) histone cluster 1, H1e 66.31
411 RPS3A (RPS3A) ribosomal protein S3A 66.19
412 RAB1A RAB1A RAB1A, member RAS oncogene family 66.04
413 PEG10 PEG10 paternally expressed 10 66.02
414 NDUFS5 NDUFS5 NADH:ubiquinone oxidoreductase subunit S5 65.98
415 MANF (MANF) mesencephalic astrocyte-derived neurotrophic factor 65.71
416 BCAP31 BCAP31 B-cell receptor-associated protein 31 65.47
417 ENSOARG00000003938 (CTSD) cathepsin D 65.37
418 SH3BGRL2 SH3BGRL2 SH3 domain binding glutamate-rich protein like 2 65.35
419 ENSOARG00000012084 (NACA) nascent polypeptide-associated complex alpha subunit 65.20
420 OSTC OSTC oligosaccharyltransferase complex subunit (non-catalytic) 65.18
421 ENSOARG00000005912 (TMED9) transmembrane p24 trafficking protein 9 64.93
422 PSAP PSAP prosaposin 64.67
423 MRPS36 (MRPS36) mitochondrial ribosomal protein S36 64.62
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Table S13: Ovis aries Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

424 HIST1H2BN HIST1H2BN histone cluster 1, H2bn 64.40
425 ACTR2 ACTR2 ARP2 actin-related protein 2 homolog (yeast) 64.32
426 RAN RAN RAN, member RAS oncogene family 64.06
427 ITM2B ITM2B integral membrane protein 2B 63.95
428 ENSOARG00000016558 PFDN5 prefoldin subunit 5 63.91
429 ENSOARG00000020517 (EIF4A2) eukaryotic translation initiation factor 4A2 63.88
430 ENSOARG00000006145 ARPC4 actin related protein 2/3 complex subunit 4 63.87
431 FNDC3A FNDC3A fibronectin type III domain containing 3A 63.82
432 SNORA5 SNORA5C small nucleolar RNA, H/ACA box 5C 63.68
433 NDUFB3 NDUFB3 NADH:ubiquinone oxidoreductase subunit B3 63.64
434 ENSOARG00000006149 (EEF1A1) eukaryotic translation elongation factor 1 alpha 1 63.35
435 YWHAQ YWHAQ tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein,

theta
62.40

436 RPS15A (RPS15A) ribosomal protein S15a 62.30
437 ENSOARG00000018456 (RPS15A) ribosomal protein S15a 62.30
438 ENSOARG00000004460 (RPS15A) ribosomal protein S15a 62.18
439 ENSOARG00000004370 (RPL27) ribosomal protein L27 62.13
440 ENSOARG00000015615 (RPS15A) ribosomal protein S15a 62.07
441 ATP6V1G1 ATP6V1G1 ATPase, H+ transporting, lysosomal 13kDa, V1 subunit G1 62.00
442 HNRNPH1 HNRNPH1 heterogeneous nuclear ribonucleoprotein H1 (H) 62.00
443 ENSOARG00000001382 (RPL9) ribosomal protein L9 61.87
444 ENSOARG00000020156 RPL9 ribosomal protein L9 61.87
445 ENSOARG00000000241 (RPL9) ribosomal protein L9 61.68
446 FAM213A FAM213A family with sequence similarity 213 member A 61.51
447 ENSOARG00000015174 (ERH) enhancer of rudimentary homolog (Drosophila) 61.27
448 SCD SCD stearoyl-CoA desaturase (delta-9-desaturase) 61.25
449 ENSOARG00000005297 (CALM1) calmodulin 1 (phosphorylase kinase, delta) 61.15
450 HIST1H2AJ H2AFJ H2A histone family member J 60.98
451 ENSOARG00000011605 (RPL9) ribosomal protein L9 60.81
452 ENO1 ENO1 enolase 1, (alpha) 60.57
453 ENSOARG00000008590 (PGA3) pepsinogen 3, group I (pepsinogen A) 60.57
454 TM4SF1 TM4SF1 transmembrane 4 L six family member 1 60.49
455 SRSF3 SRSF3 serine/arginine-rich splicing factor 3 60.47
456 U8 SNORD118 small nucleolar RNA, C/D box 118 60.33
457 SLC25A3 SLC25A3 solute carrier family 25 (mitochondrial carrier; phosphate carrier), member 3 60.30
458 ARF1 ARF1 ADP ribosylation factor 1 59.78
459 GPC3 GPC3 glypican 3 59.75
460 ENSOARG00000017508 (RPSA) ribosomal protein SA 59.73
461 SERPINB9 SERPINB9 serpin peptidase inhibitor, clade B (ovalbumin), member 9 59.62
462 SSR2 SSR2 signal sequence receptor, beta (translocon-associated protein beta) 59.59
463 SNORA15 59.34
464 SNORA40 58.96
465 ATP6V1F ATP6V1F ATPase, H+ transporting, lysosomal 14kDa, V1 subunit F 58.90
466 SPINT2 SPINT2 serine peptidase inhibitor, Kunitz type, 2 58.79
467 HIST1H2BD HIST1H2BD histone cluster 1, H2bd 58.42
468 EIF1 EIF1 eukaryotic translation initiation factor 1 58.32
469 RPL21 (RPL21) ribosomal protein L21 58.19
470 GLUL GLUL glutamate-ammonia ligase 58.16
471 EIF4H EIF4H eukaryotic translation initiation factor 4H 57.64
472 LGALS3 LGALS3 lectin, galactoside-binding, soluble, 3 57.40
473 CLDN4 CLDN4 claudin 4 57.10
474 SNORA51 56.98
475 SRSF1 SRSF1 serine/arginine-rich splicing factor 1 56.92
476 NUPR1 NUPR1 nuclear protein 1, transcriptional regulator 56.46
477 ENSOARG00000004138 COX8A cytochrome c oxidase subunit VIIIA (ubiquitous) 56.45
478 ENSOARG00000018561 56.27
479 CYCS CYCS cytochrome c, somatic 56.07
480 ENSOARG00000002231 (PLAC8) placenta specific 8 55.70
481 UBC (UBC) ubiquitin C 55.69
482 ENSOARG00000016985 CAPZA1 capping protein (actin filament) muscle Z-line, alpha 1 55.63
483 ENSOARG00000019495 (ARPC2) actin related protein 2/3 complex subunit 2 55.52
484 ENSOARG00000013506 (PAPOLA) poly(A) polymerase alpha 55.47
485 RAP1B RAP1B RAP1B, member of RAS oncogene family 55.28
486 DDX3X DDX3X DEAD (Asp-Glu-Ala-Asp) box helicase 3, X-linked 55.15
487 PGRMC1 PGRMC1 progesterone receptor membrane component 1 54.64
488 YWHAZ YWHAZ tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein,

zeta
54.51

489 CLIC1 CLIC1 chloride intracellular channel 1 54.19
490 ADAM28 ADAM28 ADAM metallopeptidase domain 28 54.06
491 RCN2 RCN2 reticulocalbin 2 54.06
492 ENSOARG00000010371 WSB1 WD repeat and SOCS box containing 1 54.04
493 PDIA6 PDIA6 protein disulfide isomerase family A member 6 53.92
494 ENSOARG00000014790 CLU clusterin 53.81
495 SLC25A6 SLC25A6 solute carrier family 25 (mitochondrial carrier; adenine nucleotide transloca-

tor), member 6
53.74

496 ENSOARG00000007615 CEACAM1 carcinoembryonic antigen-related cell adhesion molecule 1 (biliary glycopro-
tein)

53.70

497 VCP VCP valosin containing protein 53.66
498 ENSOARG00000004909 RNASET2 ribonuclease T2 53.65
499 SNORD56 SNORD56 small nucleolar RNA, C/D box 56 53.64
500 ABRACL ABRACL ABRA C-terminal like 53.23
501 ENSOARG00000016333 (RPL36) ribosomal protein L36 53.13
502 SLIRP SLIRP SRA stem-loop interacting RNA binding protein 53.13
503 CTSA CTSA cathepsin A 52.97
504 ADM ADM adrenomedullin 52.82
505 RAC1 RAC1 ras-related C3 botulinum toxin substrate 1 (rho family, small GTP binding

protein Rac1)
52.44
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Table S13: Ovis aries Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

506 ENSOARG00000012237 (YWHAE) tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein,
epsilon

52.38

507 SNRPE SNRPE small nuclear ribonucleoprotein polypeptide E 52.34
508 ARPC1B ARPC1B actin related protein 2/3 complex subunit 1B 52.15
509 ARPC3 ARPC3 actin related protein 2/3 complex subunit 3 52.13
510 SCARNA16 52.08
511 KDELR3 KDELR3 KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein retention receptor

3
52.03

512 CKS1B CKS1BP3 CDC28 protein kinase regulatory subunit 1B pseudogene 3 52.01
513 ENSOARG00000015368 (RAN) RAN, member RAS oncogene family 51.99
514 TPD52 TPD52 tumor protein D52 51.83
515 AHSP AHSP alpha hemoglobin stabilizing protein 51.46
516 SNORD18 SNORD18A small nucleolar RNA, C/D box 18A 51.38
517 ENSOARG00000012429 DYNLL1 dynein, light chain, LC8-type 1 51.12
518 ENSOARG00000016781 (DYNLL1) dynein, light chain, LC8-type 1 51.12
519 SDCBP SDCBP syndecan binding protein 51.04
520 GTF2H5 GTF2H5 general transcription factor IIH subunit 5 50.73
521 SNORA31 50.62
522 CALU CALU calumenin 50.59
523 PRDX5 PRDX5 peroxiredoxin 5 50.44
524 SNORD94 SNORD94 small nucleolar RNA, C/D box 94 50.28
525 GNAS GNAS GNAS complex locus 50.20
526 CLDN6 CLDN6 claudin 6 50.18
527 CTSZ CTSZ cathepsin Z 50.08
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3.10 Sus scrofa Placental Gene Expression

Table S14: Sus scrofa Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

1 ENSSSCG00000025162 156214.00
2 ENSSSCG00000021356 118015.00
3 IGF2 (IGF2) insulin like growth factor 2 47125.40
4 ENSSSCG00000018076 36773.20
5 S100A6 S100A6 S100 calcium binding protein A6 14030.20
6 HBA HBA1 hemoglobin subunit alpha 1 13201.70
7 KRT19 KRT19 keratin 19, type I 10694.50
8 CST3 CST3 cystatin C 10142.90
9 ssc-mir-4332 8890.99
10 NOV NOV nephroblastoma overexpressed 8837.59
11 CST6 CST6 cystatin E/M 8002.87
12 COX3 MT-CO3 mitochondrially encoded cytochrome c oxidase III 7447.21
13 CO1 MT-CO1 mitochondrially encoded cytochrome c oxidase I 7003.04
14 S100A1 (S100A1) S100 calcium binding protein A1 6947.68
15 ATP6 MT-ATP6 mitochondrially encoded ATP synthase 6 6741.85
16 C14H10orf116 (ADIRF) adipogenesis regulatory factor 6143.04
17 ENSSSCG00000020659 (WFIKKN2) WAP, follistatin/kazal, immunoglobulin, kunitz and netrin domain containing

2
6088.55

18 COL1A1 (COL1A1) collagen, type I, alpha 1 6020.01
19 ATPASE MT-ATP8 mitochondrially encoded ATP synthase 8 5727.96
20 EEF1A EEF1A1 eukaryotic translation elongation factor 1 alpha 1 5715.28
21 BETA-ACTIN (ACTG1) actin gamma 1 5503.00
22 ENSSSCG00000028255 5489.05
23 IGFBP3 IGFBP3 insulin like growth factor binding protein 3 5065.18
24 GSTP1 GSTP1 glutathione S-transferase pi 1 4838.21
25 RPL8 RPL8 ribosomal protein L8 4713.11
26 LGALS3 LGALS3 lectin, galactoside-binding, soluble, 3 4429.23
27 ANXA2 ANXA2 annexin A2 4272.47
28 HBB HBB hemoglobin subunit beta 4041.38
29 GAPDH (GAPDH) glyceraldehyde-3-phosphate dehydrogenase 3939.51
30 KRT9 KRT9 keratin 9, type I 3915.84
31 ENSSSCG00000004579 3499.96
32 COII MT-CO2 mitochondrially encoded cytochrome c oxidase II 3465.63
33 CLDN4 (CLDN4) claudin 4 3270.00
34 ND4L MT-ND4L mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 4L 3244.79
35 ENSSSCG00000007695 UPK3BL uroplakin 3B-like 3180.97
36 ENSSSCG00000014540 FTH1 ferritin, heavy polypeptide 1 3088.48
37 SLC25A6 SLC25A6 solute carrier family 25 (mitochondrial carrier; adenine nucleotide transloca-

tor), member 6
3022.09

38 S100A12 S100A12 S100 calcium binding protein A12 3000.76
39 RPS28 RPS28 ribosomal protein S28 2869.01
40 RPS8 RPS8 ribosomal protein S8 2853.57
41 ENSSSCG00000004970 (RPLP1) ribosomal protein, large, P1 2803.57
42 ENSSSCG00000014727 (HBB) hemoglobin subunit beta 2748.42
43 ENSSSCG00000018705 2724.45
44 RPS12 RPS12 ribosomal protein S12 2613.77
45 SFN SFN stratifin 2577.76
46 KRT8 KRT8 keratin 8, type II 2464.98
47 UBA52 UBA52 ubiquitin A-52 residue ribosomal protein fusion product 1 2425.97
48 WFDC2 WFDC2 WAP four-disulfide core domain 2 2312.05
49 LDLR (LDLR) low density lipoprotein receptor 2309.45
50 TACSTD2 TACSTD2 tumor-associated calcium signal transducer 2 2250.03
51 CYTB MT-CYB mitochondrially encoded cytochrome b 2240.42
52 HSP70.2 HSPA1A heat shock protein family A (Hsp70) member 1A 2219.58
53 FTL (FTL) ferritin, light polypeptide 2194.25
54 ENSSSCG00000000207 2123.86
55 RPS21 RPS21 ribosomal protein S21 2068.10
56 MAL MAL mal, T-cell differentiation protein 2031.42
57 TIMP1 TIMP1 TIMP metallopeptidase inhibitor 1 2028.68
58 ATP6V0C ATP6V0C ATPase, H+ transporting, lysosomal 16kDa, V0 subunit c 2019.36
59 FN1 FN1 fibronectin 1 2016.24
60 ENSSSCG00000026923 ADIRF adipogenesis regulatory factor 2007.41
61 RPS20 RPS20 ribosomal protein S20 1999.19
62 CD63 CD63 CD63 molecule 1862.52
63 RPS27 RPS27 ribosomal protein S27 1835.86
64 ECM1 ECM1 extracellular matrix protein 1 1774.44
65 TIMP3 TIMP3 TIMP metallopeptidase inhibitor 3 1755.06
66 KRT14 KRT14 keratin 14, type I 1751.78
67 S100A10 S100A10 S100 calcium binding protein A10 1627.27
68 MT-ND4 MT-ND4 mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 4 1608.88
69 ENO1 ENO1 enolase 1, (alpha) 1501.33
70 ENSSSCG00000012842 RPLP2 ribosomal protein, large, P2 1487.94
71 RPS2 RPS2 ribosomal protein S2 1425.62
72 MFAP5 MFAP5 microfibrillar associated protein 5 1403.23
73 HSBP1 (HSBP1) heat shock factor binding protein 1 1393.64
74 CD151 CD151 CD151 molecule (Raph blood group) 1370.42
75 ENSSSCG00000012839 POLR2L polymerase (RNA) II (DNA directed) polypeptide L, 7.6kDa 1301.36
76 RPL7A (RPL7A) ribosomal protein L7a 1289.92
77 CSTB CSTB cystatin B (stefin B) 1277.56
78 SPP1 SPP1 secreted phosphoprotein 1 1270.37
79 GNAS GNAS GNAS complex locus 1247.32
80 PLP2 PLP2 proteolipid protein 2 (colonic epithelium-enriched) 1217.37
81 TSPO TSPO translocator protein 1211.20
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Table S14: Sus scrofa Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

82 5_8S_rRNA RNA5-8S5 1188.19
83 RPS5 RPS5 ribosomal protein S5 1186.51
84 PSAP PSAP prosaposin 1180.80
85 MT-ND1 MT-ND1 mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 1 1163.54
86 RPS3 RPS3 ribosomal protein S3 1155.56
87 ENSSSCG00000005003 RPS29 ribosomal protein S29 1141.73
88 ACTN4 ACTN4 actinin, alpha 4 1140.33
89 ENSSSCG00000023406 (SPRR1A) small proline-rich protein 1A 1118.69
90 RPS18 RPS18 ribosomal protein S18 1103.12
91 ENSSSCG00000016735 1092.79
92 MUC1 MUC1 mucin 1, cell surface associated 1089.53
93 SNORD34 1079.98
94 SPINT2 SPINT2 serine peptidase inhibitor, Kunitz type, 2 1059.40
95 CLDN3 CLDN3 claudin 3 1057.50
96 SAT1 SAT1 spermidine/spermine N1-acetyltransferase 1 1056.79
97 FAU FAU Finkel-Biskis-Reilly murine sarcoma virus (FBR-MuSV) ubiquitously ex-

pressed
1046.68

98 EEF2 EEF2 eukaryotic translation elongation factor 2 1046.28
99 ENSSSCG00000006806 (LAMTOR5) late endosomal/lysosomal adaptor, MAPK and MTOR activator 5 1029.29
100 GNB2L1 GNB2L1 guanine nucleotide binding protein (G protein), beta polypeptide 2-like 1 1026.04
101 ENSSSCG00000018074 1013.11
102 SERPINE1 SERPINE1 serpin peptidase inhibitor, clade E (nexin, plasminogen activator inhibitor type

1), member 1
1008.55

103 UBB UBB ubiquitin B 996.66
104 HMGA1 HMGA1 high mobility group AT-hook 1 992.52
105 ENSSSCG00000010553 989.42
106 UPK3A UPK3A uroplakin 3A 983.27
107 ENSSSCG00000010328 (RPS24) ribosomal protein S24 980.11
108 ITGB4 ITGB4 integrin beta 4 975.10
109 TMSB4X TMSB4Y thymosin beta 4, Y-linked 968.16
110 PRSS23 PRSS23 protease, serine 23 956.87
111 RPS7 RPS7 ribosomal protein S7 945.70
112 MIF MIF macrophage migration inhibitory factor (glycosylation-inhibiting factor) 943.45
113 CXCL16 CXCL16 chemokine (C-X-C motif) ligand 16 940.39
114 EZR EZR ezrin 936.59
115 ND5 MT-ND5 mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 5 933.50
116 ND3 MT-ND3 mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 3 919.33
117 ENSSSCG00000018072 912.17
118 RPL37A RPL37A ribosomal protein L37a 904.76
119 UBC (UBC) ubiquitin C 893.16
120 CCND1 CCND1 cyclin D1 885.41
121 PHLDA2 PHLDA2 pleckstrin homology-like domain, family A, member 2 874.17
122 ENSSSCG00000029473 872.37
123 KRT13 KRT13 keratin 13, type I 866.29
124 RPL36 RPL36 ribosomal protein L36 842.09
125 CRLF1 CRLF1 cytokine receptor-like factor 1 827.89
126 CAPNS1 CAPNS1 calpain, small subunit 1 827.47
127 PFN1 PFN1 profilin 1 824.86
128 RPL26 RPL26 ribosomal protein L26 809.16
129 TINAGL1 TINAGL1 tubulointerstitial nephritis antigen-like 1 797.12
130 PTMA PTMA prothymosin, alpha 791.73
131 ENSSSCG00000011266 (RPSA) ribosomal protein SA 786.92
132 JUP (JUP) junction plakoglobin 781.54
133 ENSSSCG00000025239 (PTGES) prostaglandin E synthase 770.56
134 ENSSSCG00000019211 769.04
135 CFL1 CFL1 cofilin 1 (non-muscle) 748.94
136 ENSSSCG00000025006 742.58
137 DEGS2 DEGS2 delta(4)-desaturase, sphingolipid 2 737.37
138 RPL13 RPL13 ribosomal protein L13 734.32
139 BSG BSG basigin (Ok blood group) 729.08
140 ENSSSCG00000021943 (COL1A1) collagen, type I, alpha 1 728.80
141 PERP PERP PERP, TP53 apoptosis effector 722.09
142 RPL19 RPL19 ribosomal protein L19 718.95
143 CD81 (CD81) CD81 molecule 716.40
144 RPL10A (RPL10A) ribosomal protein L10a 713.59
145 PKM PKM pyruvate kinase, muscle 693.61
146 RPS27A RPS27A ribosomal protein S27a 677.70
147 RPS9 RPS9 ribosomal protein S9 677.07
148 RPL38 RPL38 ribosomal protein L38 674.26
149 NDRG1 NDRG1 N-myc downstream regulated 1 668.50
150 ANXA8 ANXA8L1 annexin A8-like 1 668.13
151 MUC4 MUC4 mucin 4, cell surface associated 650.19
152 ENSSSCG00000002953 C19orf33 chromosome 19 open reading frame 33 642.95
153 CD24 CD24 CD24 molecule 642.89
154 PCBP1 PCBP1 poly(rC) binding protein 1 638.00
155 VIM VIM vimentin 627.37
156 HSPB1 (HSPB1) heat shock protein family B (small) member 1 625.16
157 RPS11 RPS11 ribosomal protein S11 623.97
158 RPL11 RPL11 ribosomal protein L11 623.70
159 APLP2 APLP2 amyloid beta (A4) precursor-like protein 2 621.22
160 C20orf27 C20orf27 chromosome 20 open reading frame 27 618.33
161 ENSSSCG00000027330 (SLC2A1) solute carrier family 2 (facilitated glucose transporter), member 1 617.39
162 SCNN1A SCNN1A sodium channel, non voltage gated 1 alpha subunit 613.87
163 ssc-mir-24-2 610.67
164 GPRC5A GPRC5A G protein-coupled receptor, class C, group 5, member A 603.82
165 ENSSSCG00000020178 603.07
166 ARAF ARAF A-Raf proto-oncogene, serine/threonine kinase 600.84
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Table S14: Sus scrofa Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

167 ENSSSCG00000027181 (PLEKHB2) pleckstrin homology domain containing B2 595.90
168 MUC16 MUC16 mucin 16, cell surface associated 591.59
169 TRX1 TXN thioredoxin 591.20
170 PCBP2 PCBP2 poly(rC) binding protein 2 591.02
171 ATF4 ATF4 activating transcription factor 4 590.90
172 ANAPC11 ANAPC11 anaphase promoting complex subunit 11 590.06
173 TMSB10 TMSB10 thymosin beta 10 584.07
174 FXYD4 FXYD4 FXYD domain containing ion transport regulator 4 583.30
175 BCAP31 BCAP31 B-cell receptor-associated protein 31 579.79
176 KLF5 (KLF5) Kruppel-like factor 5 (intestinal) 576.87
177 ENSSSCG00000013046 COX8A cytochrome c oxidase subunit VIIIA (ubiquitous) 575.97
178 RPL18A RPL18A ribosomal protein L18a 574.53
179 RPL5 (RPL5) ribosomal protein L5 573.26
180 RPL3 RPL3 ribosomal protein L3 565.91
181 RPL4 RPL4 ribosomal protein L4 563.78
182 RHOG RHOG ras homolog family member G 563.18
183 ARPC2 ARPC2 actin related protein 2/3 complex subunit 2 559.56
184 EIF6 EIF6 eukaryotic translation initiation factor 6 558.39
185 RPL6 RPL6 ribosomal protein L6 556.01
186 SERF2 (SERF2) small EDRK-rich factor 2 555.12
187 ANXA1 ANXA1 annexin A1 552.56
188 ENSSSCG00000030266 544.56
189 ENSSSCG00000008767 (RPS18) ribosomal protein S18 543.85
190 TNC TNC tenascin C 542.41
191 RPL37 RPL37 ribosomal protein L37 542.01
192 ENSSSCG00000022922 541.88
193 RPL13A RPL13A ribosomal protein L13a 537.76
194 RPS26 RPS26 ribosomal protein S26 535.71
195 RPS25 RPS25 ribosomal protein S25 534.22
196 RPS16 RPS16 ribosomal protein S16 530.70
197 TUBA1B TUBA1B tubulin, alpha 1b 528.01
198 ENSSSCG00000016571 (RPS20) ribosomal protein S20 525.66
199 RPS10 RPS10 ribosomal protein S10 519.74
200 RPS4 RPS4X ribosomal protein S4, X-linked 517.80
201 S100A4 S100A4 S100 calcium binding protein A4 516.29
202 EMP2 EMP2 epithelial membrane protein 2 507.21
203 DUSP1 DUSP1 dual specificity phosphatase 1 503.24
204 LMNA LMNA lamin A/C 497.40
205 BLVRB BLVRB biliverdin reductase B 496.10
206 ENSSSCG00000028919 (RPS26) ribosomal protein S26 494.48
207 CDC34 CDC34 cell division cycle 34 492.02
208 CRISPLD2 CRISPLD2 cysteine-rich secretory protein LCCL domain containing 2 489.53
209 ENSSSCG00000017082 (SPARC) secreted protein, acidic, cysteine-rich (osteonectin) 488.23
210 RPL39 (RPL39) ribosomal protein L39 483.20
211 IVL IVL involucrin 482.83
212 CH242-228L8.2 (FAM127A) family with sequence similarity 127 member A 480.24
213 EIF1 EIF1 eukaryotic translation initiation factor 1 479.89
214 RPL35A RPL35A ribosomal protein L35a 479.28
215 KRTAP8-1 KRTAP8-1 keratin associated protein 8-1 478.61
216 TALDO1 TALDO1 transaldolase 1 476.44
217 ENSSSCG00000012032 473.57
218 RAC1 RAC1 ras-related C3 botulinum toxin substrate 1 (rho family, small GTP binding

protein Rac1)
472.96

219 GRN GRN granulin 466.47
220 GABRP GABRP gamma-aminobutyric acid (GABA) A receptor, pi 461.87
221 PPIA PPIA peptidylprolyl isomerase A (cyclophilin A) 461.64
222 EEF1G EEF1G eukaryotic translation elongation factor 1 gamma 461.38
223 ATP5E ATP5E ATP synthase, H+ transporting, mitochondrial F1 complex, epsilon subunit 460.03
224 MSLN MSLN mesothelin 459.41
225 EHD2 EHD2 EH domain containing 2 457.19
226 FOS FOS FBJ murine osteosarcoma viral oncogene homolog 455.29
227 SSR4 SSR4 signal sequence receptor, delta 454.75
228 ND2 MT-ND2 mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 2 450.44
229 RPL29 RPL29 ribosomal protein L29 448.93
230 ENSSSCG00000026635 (SLC2A1) solute carrier family 2 (facilitated glucose transporter), member 1 447.95
231 CAPN2 CAPN2 calpain 2, (m/II) large subunit 447.87
232 SLC25A5 SLC25A5 solute carrier family 25 (mitochondrial carrier; adenine nucleotide transloca-

tor), member 5
446.87

233 ENSSSCG00000026492 (TNC) tenascin C 445.03
234 RABAC1 RABAC1 Rab acceptor 1 (prenylated) 441.97
235 ENSSSCG00000025928 (RPL18) ribosomal protein L18 433.72
236 ENSSSCG00000014910 (RPL35A) ribosomal protein L35a 430.86
237 CEBPD CEBPD CCAAT/enhancer binding protein (C/EBP), delta 428.97
238 G6PD G6PD glucose-6-phosphate dehydrogenase 425.49
239 CD9 CD9 CD9 molecule 420.77
240 TAGLN2 TAGLN2 transgelin 2 415.62
241 ssc-mir-24-1 MIR24-2 microRNA 24-2 413.81
242 LAMB3 LAMB3 laminin subunit beta 3 413.61
243 SDC4 SDC4 syndecan 4 408.80
244 PLCD1 PLCD1 phospholipase C delta 1 408.50
245 ENSSSCG00000018073 405.25
246 CTSZ CTSZ cathepsin Z 401.89
247 RPS13 RPS13 ribosomal protein S13 400.38
248 TUBB4B TUBB4B tubulin, beta 4B class IVb 398.15
249 RPL18 RPL18 ribosomal protein L18 397.05
250 ENSSSCG00000026735 396.78
251 COX6A1 COX6A1 cytochrome c oxidase subunit VIa polypeptide 1 396.55
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Table S14: Sus scrofa Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

252 YWHAQ YWHAQ tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein,
theta

391.10

253 ENSSSCG00000004759 SPINT1 serine peptidase inhibitor, Kunitz type 1 387.71
254 METRNL METRNL meteorin, glial cell differentiation regulator-like 385.84
255 S100A11 S100A11 S100 calcium binding protein A11 384.36
256 FAM129B FAM129B family with sequence similarity 129 member B 382.97
257 LDHA LDHA lactate dehydrogenase A 379.89
258 RPL17 RPL17 ribosomal protein L17 379.12
259 TUBB2B TUBB2B tubulin, beta 2B class IIb 378.49
260 PABPC1 PABPC1 poly(A) binding protein, cytoplasmic 1 378.37
261 CTSB CTSB cathepsin B 378.32
262 ENSSSCG00000029074 (COL2A1) collagen, type II, alpha 1 376.64
263 ODC ODC1 ornithine decarboxylase 1 374.23
264 TCEB2 TCEB2 transcription elongation factor B (SIII), polypeptide 2 (18kDa, elongin B) 372.17
265 UBA1 UBA1 ubiquitin-like modifier activating enzyme 1 369.39
266 SBSN SBSN suprabasin 368.99
267 S100A14 S100A14 S100 calcium binding protein A14 368.89
268 ENSSSCG00000028864 368.72
269 ENSSSCG00000022476 368.26
270 TCTP (TPT1) tumor protein, translationally-controlled 1 362.06
271 RPS15 RPS15 ribosomal protein S15 361.99
272 ENSSSCG00000012120 (TMSB4X) thymosin beta 4, X-linked 359.40
273 TPI1 (TPI1) triosephosphate isomerase 1 353.02
274 ENSSSCG00000011227 (TGFBR2) transforming growth factor beta receptor II 351.82
275 ENSSSCG00000018734 350.72
276 RPL12 RPL12 ribosomal protein L12 350.44
277 RPL24 RPL24 ribosomal protein L24 350.17
278 OAZ1 OAZ1 ornithine decarboxylase antizyme 1 342.02
279 ENSSSCG00000024719 C9orf3 chromosome 9 open reading frame 3 337.33
280 SGCA SGCA sarcoglycan alpha 336.95
281 EIF3K EIF3K eukaryotic translation initiation factor 3 subunit K 336.06
282 ssc-mir-339-1 MIR339 microRNA 339 336.05
283 ENSSSCG00000021131 (COL17A1) collagen, type XVII, alpha 1 334.77
284 BNIP3 BNIP3 BCL2/adenovirus E1B 19kDa interacting protein 3 333.93
285 CD44 CD44 CD44 molecule (Indian blood group) 333.31
286 ENSSSCG00000021015 (COL1A1) collagen, type I, alpha 1 333.20
287 ATP1A1 ATP1A1 ATPase, Na+/K+ transporting, alpha 1 polypeptide 332.81
288 CLU CLU clusterin 331.42
289 RAB25 RAB25 RAB25, member RAS oncogene family 329.30
290 CHMP2A CHMP2A charged multivesicular body protein 2A 328.61
291 GM2A GM2A GM2 ganglioside activator 328.46
292 FUS FUS FUS RNA binding protein 328.13
293 ENSSSCG00000002535 (HSP90AA1) heat shock protein 90kDa alpha family class A member 1 327.54
294 ST14 ST14 suppression of tumorigenicity 14 327.00
295 APOE APOE apolipoprotein E 323.52
296 SNRPD2 SNRPD2 small nuclear ribonucleoprotein D2 polypeptide 321.70
297 PGRMC1 PGRMC1 progesterone receptor membrane component 1 320.19
298 ITM2B ITM2B integral membrane protein 2B 318.73
299 SLC1A5 SLC1A5 solute carrier family 1 (neutral amino acid transporter), member 5 317.03
300 ENSSSCG00000026870 316.26
301 C14orf2 C14orf2 chromosome 14 open reading frame 2 315.25
302 F3 F3 coagulation factor III (thromboplastin, tissue factor) 315.04
303 ENSSSCG00000021630 (PTPRF) protein tyrosine phosphatase, receptor type, F 313.18
304 RPL23A (RPL23A) ribosomal protein L23a 313.15
305 ATP5D ATP5D ATP synthase, H+ transporting, mitochondrial F1 complex, delta subunit 312.90
306 PRDX1 PRDX1 peroxiredoxin 1 311.54
307 EIF4EBP1 EIF4EBP1 eukaryotic translation initiation factor 4E binding protein 1 310.91
308 FGFR3 FGFR3 fibroblast growth factor receptor 3 308.28
309 ENSSSCG00000010517 PGAM1 phosphoglycerate mutase 1 308.09
310 PHPT1 PHPT1 phosphohistidine phosphatase 1 307.39
311 TRAPPC9 (TRAPPC9) trafficking protein particle complex 9 306.10
312 TIMP-2 TIMP2 TIMP metallopeptidase inhibitor 2 304.43
313 ENSSSCG00000002539 (DYNC1H1) dynein, cytoplasmic 1, heavy chain 1 301.29
314 RPL34 RPL34 ribosomal protein L34 300.86
315 LGALS1 LGALS1 lectin, galactoside-binding, soluble, 1 300.16
316 PTGES PTGES prostaglandin E synthase 298.24
317 YPEL3 YPEL3 yippee like 3 297.83
318 ENSSSCG00000002705 297.33
319 ENSSSCG00000029640 294.13
320 ENSSSCG00000030313 (COL1A1) collagen, type I, alpha 1 294.00
321 FGFBP1 FGFBP1 fibroblast growth factor binding protein 1 293.00
322 TGFBR2 TGFBR2 transforming growth factor beta receptor II 292.74
323 ENSSSCG00000013902 292.61
324 CPXM2 CPXM2 carboxypeptidase X (M14 family), member 2 291.12
325 ENSSSCG00000028923 SCNN1B sodium channel, non voltage gated 1 beta subunit 291.11
326 ENSSSCG00000022059 (RPL27A) ribosomal protein L27a 290.08
327 LBH LBH limb bud and heart development 289.22
328 SDF4 SDF4 stromal cell derived factor 4 289.00
329 UPK1B UPK1B uroplakin 1B 287.57
330 ITGA6 ITGA6 integrin alpha 6 286.86
331 CHCHD7 CHCHD7 coiled-coil-helix-coiled-coil-helix domain containing 7 285.80
332 CYP2W1 CYP2W1 cytochrome P450 family 2 subfamily W member 1 285.28
333 CCND3 CCND3 cyclin D3 284.69
334 ARF6 ARF6 ADP ribosylation factor 6 283.98
335 KRTCAP2 KRTCAP2 keratinocyte associated protein 2 283.01
336 LAMP1 LAMP1 lysosomal-associated membrane protein 1 282.88
337 LC8 DYNLL1 dynein, light chain, LC8-type 1 282.86
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Table S14: Sus scrofa Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

338 COX4I1 COX4I1 cytochrome c oxidase subunit IV isoform 1 281.85
339 CYB5R3 CYB5R3 cytochrome b5 reductase 3 281.41
340 ALDOC ALDOC aldolase, fructose-bisphosphate C 280.27
341 RPL23 RPL23 ribosomal protein L23 279.31
342 EEF1B2 EEF1B2 eukaryotic translation elongation factor 1 beta 2 279.01
343 RPL27 RPL27 ribosomal protein L27 277.93
344 THBS1 THBS1 thrombospondin 1 277.69
345 SERP1 SERP1 stress-associated endoplasmic reticulum protein 1 277.63
346 PRR2 PVRL2 poliovirus receptor-related 2 (herpesvirus entry mediator B) 276.92
347 NME2 (NME2) NME/NM23 nucleoside diphosphate kinase 2 276.40
348 RGC32 RGCC regulator of cell cycle 272.73
349 PPL PPL periplakin 272.44
350 LAD1 LAD1 ladinin 1 272.22
351 TACC2 TACC2 transforming, acidic coiled-coil containing protein 2 271.47
352 EHD1 EHD1 EH domain containing 1 270.66
353 ARPC1B ARPC1B actin related protein 2/3 complex subunit 1B 267.96
354 MFGE8 MFGE8 milk fat globule-EGF factor 8 protein 265.95
355 NACA (NACA) nascent polypeptide-associated complex alpha subunit 264.83
356 IGFBP6 IGFBP6 insulin like growth factor binding protein 6 264.44
357 PSMG4 PSMG4 proteasome (prosome, macropain) assembly chaperone 4 263.06
358 QSOX1 QSOX1 quiescin sulfhydryl oxidase 1 261.44
359 ENSSSCG00000000194 TUBA1C tubulin, alpha 1c 261.39
360 LMO4 LMO4 LIM domain only 4 261.36
361 RPS6 RPS6 ribosomal protein S6 261.17
362 APP APP amyloid beta (A4) precursor protein 258.22
363 SLC25A3 SLC25A3 solute carrier family 25 (mitochondrial carrier; phosphate carrier), member 3 258.11
364 ENSSSCG00000018079 258.02
365 GPX4 (GPX4) glutathione peroxidase 4 257.82
366 TPPP3 TPPP3 tubulin polymerization-promoting protein family member 3 256.99
367 UPP1 UPP1 uridine phosphorylase 1 255.89
368 ENSSSCG00000026418 (CTSD) cathepsin D 255.55
369 ENSSSCG00000017939 EIF5A eukaryotic translation initiation factor 5A 255.12
370 ENSSSCG00000003595 (SERINC2) serine incorporator 2 254.60
371 FLNB FLNB filamin B, beta 254.47
372 SHISA5 SHISA5 shisa family member 5 253.37
373 ENSSSCG00000016886 253.32
374 ARF1 ARF1 ADP ribosylation factor 1 252.73
375 ENSSSCG00000030593 252.42
376 RPL22 RPL22 ribosomal protein L22 252.10
377 TNFRSF12A TNFRSF12A tumor necrosis factor receptor superfamily member 12A 251.62
378 S100A16 S100A16 S100 calcium binding protein A16 251.49
379 NDRG2 NDRG2 NDRG family member 2 251.12
380 PCDH1 PCDH1 protocadherin 1 250.84
381 SSR2 SSR2 signal sequence receptor, beta (translocon-associated protein beta) 250.14
382 ENSSSCG00000006182 (RPL7) ribosomal protein L7 249.21
383 TMEM30B TMEM30B transmembrane protein 30B 247.93
384 ENSSSCG00000025076 (GLB1) galactosidase beta 1 247.19
385 TUBA1A TUBA1A tubulin, alpha 1a 245.22
386 ENSSSCG00000008882 (RPL15) ribosomal protein L15 244.13
387 SPARC SPARC secreted protein, acidic, cysteine-rich (osteonectin) 243.37
388 RPL30 RPL30 ribosomal protein L30 243.30
389 GPI GPI glucose-6-phosphate isomerase 242.95
390 EFHD2 EFHD2 EF-hand domain family member D2 242.83
391 TUBA4A TUBA4A tubulin, alpha 4a 242.59
392 ENSSSCG00000025146 (HSPG2) heparan sulfate proteoglycan 2 242.26
393 PKP1 PKP1 plakophilin 1 242.03
394 RNPEPL1 RNPEPL1 arginyl aminopeptidase (aminopeptidase B)-like 1 241.53
395 TPM3 TPM3 tropomyosin 3 238.91
396 TMP-SLA-2 (HLA-A) major histocompatibility complex, class I, A 238.77
397 ENSSSCG00000029802 (RPL23A) ribosomal protein L23a 238.03
398 ENSSSCG00000017192 EVPL envoplakin 237.99
399 ANXA11 ANXA11 annexin A11 236.91
400 CDSN 236.33
401 BRK1 BRK1 BRICK1, SCAR/WAVE actin-nucleating complex subunit 235.80
402 RPLP2 (RPLP2) ribosomal protein, large, P2 235.55
403 MYL6 (MYL6) myosin light chain 6 235.32
404 NPC2 NPC2 Niemann-Pick disease, type C2 234.07
405 PTTG1IP PTTG1IP pituitary tumor-transforming 1 interacting protein 233.73
406 CALR CALR calreticulin 233.13
407 TSC22D3 TSC22D3 TSC22 domain family member 3 232.87
408 ENSSSCG00000024669 NBL1 neuroblastoma 1, DAN family BMP antagonist 232.71
409 COL3A1 COL3A1 collagen, type III, alpha 1 231.76
410 CLTB CLTB clathrin, light chain B 231.52
411 NDUFB7 NDUFB7 NADH:ubiquinone oxidoreductase subunit B7 230.49
412 COX5B COX5B cytochrome c oxidase subunit Vb 228.85
413 ENSSSCG00000013904 (ELL) elongation factor RNA polymerase II 228.24
414 ENSSSCG00000028485 (YBX1) Y-box binding protein 1 227.65
415 TGM2 TGM2 transglutaminase 2 227.49
416 BOK BOK BCL2-related ovarian killer 226.24
417 DAZAP2 DAZAP2 DAZ associated protein 2 226.13
418 ADAM8 ADAM8 ADAM metallopeptidase domain 8 225.79
419 RPL35 RPL35 ribosomal protein L35 225.50
420 B3GNT3 B3GNT3 UDP-GlcNAc:betaGal beta-1,3-N-acetylglucosaminyltransferase 3 224.74
421 RPL10 (RPL10) ribosomal protein L10 224.40
422 snoU2_19 224.03
423 NAA10 NAA10 N(alpha)-acetyltransferase 10, NatA catalytic subunit 223.96
424 NOP10 NOP10 NOP10 ribonucleoprotein 223.56
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Table S14: Sus scrofa Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

425 RPL15 RPL15 ribosomal protein L15 223.35
426 ENSSSCG00000015140 HSPA8 heat shock protein family A (Hsp70) member 8 223.26
427 BGN BGN biglycan 223.06
428 PLD3 PLD3 phospholipase D family member 3 222.89
429 DYNLT1 DYNLT1 dynein, light chain, Tctex-type 1 222.63
430 H3F3B H3F3B H3 histone, family 3B (H3.3B) 222.45
431 ENSSSCG00000003253 MYADM myeloid-associated differentiation marker 222.35
432 HK1 HK1 hexokinase 1 222.11
433 MGLL MGLL monoglyceride lipase 222.08
434 MKNK2 MKNK2 MAP kinase interacting serine/threonine kinase 2 221.91
435 AP2M1 AP2M1 adaptor-related protein complex 2, mu 1 subunit 221.23
436 VPS28 (VPS28) vacuolar protein sorting 28 homolog (S. cerevisiae) 220.86
437 ENSSSCG00000010493 PDLIM1 PDZ and LIM domain 1 220.37
438 RPS17 RPS17 ribosomal protein S17 220.22
439 GPX3 GPX3 glutathione peroxidase 3 218.82
440 EPHX1 EPHX1 epoxide hydrolase 1, microsomal (xenobiotic) 218.31
441 ENSSSCG00000022653 215.80
442 ENSSSCG00000022631 (LAMTOR5) late endosomal/lysosomal adaptor, MAPK and MTOR activator 5 215.60
443 GDI2 GDI2 GDP dissociation inhibitor 2 215.49
444 TMP-CH242-74M17.6 215.31
445 SMIM5 SMIM5 small integral membrane protein 5 214.87
446 SEPT9 SEPT9 septin 9 214.55
447 SOD3 SOD3 superoxide dismutase 3, extracellular 214.55
448 SLC7A4 SLC7A4 solute carrier family 7 member 4 214.19
449 SDCBP2 SDCBP2 syndecan binding protein (syntenin) 2 213.88
450 NNAT NNAT neuronatin 211.21
451 ENSSSCG00000021708 (FAU) Finkel-Biskis-Reilly murine sarcoma virus (FBR-MuSV) ubiquitously ex-

pressed
211.09

452 SGK1 SGK1 serum/glucocorticoid regulated kinase 1 209.94
453 ENSSSCG00000024917 209.77
454 PRDX2 PRDX2 peroxiredoxin 2 208.83
455 ENSSSCG00000027411 (BLOC1S5-TXNDC5) BLOC1S5-TXNDC5 readthrough (NMD candidate) 208.38
456 PTI (WFIKKN2) WAP, follistatin/kazal, immunoglobulin, kunitz and netrin domain containing

2
208.11

457 CTSL CTSV cathepsin V 208.03
458 CDA CDA cytidine deaminase 207.91
459 CDH1 CDH1 cadherin 1, type 1 207.78
460 ssc-mir-1285 207.51
461 ZFYVE21 ZFYVE21 zinc finger, FYVE domain containing 21 207.34
462 CLDN7 CLDN7 claudin 7 205.81
463 PGK1 (PGK1) phosphoglycerate kinase 1 204.43
464 KRT18 KRT18 keratin 18, type I 203.76
465 ssc-mir-27b MIR27B microRNA 27b 203.49
466 SERPINH1 SERPINH1 serpin peptidase inhibitor, clade H (heat shock protein 47), member 1, (col-

lagen binding protein 1)
203.44

467 PTMAP 202.47
468 MBF1 EDF1 endothelial differentiation-related factor 1 202.43
469 ENSSSCG00000021851 (RPS24) ribosomal protein S24 202.17
470 ITGA3 ITGA3 integrin alpha 3 201.67
471 PLAUR PLAUR plasminogen activator, urokinase receptor 201.29
472 ZNF706 ZNF706 zinc finger protein 706 200.32
473 ENSSSCG00000011667 200.27
474 IER2 IER2 immediate early response 2 200.26
475 TUBB TUBB tubulin, beta class I 199.81
476 SPTSSA SPTSSA serine palmitoyltransferase small subunit A 199.73
477 GJB5 GJB5 gap junction protein beta 5 199.73
478 ENSSSCG00000004575 199.53
479 ENSSSCG00000024076 198.84
480 ENSSSCG00000026296 (TGFB1) transforming growth factor beta 1 198.84
481 ENSSSCG00000010607 COL17A1 collagen, type XVII, alpha 1 198.64
482 GLB1 GLB1 galactosidase beta 1 197.67
483 MFSD7 MFSD7 major facilitator superfamily domain containing 7 197.24
484 ENSSSCG00000017123 196.68
485 BTBD2 BTBD2 BTB (POZ) domain containing 2 195.87
486 NEDD8 NEDD8 neural precursor cell expressed, developmentally down-regulated 8 195.83
487 CLEC3B CLEC3B C-type lectin domain family 3, member B 195.61
488 PDPN PDPN podoplanin 195.24
489 NADH6 MT-ND6 mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 6 194.35
490 LMAN2 LMAN2 lectin, mannose-binding 2 194.04
491 ENSSSCG00000005172 (PPIA) peptidylprolyl isomerase A (cyclophilin A) 193.87
492 ENSSSCG00000007188 FKBP1A FK506 binding protein 1A 193.31
493 RHOB RHOB ras homolog family member B 192.13
494 EPS8L2 EPS8L2 EPS8-like 2 191.62
495 CDH16 CDH16 cadherin 16 190.69
496 ENSSSCG00000002907 COX6B1 cytochrome c oxidase subunit VIb polypeptide 1 (ubiquitous) 190.56
497 ENSSSCG00000008606 (OSR1) odd-skipped related transciption factor 1 189.68
498 FOXQ1 FOXQ1 forkhead box Q1 189.51
499 TRAPPC5 TRAPPC5 trafficking protein particle complex 5 189.01
500 PPP2R1A PPP2R1A protein phosphatase 2 regulatory subunit A, alpha 187.93
501 SQSTM1 SQSTM1 sequestosome 1 187.54
502 PFKL PFKL phosphofructokinase, liver 187.13
503 DBNL DBNL drebrin-like 187.12
504 PRELID1 PRELID1 PRELI domain containing 1 187.05
505 ENSSSCG00000000245 KRT6A keratin 6A, type II 186.72
506 EMP3 EMP3 epithelial membrane protein 3 186.32
507 ENSSSCG00000005274 (RPS6) ribosomal protein S6 186.31
508 NDUFB9 NDUFB9 NADH:ubiquinone oxidoreductase subunit B9 186.27
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Table S14: Sus scrofa Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

509 H1FX H1FX H1 histone family member X 186.06
510 HSPA5 HSPA5 heat shock protein family A (Hsp70) member 5 185.98
511 COX7A2 COX7A2 cytochrome c oxidase subunit VIIa polypeptide 2 (liver) 185.27
512 SMAGP SMAGP small cell adhesion glycoprotein 184.90
513 BTF3 BTF3 basic transcription factor 3 184.67
514 SEMA3B (SEMA3B) sema domain, immunoglobulin domain (Ig), short basic domain, secreted,

(semaphorin) 3B
184.47

515 ENV (ERVW-1) endogenous retrovirus group W, member 1 184.24
516 ATGL PNPLA2 patatin like phospholipase domain containing 2 183.02
517 ITGB1 ITGB1 integrin beta 1 182.49
518 ATP5B ATP5B ATP synthase, H+ transporting, mitochondrial F1 complex, beta polypeptide 182.31
519 CAPG CAPG capping protein (actin filament), gelsolin-like 182.19
520 TSTD1 TSTD1 thiosulfate sulfurtransferase (rhodanese)-like domain containing 1 182.03
521 UBALD2 UBALD2 UBA-like domain containing 2 181.89
522 DDR DDR1 discoidin domain receptor tyrosine kinase 1 180.85
523 NDUFA13 CTC-260F20.3 180.42
524 VAMP8 VAMP8 vesicle associated membrane protein 8 179.91
525 ENSSSCG00000011910 (SHFM1) split hand/foot malformation (ectrodactyly) type 1 179.91
526 ENSSSCG00000012427 179.74
527 ORMDL2 ORMDL2 ORMDL sphingolipid biosynthesis regulator 2 179.69
528 ENSSSCG00000009239 (PLAC8) placenta specific 8 179.26
529 BCAS4 BCAS4 breast carcinoma amplified sequence 4 179.22
530 PTP4A2 PTP4A2 protein tyrosine phosphatase type IVA, member 2 179.06
531 RPS3A RPS3A ribosomal protein S3A 178.68
532 ENSSSCG00000030021 (RPL12) ribosomal protein L12 178.21
533 WNT7A WNT7A wingless-type MMTV integration site family member 7A 178.01
534 ITM2C ITM2C integral membrane protein 2C 177.82
535 PSMB3 PSMB3 proteasome subunit beta 3 176.25
536 ECE1 ECE1 endothelin converting enzyme 1 175.94
537 AGPAT2 AGPAT2 1-acylglycerol-3-phosphate O-acyltransferase 2 175.83
538 ENSSSCG00000018063 175.56
539 GBI1 (GNAI2) guanine nucleotide binding protein (G protein), alpha inhibiting activity

polypeptide 2
174.98

540 ENSSSCG00000024330 PSENEN presenilin enhancer gamma secretase subunit 174.84
541 ELF3 ELF3 E74-like factor 3 (ets domain transcription factor, epithelial-specific ) 174.40
542 CD55 CD55 CD55 molecule, decay accelerating factor for complement (Cromer blood

group)
174.00

543 ERBB2 ERBB2 erb-b2 receptor tyrosine kinase 2 172.80
544 ENSSSCG00000012961 (BANF1) barrier to autointegration factor 1 172.41
545 SERINC2 SERINC2 serine incorporator 2 171.76
546 ENSSSCG00000008057 AMDHD2 amidohydrolase domain containing 2 171.19
547 RPL36A RPL36A ribosomal protein L36a 169.77
548 ENSSSCG00000016386 169.60
549 CKB CKB creatine kinase, brain 169.34
550 ENSSSCG00000012901 (GSTP1) glutathione S-transferase pi 1 168.40
551 WBP2 WBP2 WW domain binding protein 2 168.24
552 ENSSSCG00000029276 168.23
553 ENSSSCG00000009024 (ATP5I) ATP synthase, H+ transporting, mitochondrial Fo complex subunit E 167.84
554 SLC26A2 SLC26A2 solute carrier family 26 (anion exchanger), member 2 167.71
555 ENSSSCG00000003261 (NDUFA3) NADH:ubiquinone oxidoreductase subunit A3 167.59
556 PSMA7 PSMA7 proteasome subunit alpha 7 167.29
557 ENSSSCG00000015142 (HSPA8) heat shock protein family A (Hsp70) member 8 166.62
558 SCAND1 SCAND1 SCAN domain containing 1 166.60
559 SURF4 SURF4 surfeit 4 163.76
560 DSTN DSTN destrin (actin depolymerizing factor) 163.68
561 RPS23 RPS23 ribosomal protein S23 163.32
562 CYSTM1 CYSTM1 cysteine-rich transmembrane module containing 1 163.14
563 CSNK2B CSNK2B casein kinase 2, beta polypeptide 163.09
564 BOLA3 BOLA3 bolA family member 3 162.38
565 LREAP1 LRPAP1 LDL receptor related protein associated protein 1 162.25
566 MAX MAX MYC associated factor X 161.33
567 SOD1 SOD1 superoxide dismutase 1, soluble 160.80
568 TRIM29 TRIM29 tripartite motif containing 29 160.80
569 LRP10 LRP10 LDL receptor related protein 10 160.56
570 COX5A COX5A cytochrome c oxidase subunit Va 160.29
571 ENSSSCG00000023044 (FASN) fatty acid synthase 160.16
572 FAM122B FAM122B family with sequence similarity 122B 159.90
573 FURIN FURIN furin (paired basic amino acid cleaving enzyme) 159.47
574 ENSSSCG00000025868 (PPIB) peptidylprolyl isomerase B (cyclophilin B) 159.41
575 ENSSSCG00000029003 (RPL14) ribosomal protein L14 159.37
576 ESYT2 ESYT2 extended synaptotagmin-like protein 2 158.89
577 CALM1 (CALM1) calmodulin 1 (phosphorylase kinase, delta) 158.83
578 ENSSSCG00000026610 158.22
579 STUB1 STUB1 STIP1 homology and U-box containing protein 1, E3 ubiquitin protein ligase 157.98
580 ENSSSCG00000026763 (FAM127A) family with sequence similarity 127 member A 157.88
581 TACSTD1 EPCAM epithelial cell adhesion molecule 156.97
582 MAPK3 MAPK3 mitogen-activated protein kinase 3 156.25
583 NDUFA4 NDUFA4 NDUFA4, mitochondrial complex associated 155.97
584 ENSSSCG00000024877 155.69
585 ENSSSCG00000018061 155.56
586 MUC20 MUC20 mucin 20, cell surface associated 155.15
587 PDI-P5 PDIA6 protein disulfide isomerase family A member 6 154.58
588 C9orf89 C9orf89 153.78
589 ENSSSCG00000003691 MYL12B myosin light chain 12B 152.98
590 DRAP1 DRAP1 DR1-associated protein 1 (negative cofactor 2 alpha) 152.96
591 ENSSSCG00000009118 152.92
592 ENSSSCG00000022700 (SUPT6H) SPT6 homolog, histone chaperone 152.51
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Table S14: Sus scrofa Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

593 CTSA CTSA cathepsin A 152.34
594 ENSSSCG00000029735 151.49
595 ENSSSCG00000029245 (ATP1A1) ATPase, Na+/K+ transporting, alpha 1 polypeptide 151.44
596 OGDH OGDH oxoglutarate (alpha-ketoglutarate) dehydrogenase (lipoamide) 150.91
597 LSM2 LSM2 LSM2 homolog, U6 small nuclear RNA and mRNA degradation associated 150.72
598 EIF3L EIF3L eukaryotic translation initiation factor 3 subunit L 150.48
599 MAFF MAFF v-maf avian musculoaponeurotic fibrosarcoma oncogene homolog F 150.44
600 NDUFA1 NDUFA1 NADH:ubiquinone oxidoreductase subunit A1 149.23
601 ENSSSCG00000004261 (RPLP1) ribosomal protein, large, P1 148.89
602 CH242-228L8.1 FAM127A family with sequence similarity 127 member A 148.53
603 ENSSSCG00000018096 148.39
604 BCL-XL BCL2L1 BCL2-like 1 148.09
605 USMG5 USMG5 up-regulated during skeletal muscle growth 5 homolog (mouse) 148.01
606 ENSSSCG00000000034 TTLL12 tubulin tyrosine ligase like 12 147.90
607 ENSSSCG00000021240 (DCN) decorin 147.88
608 MST1R MST1R macrophage stimulating 1 receptor 147.86
609 ABHD17A ABHD17A abhydrolase domain containing 17A 147.70
610 ENSSSCG00000018093 147.37
611 DF CFD complement factor D (adipsin) 147.25
612 SCEL SCEL sciellin 147.00
613 PPP1R14B PPP1R14B protein phosphatase 1 regulatory inhibitor subunit 14B 146.52
614 CTNNA1 CTNNA1 catenin alpha 1 146.34
615 A2M A2M alpha-2-macroglobulin 145.75
616 HDLBP HDLBP high density lipoprotein binding protein 145.15
617 FCRN FCGRT Fc fragment of IgG, receptor, transporter, alpha 145.03
618 MTCH1 MTCH1 mitochondrial carrier 1 144.74
619 ENSSSCG00000001783 (CEMIP) cell migration inducing protein, hyaluronan binding 144.61
620 ENSSSCG00000017579 (COL5A2) collagen, type V, alpha 2 144.10
621 ssc-mir-429 MIR429 microRNA 429 143.69
622 BCAR1 BCAR1 breast cancer anti-estrogen resistance 1 143.08
623 ENSSSCG00000007150 (SLC24A1) solute carrier family 24 (sodium/potassium/calcium exchanger), member 1 143.06
624 ID1 ID1 inhibitor of DNA binding 1, dominant negative helix-loop-helix protein 143.03
625 NAGK NAGK N-acetylglucosamine kinase 142.90
626 DSP DSP desmoplakin 142.33
627 RPL28 RPL28 ribosomal protein L28 142.30
628 SERBP1 SERBP1 SERPINE1 mRNA binding protein 1 142.11
629 TRIM8 TRIM8 tripartite motif containing 8 141.07
630 FBXO2 FBXO2 F-box protein 2 140.41
631 ERGIC1 ERGIC1 endoplasmic reticulum-golgi intermediate compartment 1 140.24
632 SLC10A3 SLC10A3 solute carrier family 10 member 3 140.08
633 ENSSSCG00000021626 TMBIM1 transmembrane BAX inhibitor motif containing 1 140.03
634 TMEM120A TMEM120A transmembrane protein 120A 139.99
635 COX7B (COX7B) cytochrome c oxidase subunit VIIb 139.85
636 ENSSSCG00000028107 (GSTP1) glutathione S-transferase pi 1 139.41
637 RHOA RHOA ras homolog family member A 138.74
638 ENSSSCG00000025646 (EIF4A3) eukaryotic translation initiation factor 4A3 138.66
639 RHOD RHOD ras homolog family member D 137.84
640 UQCR10 UQCR10 ubiquinol-cytochrome c reductase, complex III subunit X 137.36
641 RPL14 RPL14 ribosomal protein L14 137.14
642 CH242-31B7.1 RPS15A ribosomal protein S15a 136.44
643 TRAPPC2L TRAPPC2L trafficking protein particle complex 2-like 136.11
644 INF2 INF2 inverted formin, FH2 and WH2 domain containing 136.03
645 LSR LSR lipolysis stimulated lipoprotein receptor 135.98
646 MVP MVP major vault protein 135.64
647 CPSF1 CPSF1 cleavage and polyadenylation specific factor 1 135.32
648 ENSSSCG00000029144 SRXN1 sulfiredoxin 1 135.05
649 SREBF2 SREBF2 sterol regulatory element binding transcription factor 2 134.95
650 TOLLIP TOLLIP toll interacting protein 134.18
651 ENSSSCG00000009761 NCOR2 nuclear receptor corepressor 2 133.94
652 GAS6 GAS6 growth arrest specific 6 133.75
653 BCAM BCAM basal cell adhesion molecule (Lutheran blood group) 133.20
654 CDC42 CDC42 cell division cycle 42 133.14
655 FKBP8 FKBP8 FK506 binding protein 8 132.42
656 CHTOP CHTOP chromatin target of PRMT1 132.17
657 KCNK1 KCNK1 potassium channel, two pore domain subfamily K, member 1 131.96
658 ENSSSCG00000021883 (ZDHHC4) zinc finger, DHHC-type containing 4 131.57
659 DUSP6 DUSP6 dual specificity phosphatase 6 131.57
660 BAG2 BAG2 BCL2 associated athanogene 2 131.43
661 PGD PGD phosphogluconate dehydrogenase 131.34
662 ENSSSCG00000021215 ZFAND3 zinc finger, AN1-type domain 3 131.31
663 SRSF9 SRSF9 serine/arginine-rich splicing factor 9 130.91
664 LAMTOR4 LAMTOR4 late endosomal/lysosomal adaptor, MAPK and MTOR activator 4 130.87
665 ENSSSCG00000009838 130.76
666 MAFK MAFK v-maf avian musculoaponeurotic fibrosarcoma oncogene homolog K 130.28
667 SDC1 SDC1 syndecan 1 129.79
668 YWHAH YWHAH tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein,

eta
129.78

669 ATP5A1 ATP5A1 ATP synthase, H+ transporting, mitochondrial F1 complex, alpha subunit 1,
cardiac muscle

129.32

670 LMO1 LMO1 LIM domain only 1 129.13
671 snosnR61 SNORD38B 129.01
672 ZDHHC18 ZDHHC18 zinc finger, DHHC-type containing 18 128.87
673 SPSB3 SPSB3 splA/ryanodine receptor domain and SOCS box containing 3 128.72
674 PDLIM2 PDLIM2 PDZ and LIM domain 2 (mystique) 128.58
675 TMEM125 TMEM125 transmembrane protein 125 128.42
676 CAPN1 CAPN1 calpain 1, (mu/I) large subunit 128.35
677 ZFP36L1 ZFP36L1 ZFP36 ring finger protein-like 1 128.05
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3.10 Sus scrofa Placental Gene Expression 3 SPECIES EXPRESSION

Table S14: Sus scrofa Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

678 SPNS2 SPNS2 spinster homolog 2 (Drosophila) 127.99
679 BAT1 DDX39B DEAD (Asp-Glu-Ala-Asp) box polypeptide 39B 127.14
680 GRP-58 PDIA3 protein disulfide isomerase family A member 3 127.08
681 FLOT1 FLOT1 flotillin 1 126.90
682 DYNLRB1 DYNLRB1 dynein, light chain, roadblock-type 1 126.45
683 ENSSSCG00000027840 COPE coatomer protein complex subunit epsilon 126.41
684 SYT8 SYT8 synaptotagmin 8 126.25
685 HNRNPF HNRNPF heterogeneous nuclear ribonucleoprotein F 125.92
686 JUNB JUNB jun B proto-oncogene 125.86
687 PLEKHG6 PLEKHG6 pleckstrin homology and RhoGEF domain containing G6 124.95
688 ACKR3 ACKR3 atypical chemokine receptor 3 124.89
689 TNFRSF1B TNFRSF1B tumor necrosis factor receptor superfamily member 1B 123.57
690 NDUFS5 NDUFS5 NADH:ubiquinone oxidoreductase subunit S5 123.33
691 TMEM9B TMEM9B TMEM9 domain family member B 123.25
692 MALL MALL mal, T-cell differentiation protein-like 122.90
693 AP2A1 AP2A1 adaptor-related protein complex 2, alpha 1 subunit 122.88
694 GATA2 GATA2 GATA binding protein 2 122.49
695 CU207250.1 (S100A16) S100 calcium binding protein A16 121.84
696 ENSSSCG00000000474 121.67
697 SLA-1 HLA-C major histocompatibility complex, class I, C 121.56
698 WDR83OS WDR83OS WD repeat domain 83 opposite strand 121.20
699 ATP5G3 ATP5G3 ATP synthase, H+ transporting, mitochondrial Fo complex subunit C3 (sub-

unit 9)
121.13

700 ATPIF1 ATPIF1 ATPase inhibitory factor 1 121.00
701 NUCB1 NUCB1 nucleobindin 1 120.97
702 ENSSSCG00000003692 (MYL12B) myosin light chain 12B 120.85
703 COL1A2 COL1A2 collagen, type I, alpha 2 120.79
704 ENSSSCG00000023473 (RPS29) ribosomal protein S29 120.78
705 ENSSSCG00000028819 (RPS29) ribosomal protein S29 120.78
706 PRKCZ PRKCZ protein kinase C, zeta 120.75
707 PPP1CA PPP1CA protein phosphatase 1, catalytic subunit, alpha isozyme 120.68
708 CASQ2 CASQ2 calsequestrin 2 120.64
709 AP2S1 AP2S1 adaptor-related protein complex 2 sigma 1 subunit 120.56
710 ENSSSCG00000029292 120.56
711 FXYD3 FXYD3 FXYD domain containing ion transport regulator 3 120.53
712 ATF3 ATF3 activating transcription factor 3 120.32
713 Metazoa_SRP 120.09
714 FA2H FA2H fatty acid 2-hydroxylase 119.53
715 ENSSSCG00000006954 EEF1D eukaryotic translation elongation factor 1 delta (guanine nucleotide exchange

protein)
119.44

716 SORT1 SORT1 sortilin 1 119.09
717 MRPS34 MRPS34 mitochondrial ribosomal protein S34 118.44
718 ENSSSCG00000007764 RP11-196G11.1 118.22
719 SEPT2 SEPT2 septin 2 118.16
720 SHISA2 SHISA2 shisa family member 2 118.09
721 ENSSSCG00000018083 117.90
722 FLNC FLNC filamin C, gamma 117.84
723 MISP MISP mitotic spindle positioning 117.72
724 PRKAR1A PRKAR1A protein kinase, cAMP-dependent, regulatory subunit type I alpha 117.39
725 SNORD33 116.75
726 ENSSSCG00000000359 BLOC1S1 biogenesis of lysosomal organelles complex-1, subunit 1 116.54
727 ENSSSCG00000004557 (PPIB) peptidylprolyl isomerase B (cyclophilin B) 116.18
728 ENSSSCG00000024398 (RPL13A) ribosomal protein L13a 115.42
729 DVL1 DVL1 dishevelled segment polarity protein 1 115.32
730 ENSSSCG00000026556 (SEMA3C) sema domain, immunoglobulin domain (Ig), short basic domain, secreted,

(semaphorin) 3C
114.90

731 SLC20A2 SLC20A2 solute carrier family 20 (phosphate transporter), member 2 114.86
732 CEP170B CEP170B centrosomal protein 170B 114.79
733 ENSSSCG00000025871 (RPS17) ribosomal protein S17 114.79
734 VGLL1 VGLL1 vestigial like family member 1 114.58
735 PLCD3 PLCD3 phospholipase C delta 3 114.41
736 CH242-266P8.1 114.24
737 BAT3 BAG6 BCL2 associated athanogene 6 114.24
738 ENSSSCG00000026671 (LARGE) like-glycosyltransferase 114.08
739 CAPZB CAPZB capping protein (actin filament) muscle Z-line, beta 114.01
740 LRRC47 LRRC47 leucine rich repeat containing 47 113.99
741 ENSSSCG00000027764 (ITGA6) integrin alpha 6 113.94
742 ENSSSCG00000013768 CTB-55O6.8 113.94
743 YIPF2 YIPF2 Yip1 domain family member 2 113.82
744 KARS KARS lysyl-tRNA synthetase 113.77
745 C6orf132 C6orf132 chromosome 6 open reading frame 132 113.70
746 VAT1 VAT1 vesicle amine transport 1 113.36
747 ECHS1 ECHS1 enoyl-CoA hydratase, short chain, 1, mitochondrial 113.33
748 GRTP1 GRTP1 growth hormone regulated TBC protein 1 113.01
749 POLR2A POLR2A polymerase (RNA) II (DNA directed) polypeptide A, 220kDa 112.97
750 ENSSSCG00000027301 112.79
751 ENSSSCG00000025437 HERPUD1 homocysteine-inducible, endoplasmic reticulum stress-inducible, ubiquitin-

like domain member 1
112.70

752 ENSSSCG00000023298 (SRXN1) sulfiredoxin 1 112.65
753 SLC30A3 SLC30A3 solute carrier family 30 (zinc transporter), member 3 112.26
754 CYR61 CYR61 cysteine-rich, angiogenic inducer, 61 112.13
755 TAGLN TAGLN transgelin 112.07
756 ssc-mir-425 MIR425 microRNA 425 112.02
757 KRT15 KRT15 keratin 15, type I 111.88
758 RAB11B RAB11B RAB11B, member RAS oncogene family 111.80
759 ENSSSCG00000014569 (RPL27A) ribosomal protein L27a 111.67
760 SAP30L SAP30L SAP30-like 111.66
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Table S14: Sus scrofa Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

761 RNASEK RNASEK ribonuclease, RNase K 111.65
762 TEAD3 TEAD3 TEA domain family member 3 111.62
763 ENSSSCG00000003709 (LAMA3) laminin subunit alpha 3 111.42
764 OGFOD3 OGFOD3 2-oxoglutarate and iron-dependent oxygenase domain containing 3 111.35
765 VDAC2 VDAC2 voltage-dependent anion channel 2 111.09
766 YIPF3 YIPF3 Yip1 domain family member 3 111.03
767 CSRP1 CSRP1 cysteine and glycine rich protein 1 110.66
768 TECR TECR trans-2,3-enoyl-CoA reductase 110.28
769 ENSSSCG00000013596 NDUFA7 NADH:ubiquinone oxidoreductase subunit A7 110.22
770 COX17 COX17 COX17, cytochrome c oxidase copper chaperone 109.83
771 HMOX2 HMOX2 heme oxygenase 2 109.56
772 PSMB4 PSMB4 proteasome subunit beta 4 109.30
773 MYO1C MYO1C myosin IC 109.27
774 RAB7A RAB7A RAB7A, member RAS oncogene family 109.27
775 SLC2A5 SLC2A5 solute carrier family 2 (facilitated glucose/fructose transporter), member 5 109.24
776 NDUFS7 NDUFS7 NADH:ubiquinone oxidoreductase core subunit S7 109.08
777 ENSSSCG00000000744 108.91
778 MAP1LC3A MAP1LC3A microtubule associated protein 1 light chain 3 alpha 108.69
779 TXNIP TXNIP thioredoxin interacting protein 108.66
780 GRB7 GRB7 growth factor receptor bound protein 7 108.31
781 ENSSSCG00000003514 (HSPG2) heparan sulfate proteoglycan 2 108.05
782 FKBP2 FKBP2 FK506 binding protein 2 108.01
783 CHID1 CHID1 chitinase domain containing 1 107.69
784 EIF4A1 EIF4A1 eukaryotic translation initiation factor 4A1 107.32
785 TGFB1 TGFB1 transforming growth factor beta 1 107.26
786 YBX3 YBX3 Y-box binding protein 3 107.03
787 CD90 THY1 Thy-1 cell surface antigen 106.98
788 YWHAZ YWHAZ tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein,

zeta
106.30

789 ENSSSCG00000008222 CHMP3 charged multivesicular body protein 3 106.01
790 PPP2CB PPP2CA protein phosphatase 2, catalytic subunit, alpha isozyme 105.88
791 SPTAN1 SPTAN1 spectrin, alpha, non-erythrocytic 1 105.61
792 CHCHD2 CHCHD2 coiled-coil-helix-coiled-coil-helix domain containing 2 105.31
793 DKK3 DKK3 dickkopf WNT signaling pathway inhibitor 3 105.28
794 POLR1D POLR1D polymerase (RNA) I polypeptide D 105.22
795 HTRA1 HTRA1 HtrA serine peptidase 1 105.18
796 SLC44A2 SLC44A2 solute carrier family 44 (choline transporter), member 2 105.16
797 HUWE1 HUWE1 HECT, UBA and WWE domain containing 1, E3 ubiquitin protein ligase 105.01
798 SSU72 SSU72 SSU72 homolog, RNA polymerase II CTD phosphatase 104.87
799 SYTL1 SYTL1 synaptotagmin like 1 104.81
800 IRF6 IRF6 interferon regulatory factor 6 104.64
801 PHLDA1 PHLDA1 pleckstrin homology-like domain, family A, member 1 104.52
802 ENSSSCG00000012578 (COPE) coatomer protein complex subunit epsilon 104.33
803 ENSSSCG00000009133 104.24
804 VWA1 VWA1 von Willebrand factor A domain containing 1 104.12
805 ssc-mir-27a MIR27A microRNA 27a 103.72
806 EIF3D EIF3D eukaryotic translation initiation factor 3 subunit D 103.49
807 UBALD1 UBALD1 UBA-like domain containing 1 103.08
808 HCFC1R1 HCFC1R1 host cell factor C1 regulator 1 (XPO1 dependent) 103.07
809 TIAF1 (TIAF1) TGFB1-induced anti-apoptotic factor 1 103.02
810 F11R F11R F11 receptor 102.99
811 BHLHE40 BHLHE40 basic helix-loop-helix family member e40 102.98
812 CNNM4 CNNM4 cyclin and CBS domain divalent metal cation transport mediator 4 102.98
813 ENSSSCG00000013436 UQCR11 ubiquinol-cytochrome c reductase, complex III subunit XI 102.96
814 ACAT2 ACAT2 acetyl-CoA acetyltransferase 2 102.88
815 LOXL2 LOXL2 lysyl oxidase like 2 102.86
816 PRMT1 PRMT1 protein arginine methyltransferase 1 102.30
817 TOMM6 TOMM6 translocase of outer mitochondrial membrane 6 homolog (yeast) 102.26
818 TMEM52 TMEM52 transmembrane protein 52 102.11
819 ENSSSCG00000008409 (RTN4) reticulon 4 102.08
820 EIF3H EIF3H eukaryotic translation initiation factor 3 subunit H 102.03
821 IGBP1 IGBP1 immunoglobulin (CD79A) binding protein 1 101.94
822 RTN4 (RTN4) reticulon 4 101.92
823 EIF1AX EIF1AY eukaryotic translation initiation factor 1A, Y-linked 101.71
824 RAB5C RAB5C RAB5C, member RAS oncogene family 101.70
825 PRKCSH PRKCSH protein kinase C substrate 80K-H 101.64
826 ENSSSCG00000017125 FOXK2 forkhead box K2 101.48
827 EIF4H EIF4H eukaryotic translation initiation factor 4H 101.34
828 GULDH CRYL1 crystallin lambda 1 101.16
829 TSPAN3 TSPAN3 tetraspanin 3 100.92
830 PEA15 PEA15 phosphoprotein enriched in astrocytes 15 100.70
831 MFSD10 MFSD10 major facilitator superfamily domain containing 10 100.64
832 BLCAP BLCAP bladder cancer associated protein 100.59
833 RENBP RENBP renin binding protein 100.28
834 CLAUDIN1 CLDN1 claudin 1 100.13
835 TMBIM6 TMBIM6 transmembrane BAX inhibitor motif containing 6 100.05
836 ENSSSCG00000009677 (RPLP1) ribosomal protein, large, P1 99.84
837 SERTAD1 SERTAD1 SERTA domain containing 1 99.79
838 NCK2 NCK2 NCK adaptor protein 2 99.76
839 PPP1R13L PPP1R13L protein phosphatase 1 regulatory subunit 13 like 99.63
840 MRPL28 MRPL28 mitochondrial ribosomal protein L28 99.56
841 PRR5 PRR5 proline rich 5 99.52
842 ENSSSCG00000024586 (ARHGEF28) Rho guanine nucleotide exchange factor 28 99.52
843 ENSSSCG00000027593 (COL1A1) collagen, type I, alpha 1 99.50
844 DDB1 DDB1 damage-specific DNA binding protein 1 99.36
845 STXBP2 STXBP2 syntaxin binding protein 2 99.09
846 PDXK PDXK pyridoxal (pyridoxine, vitamin B6) kinase 99.03
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Table S14: Sus scrofa Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

847 SPRP SPRR1A small proline-rich protein 1A 98.98
848 NQO1 NQO1 NAD(P)H dehydrogenase, quinone 1 98.79
849 CD276 CD276 CD276 molecule 98.70
850 MYH9 MYH9 myosin, heavy chain 9, non-muscle 98.69
851 ENSSSCG00000014036 (TMED9) transmembrane p24 trafficking protein 9 98.63
852 ENSSSCG00000024660 (RPS23) ribosomal protein S23 98.47
853 ssc-mir-210 MIR210 microRNA 210 98.47
854 ROMO1 ROMO1 reactive oxygen species modulator 1 98.46
855 TKT (TKT) transketolase 97.74
856 ATP6V0E1 ATP6V0E1 ATPase, H+ transporting, lysosomal 9kDa, V0 subunit e1 97.38
857 ENSSSCG00000026968 (SLC20A1) solute carrier family 20 (phosphate transporter), member 1 97.32
858 MATA2 MAT2A methionine adenosyltransferase II, alpha 97.19
859 ENSSSCG00000024901 (RHBDF1) rhomboid 5 homolog 1 (Drosophila) 97.11
860 PRSS22 PRSS22 protease, serine 22 97.06
861 TAX1BP3 (TAX1BP3) Tax1 (human T-cell leukemia virus type I) binding protein 3 96.95
862 PSMB6 PSMB6 proteasome subunit beta 6 96.94
863 ENSSSCG00000002045 (RPS3A) ribosomal protein S3A 96.90
864 CTNNB1 CTNNB1 catenin beta 1 96.83
865 ENSSSCG00000007228 HM13 histocompatibility (minor) 13 96.73
866 ENSSSCG00000016195 (FTL) ferritin, light polypeptide 96.72
867 ENSSSCG00000014178 (RPLP1) ribosomal protein, large, P1 96.68
868 KDELR1 KDELR1 KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein retention receptor

1
96.55

869 CCT5 CCT5 chaperonin containing TCP1, subunit 5 (epsilon) 96.50
870 BAT5 ABHD16A abhydrolase domain containing 16A 96.47
871 TNIP1 TNIP1 TNFAIP3 interacting protein 1 96.36
872 ARPC4 ARPC4 actin related protein 2/3 complex subunit 4 96.08
873 BAIAP2 BAIAP2 BAI1-associated protein 2 96.06
874 C19orf43 C19orf43 chromosome 19 open reading frame 43 96.01
875 RNASE4 RNASE4 ribonuclease, RNase A family, 4 95.98
876 RALY RALY RALY heterogeneous nuclear ribonucleoprotein 95.77
877 ENSSSCG00000015006 95.61
878 BTF3L4 BTF3L4 basic transcription factor 3-like 4 95.48
879 PAPSS2 PAPSS2 3’-phosphoadenosine 5’-phosphosulfate synthase 2 95.26
880 ENSSSCG00000025706 95.08
881 CDK16 CDK16 cyclin-dependent kinase 16 94.86
882 MYO1D MYO1D myosin ID 94.75
883 SNORA3 94.51
884 POLR2E POLR2E polymerase (RNA) II (DNA directed) polypeptide E, 25kDa 94.33
885 CORO1B CORO1B coronin, actin binding protein, 1B 94.33
886 TFCP2L1 TFCP2L1 transcription factor CP2-like 1 94.33
887 ENSSSCG00000012078 (TMPRSS2) transmembrane protease, serine 2 94.08
888 ENSSSCG00000008012 (HAGH) hydroxyacylglutathione hydrolase 94.02
889 TOB1 TOB1 transducer of ERBB2, 1 93.94
890 CLPTM1 CLPTM1 cleft lip and palate associated transmembrane protein 1 93.71
891 KIAA1522 KIAA1522 KIAA1522 93.41
892 ZFP36L2 ZFP36L2 ZFP36 ring finger protein-like 2 93.16
893 SYAP1 SYAP1 synapse associated protein 1 93.13
894 SEPP1 SEPP1 selenoprotein P, plasma, 1 92.88
895 AP1M2 AP1M2 adaptor-related protein complex 1 mu 2 subunit 92.80
896 VDAC1 VDAC1 voltage-dependent anion channel 1 92.79
897 ssc-mir-196b-1 92.70
898 DCN DCN decorin 92.69
899 HSPA2 HSPA2 heat shock protein family A (Hsp70) member 2 92.54
900 ENSSSCG00000027474 (NRTN) neurturin 92.24
901 ACP5 ACP5 acid phosphatase 5, tartrate resistant 92.19
902 RHOC RHOC ras homolog family member C 92.09
903 HEBP2 HEBP2 heme binding protein 2 91.80
904 PABPC4 PABPC4 poly(A) binding protein, cytoplasmic 4 (inducible form) 91.74
905 ENSSSCG00000025403 (RPS19) ribosomal protein S19 91.70
906 FOLR1 FOLR1 folate receptor 1 (adult) 91.50
907 PARK7 PARK7 parkinson protein 7 91.39
908 ENSSSCG00000007968 RHBDF1 rhomboid 5 homolog 1 (Drosophila) 91.23
909 CH242-51E15.1 91.15
910 ENSSSCG00000030436 91.14
911 ENSSSCG00000002261 90.98
912 ITGB6 ITGB6 integrin beta 6 90.91
913 BSCL2 BSCL2 Berardinelli-Seip congenital lipodystrophy 2 (seipin) 90.79
914 CUTA CUTA cutA divalent cation tolerance homolog (E. coli) 90.66
915 PSMD4 PSMD4 proteasome 26S subunit, non-ATPase 4 90.59
916 ENSSSCG00000013783 (PKN1) protein kinase N1 89.71
917 ENSSSCG00000023160 (C3orf18) chromosome 3 open reading frame 18 89.71
918 SNRNP70 SNRNP70 small nuclear ribonucleoprotein, U1 70kDa subunit 89.68
919 ENSSSCG00000025887 (EML2) echinoderm microtubule associated protein like 2 89.44
920 ENSSSCG00000021890 GNB2 guanine nucleotide binding protein (G protein), beta polypeptide 2 89.07
921 RHBDD2 (RHBDD2) rhomboid domain containing 2 88.61
922 TRMT112 TRMT112 tRNA methyltransferase 11-2 homolog (S. cerevisiae) 88.48
923 HSPCB HSP90AB1 heat shock protein 90kDa alpha family class B member 1 88.40
924 RPL32 RPL32 ribosomal protein L32 88.23
925 PSMB1 PSMB1 proteasome subunit beta 1 88.09
926 TNKS1BP1 TNKS1BP1 tankyrase 1 binding protein 1 87.98
927 AJUBA AJUBA ajuba LIM protein 87.98
928 SUCLG1 SUCLG1 succinate-CoA ligase, alpha subunit 87.95
929 CIB1 CIB1 calcium and integrin binding 1 87.79
930 PPARD PPARD peroxisome proliferator-activated receptor delta 87.79
931 SLIRP SLIRP SRA stem-loop interacting RNA binding protein 87.74
932 RPN2 (RPN2) ribophorin II 87.67
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Table S14: Sus scrofa Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

933 CRAT CRAT carnitine O-acetyltransferase 87.51
934 LZTS2 LZTS2 leucine zipper, putative tumor suppressor 2 87.36
935 KRTDAP KRTDAP keratinocyte differentiation-associated protein 87.10
936 TMPRSS2 TMPRSS2 transmembrane protease, serine 2 87.02
937 COMT COMT catechol-O-methyltransferase 86.99
938 ENSSSCG00000030235 86.92
939 ENSSSCG00000017525 (NFE2L1) nuclear factor, erythroid 2 like 1 86.71
940 ENSSSCG00000005300 VCP valosin containing protein 86.65
941 ENSSSCG00000016461 ZYX zyxin 86.39
942 COL6A2 COL6A2 collagen, type VI, alpha 2 86.27
943 PFKP PFKP phosphofructokinase, platelet 86.20
944 ENSSSCG00000026548 (ATP5G2) ATP synthase, H+ transporting, mitochondrial Fo complex subunit C2 (sub-

unit 9)
85.97

945 ENSSSCG00000029673 ATP5G2 ATP synthase, H+ transporting, mitochondrial Fo complex subunit C2 (sub-
unit 9)

85.97

946 ENSSSCG00000027404 UNC93A unc-93 homolog A (C. elegans) 85.91
947 RBBP7 RBBP7 retinoblastoma binding protein 7 85.86
948 AHNAK AHNAK AHNAK nucleoprotein 85.82
949 PLEKHG3 PLEKHG3 pleckstrin homology and RhoGEF domain containing G3 85.82
950 ENSSSCG00000027168 (MRPS21) mitochondrial ribosomal protein S21 85.75
951 POMP POMP proteasome maturation protein 85.69
952 PEBP1 PEBP1 phosphatidylethanolamine binding protein 1 85.55
953 EMC6 EMC6 ER membrane protein complex subunit 6 85.50
954 SH3GLB1 SH3GLB1 SH3-domain GRB2-like endophilin B1 85.34
955 PSMD2 PSMD2 proteasome 26S subunit, non-ATPase 2 85.18
956 7SK RN7SK RNA, 7SK small nuclear 85.11
957 DHCR24 DHCR24 24-dehydrocholesterol reductase 84.97
958 TSPAN14 TSPAN14 tetraspanin 14 84.91
959 SEPX1 MSRB1 methionine sulfoxide reductase B1 84.89
960 ENSSSCG00000022404 SLC3A2 solute carrier family 3 (amino acid transporter heavy chain), member 2 84.81
961 ENSSSCG00000024997 84.80
962 ENSSSCG00000012731 IDS iduronate 2-sulfatase 84.78
963 ENSSSCG00000028971 (SND1) staphylococcal nuclease and tudor domain containing 1 84.70
964 EIF4G2 EIF4G2 eukaryotic translation initiation factor 4 gamma, 2 84.67
965 SLC50A1 SLC50A1 solute carrier family 50 (sugar efflux transporter), member 1 84.54
966 NDUFB10 NDUFB10 NADH:ubiquinone oxidoreductase subunit B10 84.51
967 GLUL GLUL glutamate-ammonia ligase 84.51
968 WDR13 WDR13 WD repeat domain 13 84.41
969 KIAA2013 KIAA2013 KIAA2013 84.21
970 NME3 NME3 NME/NM23 nucleoside diphosphate kinase 3 84.17
971 GARS GARS glycyl-tRNA synthetase 84.10
972 SF3B4 (SF3B4) splicing factor 3b subunit 4 83.87
973 CCT7 CCT7 chaperonin containing TCP1, subunit 7 (eta) 83.69
974 CHCHD10 CHCHD10 coiled-coil-helix-coiled-coil-helix domain containing 10 83.47
975 ENSSSCG00000003042 (RPS19) ribosomal protein S19 83.34
976 TMEM167B TMEM167B transmembrane protein 167B 83.30
977 ENSSSCG00000016791 83.29
978 ATP5G1 ATP5G1 ATP synthase, H+ transporting, mitochondrial Fo complex subunit C1 (sub-

unit 9)
83.23

979 HPCA HPCA hippocalcin 83.05
980 WDR45 WDR45 WD repeat domain 45 83.01
981 PIM3 PIM3 Pim-3 proto-oncogene, serine/threonine kinase 82.98
982 HSP90B1 HSP90B1 heat shock protein 90kDa beta family member 1 82.92
983 BTG1 BTG1 B-cell translocation gene 1, anti-proliferative 82.88
984 CYSRT1 CYSRT1 cysteine-rich tail protein 1 82.78
985 TMED10 TMED10 transmembrane p24 trafficking protein 10 82.74
986 PQLC3 PQLC3 PQ loop repeat containing 3 82.73
987 SNORA31 82.54
988 NID2 NID2 nidogen 2 82.27
989 ENSSSCG00000003064 (ETHE1) ethylmalonic encephalopathy 1 82.25
990 ENSSSCG00000017119 (CLPTM1L) CLPTM1-like 82.22
991 ENSSSCG00000026270 (MRPL53) mitochondrial ribosomal protein L53 82.21
992 CTSH CTSH cathepsin H 82.16
993 ENSSSCG00000022277 (COQ4) coenzyme Q4 82.11
994 ACO2 ACO2 aconitase 2 82.06
995 ENSSSCG00000023219 82.03
996 FADS6 FADS6 fatty acid desaturase 6 82.03
997 STARD10 STARD10 StAR related lipid transfer domain containing 10 82.03
998 ENSSSCG00000026545 81.85
999 CPI17 PPP1R14A protein phosphatase 1 regulatory inhibitor subunit 14A 81.52
1000 CCNI CCNI cyclin I 81.35
1001 MIEN1 MIEN1 migration and invasion enhancer 1 81.35
1002 CKAP1 TBCB tubulin folding cofactor B 81.33
1003 ENSSSCG00000008602 LAPTM4A lysosomal protein transmembrane 4 alpha 81.24
1004 COPZ2 COPZ2 coatomer protein complex subunit zeta 2 81.22
1005 PDCD6IP PDCD6IP programmed cell death 6 interacting protein 81.07
1006 ENSSSCG00000025502 80.91
1007 POLR2L (POLR2L) polymerase (RNA) II (DNA directed) polypeptide L, 7.6kDa 80.90
1008 IL17RA (IL17RA) interleukin 17 receptor A 80.72
1009 ENSSSCG00000000073 (RPL31) ribosomal protein L31 80.65
1010 CHPF CHPF chondroitin polymerizing factor 80.60
1011 SH3GL1 SH3GL1 SH3-domain GRB2-like 1 80.49
1012 ENSSSCG00000024352 (EIF4A1) eukaryotic translation initiation factor 4A1 80.48
1013 ENSSSCG00000028897 (CSNK1D) casein kinase 1, delta 80.40
1014 ATP6V1E1 ATP6V1E1 ATPase, H+ transporting, lysosomal 31kDa, V1 subunit E1 80.35
1015 SARS SARS seryl-tRNA synthetase 80.16
1016 SLC45A4 SLC45A4 solute carrier family 45 member 4 80.11
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Table S14: Sus scrofa Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

1017 CD164 CD164 CD164 molecule, sialomucin 80.00
1018 GPR153 GPR153 G protein-coupled receptor 153 79.87
1019 TNS4 TNS4 tensin 4 79.77
1020 RPL31 (RPL31) ribosomal protein L31 79.67
1021 MBNL3 MBNL3 muscleblind-like splicing regulator 3 79.58
1022 ENSSSCG00000026332 FBLN7 fibulin 7 79.53
1023 ATP6AP2 ATP6AP2 ATPase, H+ transporting, lysosomal accessory protein 2 79.48
1024 ENSSSCG00000028907 (GIT1) G protein-coupled receptor kinase interacting ArfGAP 1 79.23
1025 RNF149 RNF149 ring finger protein 149 79.23
1026 DPM2 DPM2 dolichyl-phosphate mannosyltransferase polypeptide 2, regulatory subunit 79.21
1027 ENSSSCG00000027692 (SPINT1) serine peptidase inhibitor, Kunitz type 1 79.21
1028 GNS GNS glucosamine (N-acetyl)-6-sulfatase 79.17
1029 FOSL2 FOSL2 FOS-like antigen 2 78.95
1030 GIPC1 GIPC1 GIPC PDZ domain containing family member 1 78.92
1031 MORF4L2 MORF4L2 mortality factor 4 like 2 78.90
1032 ANG1 ANG angiogenin, ribonuclease, RNase A family, 5 78.90
1033 DPM3 DPM3 dolichyl-phosphate mannosyltransferase polypeptide 3 78.82
1034 U6 78.77
1035 CAV1 CAV1 caveolin 1 78.77
1036 PBX2 PBX2 pre-B-cell leukemia homeobox 2 78.59
1037 H2AFY H2AFY H2A histone family member Y 78.57
1038 GLMP GLMP glycosylated lysosomal membrane protein 78.55
1039 AKR1A1 AKR1A1 aldo-keto reductase family 1, member A1 (aldehyde reductase) 78.42
1040 ST13 ST13 suppression of tumorigenicity 13 (colon carcinoma) (Hsp70 interacting pro-

tein)
78.30

1041 UNC5B UNC5B unc-5 netrin receptor B 78.21
1042 ENSSSCG00000015633 (COBL) cordon-bleu WH2 repeat protein 78.19
1043 SUMO3 RP1-241P17.4 78.18
1044 PKP3 PKP3 plakophilin 3 78.11
1045 NPM1 NPM1 nucleophosmin (nucleolar phosphoprotein B23, numatrin) 78.07
1046 SF1 SF1 splicing factor 1 77.83
1047 RNASEH2C RNASEH2C ribonuclease H2 subunit C 77.82
1048 MTSS1 MTSS1 metastasis suppressor 1 77.79
1049 SNORD96 77.66
1050 UQCRQ UQCRQ ubiquinol-cytochrome c reductase complex III subunit VII 77.48
1051 WASF2 WASF2 WAS protein family member 2 77.23
1052 XBP1 XBP1 X-box binding protein 1 77.13
1053 OVOL1 OVOL1 ovo-like zinc finger 1 76.95
1054 MAF1 MAF1 MAF1 homolog, negative regulator of RNA polymerase III 76.91
1055 UQCRC1 UQCRC1 ubiquinol-cytochrome c reductase core protein I 76.85
1056 ALDH2 (ALDH2) aldehyde dehydrogenase 2 family (mitochondrial) 76.81
1057 AP2A2 AP2A2 adaptor-related protein complex 2, alpha 2 subunit 76.77
1058 ENSSSCG00000002036 PSMB5 proteasome subunit beta 5 76.75
1059 MINK MINK1 misshapen-like kinase 1 76.48
1060 KREMEN1 KREMEN1 kringle containing transmembrane protein 1 76.44
1061 ENSSSCG00000028532 76.43
1062 HSD17B10 HSD17B10 hydroxysteroid (17-beta) dehydrogenase 10 76.35
1063 MIF4GD MIF4GD MIF4G domain containing 76.24
1064 OTUB1 OTUB1 OTU deubiquitinase, ubiquitin aldehyde binding 1 76.13
1065 RPN1 RPN1 ribophorin I 76.09
1066 TPM4 TPM4 tropomyosin 4 76.00
1067 ARG2 ARG2 arginase 2 75.95
1068 SNRPD3 SNRPD3 small nuclear ribonucleoprotein D3 polypeptide 75.92
1069 TLN1 TLN1 talin 1 75.92
1070 ACOT7 ACOT7 acyl-CoA thioesterase 7 75.87
1071 ABHD14B ABHD14B abhydrolase domain containing 14B 75.84
1072 WDTC1 WDTC1 WD and tetratricopeptide repeats 1 75.79
1073 PALLD PALLD palladin, cytoskeletal associated protein 75.75
1074 COTL1 COTL1 coactosin-like F-actin binding protein 1 75.66
1075 DYNLL2 DYNLL2 dynein, light chain, LC8-type 2 75.57
1076 ZBTB7B ZBTB7B zinc finger and BTB domain containing 7B 75.55
1077 ENSSSCG00000012759 ZNF185 zinc finger protein 185 (LIM domain) 75.54
1078 GDI1 GDI1 GDP dissociation inhibitor 1 75.49
1079 PBD-1 75.45
1080 ENSSSCG00000030220 (ADSS) adenylosuccinate synthase 75.45
1081 NDFIP2 NDFIP2 Nedd4 family interacting protein 2 75.30
1082 AUP1 AUP1 ancient ubiquitous protein 1 75.15
1083 ENSSSCG00000030611 (HEBP1) heme binding protein 1 74.95
1084 EFNA1 EFNA1 ephrin-A1 74.93
1085 PSMB7 PSMB7 proteasome subunit beta 7 74.77
1086 DNASE1L1 DNASE1L1 deoxyribonuclease I-like 1 74.76
1087 SNORD39 74.68
1088 ENSSSCG00000022176 (PTMA) prothymosin, alpha 74.66
1089 VGLL4 VGLL4 vestigial like family member 4 74.63
1090 ENSSSCG00000022407 74.60
1091 IKBKG (IKBKG) inhibitor of kappa light polypeptide gene enhancer in B-cells, kinase gamma 74.20
1092 HNRNPA1 HNRNPA1 heterogeneous nuclear ribonucleoprotein A1 74.08
1093 GAS7 GAS7 growth arrest specific 7 73.98
1094 GALNS GALNS galactosamine (N-acetyl)-6-sulfatase 73.92
1095 ENSSSCG00000025525 (C21orf33) chromosome 21 open reading frame 33 73.71
1096 ENSSSCG00000016186 (TMBIM1) transmembrane BAX inhibitor motif containing 1 73.55
1097 CH242-358M12.4 73.39
1098 TFG TFG TRK-fused gene 73.25
1099 ENSSSCG00000026770 (MFSD5) major facilitator superfamily domain containing 5 73.22
1100 ENSSSCG00000008101 (FBLN7) fibulin 7 73.20
1101 TUBB3 TUBB3 73.17
1102 PPAP2C PPAP2C 73.16
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Table S14: Sus scrofa Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

1103 TMEM127 TMEM127 transmembrane protein 127 73.10
1104 COA5 COA5 cytochrome c oxidase assembly factor 5 73.09
1105 EGR1 EGR1 early growth response 1 72.94
1106 TMEM45B TMEM45B transmembrane protein 45B 72.92
1107 HRAS HRAS Harvey rat sarcoma viral oncogene homolog 72.78
1108 PRDX4 PRDX4 peroxiredoxin 4 72.76
1109 FASN (FASN) fatty acid synthase 72.73
1110 ENSSSCG00000021996 (MAZ) MYC-associated zinc finger protein (purine-binding transcription factor) 72.72
1111 SBF1 SBF1 SET binding factor 1 72.68
1112 ENSSSCG00000008355 (MEIS1) Meis homeobox 1 72.68
1113 C-JUN JUN jun proto-oncogene 72.65
1114 ARPC5 ARPC5 actin related protein 2/3 complex subunit 5 72.65
1115 ETS2 ETS2 v-ets avian erythroblastosis virus E26 oncogene homolog 2 72.58
1116 ENSSSCG00000007669 (GNB2) guanine nucleotide binding protein (G protein), beta polypeptide 2 72.47
1117 DNM2 DNM2 dynamin 2 72.31
1118 SUPT4H1 SUPT4H1 SPT4 homolog, DSIF elongation factor subunit 72.29
1119 CDC37 CDC37 cell division cycle 37 72.23
1120 RARA RARA retinoic acid receptor, alpha 72.13
1121 HBM HBM hemoglobin subunit mu 72.09
1122 ENSSSCG00000003396 CLSTN1 calsyntenin 1 72.06
1123 ENSSSCG00000004019 (UNC93A) unc-93 homolog A (C. elegans) 71.96
1124 ENSSSCG00000022191 71.90
1125 MID1IP1 MID1IP1 MID1 interacting protein 1 71.81
1126 PFDN2 PFDN2 prefoldin subunit 2 71.72
1127 SLC35A4 SLC35A4 solute carrier family 35 member A4 71.71
1128 ADI1 ADI1 acireductone dioxygenase 1 71.68
1129 ENSSSCG00000024107 (RPL14) ribosomal protein L14 71.66
1130 BAG3 BAG3 BCL2 associated athanogene 3 71.58
1131 MGAT4B MGAT4B mannosyl (alpha-1,3-)-glycoprotein beta-1,4-N-

acetylglucosaminyltransferase, isozyme B
71.56

1132 BUD31 BUD31 BUD31 homolog 71.51
1133 PBD-2 DEFB1 defensin beta 1 71.50
1134 CARHSP1 CARHSP1 calcium regulated heat stable protein 1 71.44
1135 ITGA5 ITGA5 integrin alpha 5 71.38
1136 C9orf16 C9orf16 chromosome 9 open reading frame 16 71.37
1137 TMEM59 TMEM59 transmembrane protein 59 71.36
1138 COPG1 COPG1 coatomer protein complex subunit gamma 1 71.33
1139 COX7A1 COX7A1 cytochrome c oxidase subunit VIIa polypeptide 1 (muscle) 71.27
1140 NENF NENF neudesin neurotrophic factor 71.22
1141 CHCHD5 CHCHD5 coiled-coil-helix-coiled-coil-helix domain containing 5 71.16
1142 VAPB VAPB VAMP (vesicle-associated membrane protein)-associated protein B and C 71.15
1143 IDH3G IDH3G isocitrate dehydrogenase 3 (NAD+) gamma 71.14
1144 GABARAP GABARAP GABA(A) receptor-associated protein 71.13
1145 EIF3I EIF3I eukaryotic translation initiation factor 3 subunit I 71.11
1146 PRKCDBP PRKCDBP protein kinase C, delta binding protein 71.03
1147 TAF10 TAF10 TATA-box binding protein associated factor 10 70.98
1148 GLT25D1 COLGALT1 collagen beta(1-O)galactosyltransferase 1 70.88
1149 ADRBK1 ADRBK1 adrenergic, beta, receptor kinase 1 70.87
1150 ABLIM3 ABLIM3 actin binding LIM protein family member 3 70.67
1151 ILK ILK integrin linked kinase 70.65
1152 GSK3A GSK3A glycogen synthase kinase 3 alpha 70.65
1153 LITAF LITAF lipopolysaccharide-induced TNF factor 70.53
1154 ENSSSCG00000022204 AGRN agrin 70.52
1155 BOLA1 BOLA1 bolA family member 1 70.49
1156 MAPKAPK3 MAPKAPK3 mitogen-activated protein kinase-activated protein kinase 3 70.49
1157 PLAC9 PLAC9 placenta specific 9 70.47
1158 FKBP4 FKBP4 FK506 binding protein 4 70.42
1159 TSC22D1 (TSC22D1) TSC22 domain family member 1 70.40
1160 STRN4 STRN4 striatin 4 70.01
1161 SLC15A1 SLC15A1 solute carrier family 15 (oligopeptide transporter), member 1 69.68
1162 MRFAP1 MRFAP1 Morf4 family associated protein 1 69.49
1163 DDT DDTL D-dopachrome tautomerase-like 69.45
1164 AKT2 AKT2 v-akt murine thymoma viral oncogene homolog 2 69.44
1165 ENSSSCG00000025317 (TFPI) tissue factor pathway inhibitor 69.33
1166 CHAC1 CHAC1 ChaC glutathione-specific gamma-glutamylcyclotransferase 1 69.30
1167 ANAPC13 ANAPC13 anaphase promoting complex subunit 13 69.20
1168 CXXC5 CXXC5 CXXC finger protein 5 69.15
1169 BACE2 BACE2 beta-site APP-cleaving enzyme 2 69.08
1170 KRT10 KRT10 keratin 10, type I 69.05
1171 ANXA7 ANXA7 annexin A7 68.99
1172 CTBP2 CTBP2 C-terminal binding protein 2 68.95
1173 SLC9A3R2 SLC9A3R2 solute carrier family 9, subfamily A (NHE3, cation proton antiporter 3), mem-

ber 3 regulator 2
68.92

1174 STK11 STK11 serine/threonine kinase 11 68.89
1175 PCGF2 (PCGF2) polycomb group ring finger 2 68.85
1176 C10orf54 C10orf54 chromosome 10 open reading frame 54 68.79
1177 CITED2 CITED2 Cbp/p300-interacting transactivator, with Glu/Asp rich carboxy-terminal do-

main, 2
68.52

1178 LSM7 LSM7 LSM7 homolog, U6 small nuclear RNA and mRNA degradation associated 68.50
1179 FLAD1 FLAD1 flavin adenine dinucleotide synthetase 1 68.48
1180 STIM1 STIM1 stromal interaction molecule 1 68.43
1181 WNT4 WNT4 wingless-type MMTV integration site family member 4 68.40
1182 ENSSSCG00000030093 68.33
1183 C/EBP CEBPA CCAAT/enhancer binding protein (C/EBP), alpha 68.33
1184 DIAPH1 DIAPH1 diaphanous related formin 1 68.28
1185 RGS3 RGS3 regulator of G-protein signaling 3 68.21
1186 ENSSSCG00000022835 (PPP3CA) protein phosphatase 3, catalytic subunit, alpha isozyme 68.20
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Table S14: Sus scrofa Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

1187 MAP4K4 MAP4K4 mitogen-activated protein kinase kinase kinase kinase 4 68.16
1188 SLA-11 (HLA-B) major histocompatibility complex, class I, B 68.14
1189 CAP1 CAP1 CAP, adenylate cyclase-associated protein 1 (yeast) 68.09
1190 UBE2I UBE2I ubiquitin conjugating enzyme E2I 68.06
1191 GPC1 GPC1 glypican 1 68.01
1192 ENSSSCG00000016468 (ZYX) zyxin 67.99
1193 TMED4 TMED4 transmembrane p24 trafficking protein 4 67.96
1194 SEC31A SEC31A SEC31 homolog A, COPII coat complex component 67.93
1195 ENSSSCG00000016216 (TUBA1A) tubulin, alpha 1a 67.84
1196 CDK2AP2 CDK2AP2 cyclin-dependent kinase 2 associated protein 2 67.82
1197 RRAS RRAS related RAS viral (r-ras) oncogene homolog 67.79
1198 CHMP1A CHMP1A charged multivesicular body protein 1A 67.71
1199 NR1H2 NR1H2 nuclear receptor subfamily 1 group H member 2 67.71
1200 ENSSSCG00000024401 (RPS29) ribosomal protein S29 67.71
1201 ENSSSCG00000026091 (RPS29) ribosomal protein S29 67.71
1202 TJP3 TJP3 tight junction protein 3 67.64
1203 SNORD58 67.54
1204 JAK1 JAK1 Janus kinase 1 67.54
1205 PLEKHM2 PLEKHM2 pleckstrin homology and RUN domain containing M2 67.49
1206 PTBP1 PTBP1 polypyrimidine tract binding protein 1 67.44
1207 APH1A APH1A aph-1 homolog A, gamma secretase subunit 67.14
1208 ENSSSCG00000025196 (ACTN1) actinin, alpha 1 67.12
1209 MAP2K2 MAP2K2 mitogen-activated protein kinase kinase 2 67.09
1210 LENG8 (LENG8) leukocyte receptor cluster (LRC) member 8 67.05
1211 NDUFV1 NDUFV1 NADH:ubiquinone oxidoreductase core subunit V1 67.03
1212 ENSSSCG00000023631 (C6orf132) chromosome 6 open reading frame 132 66.99
1213 ENSSSCG00000015887 (ITGB6) integrin beta 6 66.96
1214 PUF60 (PUF60) poly(U) binding splicing factor 60KDa 66.95
1215 MGAT3 MGAT3 mannosyl (beta-1,4-)-glycoprotein beta-1,4-N-acetylglucosaminyltransferase 66.77
1216 RRAGA RRAGA Ras-related GTP binding A 66.77
1217 SLC22A18 SLC22A18 solute carrier family 22 member 18 66.76
1218 LRRC8A LRRC8A leucine-rich repeat containing 8 family member A 66.75
1219 LRRC1 LRRC1 leucine rich repeat containing 1 66.70
1220 MLLT4 MLLT4 myeloid/lymphoid or mixed-lineage leukemia; translocated to, 4 66.53
1221 CDC42EP2 CDC42EP2 CDC42 effector protein (Rho GTPase binding) 2 66.48
1222 NDUFA11 NDUFA11 NADH:ubiquinone oxidoreductase subunit A11 66.45
1223 RNH1 RNH1 ribonuclease/angiogenin inhibitor 1 66.27
1224 BCL3 BCL3 B-cell CLL/lymphoma 3 66.22
1225 TMEM259 TMEM259 transmembrane protein 259 66.22
1226 SLC35A2 SLC35A2 solute carrier family 35 (UDP-galactose transporter), member A2 66.21
1227 AGPAT1 AGPAT1 1-acylglycerol-3-phosphate O-acyltransferase 1 66.14
1228 SPRYD3 SPRYD3 SPRY domain containing 3 66.06
1229 EGFR EGFR epidermal growth factor receptor 66.03
1230 ENSSSCG00000028670 66.02
1231 EIF3G EIF3G eukaryotic translation initiation factor 3 subunit G 65.84
1232 C19orf24 C19orf24 chromosome 19 open reading frame 24 65.80
1233 TRIAP1 TRIAP1 TP53 regulated inhibitor of apoptosis 1 65.80
1234 R3HDM4 R3HDM4 R3H domain containing 4 65.77
1235 SFRP1 SFRP1 secreted frizzled-related protein 1 65.59
1236 P4HA2 P4HA2 prolyl 4-hydroxylase, alpha polypeptide II 65.59
1237 ENSSSCG00000021433 (ULK2) unc-51 like autophagy activating kinase 2 65.55
1238 CLPTM1L CLPTM1L CLPTM1-like 65.53
1239 SLC37A1 SLC37A1 solute carrier family 37 (glucose-6-phosphate transporter), member 1 65.42
1240 OST48 DDOST dolichyl-diphosphooligosaccharide–protein glycosyltransferase subunit (non-

catalytic)
65.37

1241 GALNT10 GALNT10 polypeptide N-acetylgalactosaminyltransferase 10 65.35
1242 ITPR3 ITPR3 inositol 1,4,5-trisphosphate receptor, type 3 65.34
1243 YIF1A YIF1A Yip1 interacting factor homolog A (S. cerevisiae) 65.25
1244 VWA7 VWA7 von Willebrand factor A domain containing 7 65.20
1245 MGMT MGMT O-6-methylguanine-DNA methyltransferase 65.09
1246 ENSSSCG00000027549 OSR1 odd-skipped related transciption factor 1 64.95
1247 NFE2L1 NFE2L1 nuclear factor, erythroid 2 like 1 64.78
1248 ENSSSCG00000029646 (MYH14) myosin, heavy chain 14, non-muscle 64.68
1249 DRPLA ATN1 atrophin 1 64.62
1250 SCAMP2 SCAMP2 secretory carrier membrane protein 2 64.57
1251 UBXN1 UBXN1 UBX domain protein 1 64.55
1252 TMP-SLA-3 64.54
1253 SNORD109A SNORD109A small nucleolar RNA, C/D box 109A 64.51
1254 SLC39A2 SLC39A2 solute carrier family 39 (zinc transporter), member 2 64.45
1255 SEC61B SEC61B Sec61 translocon beta subunit 64.42
1256 ATP6V1F ATP6V1F ATPase, H+ transporting, lysosomal 14kDa, V1 subunit F 64.32
1257 WNT7B WNT7B wingless-type MMTV integration site family member 7B 64.12
1258 ENSSSCG00000025161 (MYO5B) myosin VB 64.04
1259 ENSSSCG00000028069 (ATP2B4) ATPase, Ca++ transporting, plasma membrane 4 63.98
1260 WSB1 WSB1 WD repeat and SOCS box containing 1 63.95
1261 NDUFS6 NDUFS6 NADH:ubiquinone oxidoreductase subunit S6 63.82
1262 BPHL BPHL biphenyl hydrolase-like (serine hydrolase) 63.81
1263 ENSSSCG00000003208 (MYH14) myosin, heavy chain 14, non-muscle 63.76
1264 WARS WARS tryptophanyl-tRNA synthetase 63.73
1265 ATP5O ATP5O ATP synthase, H+ transporting, mitochondrial F1 complex, O subunit 63.58
1266 ENSSSCG00000024014 (SH3TC1) SH3 domain and tetratricopeptide repeats 1 63.52
1267 ATP1B1 ATP1B1 ATPase, Na+/K+ transporting, beta 1 polypeptide 63.51
1268 ENSSSCG00000016178 IGFBP5 insulin like growth factor binding protein 5 63.49
1269 HSD17B14 HSD17B14 hydroxysteroid (17-beta) dehydrogenase 14 63.45
1270 ENSSSCG00000000263 TNS2 tensin 2 63.45
1271 ATOX1 ATOX1 antioxidant 1 copper chaperone 63.35
1272 ENSSSCG00000024326 63.30
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Table S14: Sus scrofa Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

1273 TYRO3 TYRO3 TYRO3 protein tyrosine kinase 63.27
1274 ENSSSCG00000021913 (NID1) nidogen 1 63.23
1275 NDUFA12 NDUFA12 NADH:ubiquinone oxidoreductase subunit A12 63.15
1276 STIP1 STIP1 stress induced phosphoprotein 1 63.07
1277 GLUD1 GLUD1 glutamate dehydrogenase 1 62.94
1278 MAPK1 MAPK1 mitogen-activated protein kinase 1 62.88
1279 TH1L NELFCD negative elongation factor complex member C/D 62.69
1280 KLF4 KLF4 Kruppel-like factor 4 (gut) 62.66
1281 ENSSSCG00000026285 62.59
1282 IFI30 IFI30 interferon, gamma-inducible protein 30 62.57
1283 NSA2 NSA2 NSA2, ribosome biogenesis homolog 62.35
1284 PDLIM4 PDLIM4 PDZ and LIM domain 4 62.34
1285 PTK7 PTK7 protein tyrosine kinase 7 (inactive) 62.33
1286 HDGF HDGF hepatoma-derived growth factor 62.32
1287 PRR13 PRR13 proline rich 13 62.29
1288 SLC25A39 SLC25A39 solute carrier family 25 member 39 62.28
1289 ENSSSCG00000007683 (CUX1) cut-like homeobox 1 62.26
1290 TOMM7 TOMM7 translocase of outer mitochondrial membrane 7 homolog (yeast) 62.03
1291 ADORA2B ADORA2B adenosine A2b receptor 61.98
1292 PRP PRNP prion protein 61.91
1293 HIGD2A HIGD2A HIG1 hypoxia inducible domain family member 2A 61.89
1294 ANKH ANKH ANKH inorganic pyrophosphate transport regulator 61.89
1295 TXNDC17 TXNDC17 thioredoxin domain containing 17 61.84
1296 HNRNPUL1 HNRNPUL1 heterogeneous nuclear ribonucleoprotein U-like 1 61.78
1297 ROGDI ROGDI rogdi homolog 61.68
1298 APCDD1 APCDD1 adenomatosis polyposis coli down-regulated 1 61.48
1299 ENSSSCG00000017958 (SENP3-EIF4A1) SENP3-EIF4A1 readthrough (NMD candidate) 61.41
1300 SUMO2 SUMO2 small ubiquitin-like modifier 2 61.36
1301 RNF208 RNF208 ring finger protein 208 61.36
1302 ENSSSCG00000000690 (MLF2) myeloid leukemia factor 2 61.36
1303 RPL21 RPL21 ribosomal protein L21 61.27
1304 RCE1 RCE1 Ras converting CAAX endopeptidase 1 61.14
1305 NAPA NAPA N-ethylmaleimide-sensitive factor attachment protein, alpha 61.07
1306 PARM1 PARM1 prostate androgen-regulated mucin-like protein 1 61.06
1307 ACTN1 ACTN1 actinin, alpha 1 61.06
1308 FOXO4 FOXO4 forkhead box O4 61.03
1309 PXDC1 PXDC1 PX domain containing 1 60.88
1310 ENSSSCG00000012938 (RBM4) RNA binding motif protein 4 60.80
1311 ENSSSCG00000012771 SLC6A8 solute carrier family 6 (neurotransmitter transporter), member 8 60.79
1312 UBL4A (UBL4A) ubiquitin like 4A 60.75
1313 TSTA3 TSTA3 tissue specific transplantation antigen P35B 60.73
1314 ENSSSCG00000026626 (RER1) retention in endoplasmic reticulum sorting receptor 1 60.72
1315 YWHAB YWHAB tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein,

beta
60.68

1316 HSF1 (HSF1) heat shock transcription factor 1 60.62
1317 SMARCB1 SMARCB1 SWI/SNF related, matrix associated, actin dependent regulator of chromatin,

subfamily b, member 1
60.62

1318 ENSSSCG00000003974 (CITED4) Cbp/p300-interacting transactivator, with Glu/Asp rich carboxy-terminal do-
main, 4

60.59

1319 AEBP1 AEBP1 AE binding protein 1 60.56
1320 ENSSSCG00000029149 60.55
1321 ENSSSCG00000008129 (SNRNP200) small nuclear ribonucleoprotein, U5 200kDa subunit 60.54
1322 ENSSSCG00000022111 (CDKN1A) cyclin-dependent kinase inhibitor 1A (p21, Cip1) 60.51
1323 CALCOCO1 CALCOCO1 calcium binding and coiled-coil domain 1 60.46
1324 SDCBP SDCBP syndecan binding protein 60.44
1325 PFDN5 PFDN5 prefoldin subunit 5 60.44
1326 CMIP CMIP c-Maf inducing protein 60.38
1327 CH242-236H6.1 DDA1 DET1 and DDB1 associated 1 60.27
1328 LAMB2 LAMB2 laminin subunit beta 2 59.93
1329 ENSSSCG00000028727 (HERPUD1) homocysteine-inducible, endoplasmic reticulum stress-inducible, ubiquitin-

like domain member 1
59.90

1330 ATP5J2 ATP5J2 ATP synthase, H+ transporting, mitochondrial Fo complex subunit F2 59.80
1331 DLX3 DLX3 distal-less homeobox 3 59.78
1332 ENSSSCG00000005234 KANK1 KN motif and ankyrin repeat domains 1 59.74
1333 SAP18 SAP18 Sin3A associated protein 18kDa 59.60
1334 ENSSSCG00000019118 59.57
1335 ATP6V1G3 ATP6V1G3 ATPase, H+ transporting, lysosomal 13kDa, V1 subunit G3 59.52
1336 C2H19orf42 SMIM7 small integral membrane protein 7 59.40
1337 ENSSSCG00000030285 (FAM3B) family with sequence similarity 3 member B 59.39
1338 STK25 STK25 serine/threonine kinase 25 59.37
1339 CDK2AP1 CDK2AP1 cyclin-dependent kinase 2 associated protein 1 59.35
1340 ENSSSCG00000015556 LAMC2 laminin subunit gamma 2 59.34
1341 SRPR SRPR 59.31
1342 TNXB (TNXB) tenascin XB 59.31
1343 MRPL20 MRPL20 mitochondrial ribosomal protein L20 59.22
1344 ERH ERH enhancer of rudimentary homolog (Drosophila) 59.09
1345 ARF5 ARF5 ADP ribosylation factor 5 59.07
1346 SNORD41 58.95
1347 SNORD2 SNORD2 small nucleolar RNA, C/D box 2 58.95
1348 SNF8 SNF8 SNF8, ESCRT-II complex subunit 58.88
1349 HNRNPA0 HNRNPA0 heterogeneous nuclear ribonucleoprotein A0 58.82
1350 NCCRP1 NCCRP1 non-specific cytotoxic cell receptor protein 1 homolog (zebrafish) 58.81
1351 MBOAT7 (MBOAT7) membrane bound O-acyltransferase domain containing 7 58.81
1352 TIMM8B TIMM8B translocase of inner mitochondrial membrane 8 homolog B (yeast) 58.73
1353 UNC13D UNC13D unc-13 homolog D (C. elegans) 58.70
1354 ENSSSCG00000023088 58.68
1355 ARPC3 ARPC3 actin related protein 2/3 complex subunit 3 58.68
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Table S14: Sus scrofa Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

1356 GPX2 GPX2 glutathione peroxidase 2 58.56
1357 EWSR1 EWSR1 EWS RNA binding protein 1 58.46
1358 TMEM141 TMEM141 transmembrane protein 141 58.31
1359 KRT4 KRT4 keratin 4, type II 58.28
1360 REXO2 REXO2 RNA exonuclease 2 58.22
1361 CSNK1A1 CSNK1A1 casein kinase 1, alpha 1 58.17
1362 CCDC85B CCDC85B coiled-coil domain containing 85B 58.15
1363 CEMIP CEMIP cell migration inducing protein, hyaluronan binding 58.14
1364 CNKSR1 CNKSR1 connector enhancer of kinase suppressor of Ras 1 58.13
1365 CISD3 (CISD3) CDGSH iron sulfur domain 3 58.10
1366 GANAB GANAB glucosidase, alpha; neutral AB 58.10
1367 ZDHHC5 ZDHHC5 zinc finger, DHHC-type containing 5 58.06
1368 PRRC2A PRRC2A proline-rich coiled-coil 2A 58.03
1369 MRPL55 (MRPL55) mitochondrial ribosomal protein L55 58.02
1370 ENSSSCG00000012088 POFUT2 protein O-fucosyltransferase 2 57.93
1371 GORASP2 GORASP2 golgi reassembly stacking protein 2 57.91
1372 DGCR2 DGCR2 DiGeorge syndrome critical region gene 2 57.88
1373 ENSSSCG00000007178 (SNRPB) small nuclear ribonucleoprotein polypeptides B and B1 57.74
1374 ENSSSCG00000000264 MFSD5 major facilitator superfamily domain containing 5 57.66
1375 TM4SF1 TM4SF1 transmembrane 4 L six family member 1 57.60
1376 PCOLCE PCOLCE procollagen C-endopeptidase enhancer 57.56
1377 TBL1Y TBL1X transducin (beta)-like 1X-linked 57.54
1378 PIGY PYURF PIGY upstream reading frame 57.49
1379 ENSSSCG00000020682 CYC1 cytochrome c-1 57.45
1380 ssc-mir-365-1 MIR365A microRNA 365a 57.45
1381 EIF4B EIF4B eukaryotic translation initiation factor 4B 57.30
1382 ENSSSCG00000024433 (RPS7) ribosomal protein S7 57.28
1383 ACVR1 ACVR1 activin A receptor type I 57.19
1384 ENSSSCG00000014598 PPFIBP2 PTPRF interacting protein, binding protein 2 (liprin beta 2) 57.05
1385 CTDSP2 CTDSP2 CTD small phosphatase 2 56.95
1386 ENSSSCG00000013720 MAN2B1 mannosidase, alpha, class 2B, member 1 56.93
1387 PHB2 (PHB2) prohibitin 2 56.92
1388 MED15 MED15 mediator complex subunit 15 56.92
1389 GNA15 GNA15 guanine nucleotide binding protein (G protein), alpha 15 (Gq class) 56.89
1390 ENSSSCG00000028437 RP5-877J2.1 56.85
1391 ENSSSCG00000028626 AC104534.3 56.84
1392 UPK3B UPK3B uroplakin 3B 56.80
1393 MDH2 (MDH2) malate dehydrogenase 2 56.78
1394 ENSSSCG00000000423 (LRP1) LDL receptor related protein 1 56.77
1395 MIDN MIDN midnolin 56.71
1396 ENSSSCG00000000699 56.63
1397 ENSSSCG00000007688 (POLR2J) polymerase (RNA) II (DNA directed) polypeptide J, 13.3kDa 56.48
1398 C6orf106 C6orf106 chromosome 6 open reading frame 106 56.46
1399 TMEM256-PLSCR3 TMEM256-PLSCR3 TMEM256-PLSCR3 readthrough (NMD candidate) 56.46
1400 EFEMP1 EFEMP1 EGF containing fibulin-like extracellular matrix protein 1 56.45
1401 ssc-mir-23a MIR23A microRNA 23a 56.40
1402 SEPT8 SEPT8 septin 8 56.33
1403 HNRNPA2B1 HNRNPA2B1 heterogeneous nuclear ribonucleoprotein A2/B1 56.31
1404 NET1 NET1 neuroepithelial cell transforming 1 56.30
1405 VEGFB VEGFB vascular endothelial growth factor B 56.28
1406 YWHAE (YWHAE) tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein,

epsilon
56.27

1407 ENSSSCG00000014371 NDUFA2 NADH:ubiquinone oxidoreductase subunit A2 56.20
1408 ENSSSCG00000027603 (UBAP2L) ubiquitin associated protein 2 like 56.19
1409 ENSSSCG00000010221 56.19
1410 PEF1 PEF1 penta-EF-hand domain containing 1 56.10
1411 IMPDH2 IMPDH2 IMP (inosine 5’-monophosphate) dehydrogenase 2 56.07
1412 NHP2L1 NHP2L1 56.05
1413 ENSSSCG00000028846 (COL18A1) collagen, type XVIII, alpha 1 56.04
1414 DKK1 DKK1 dickkopf WNT signaling pathway inhibitor 1 55.94
1415 PET100 PET100 PET100 homolog 55.93
1416 GNB3 (GNB3) guanine nucleotide binding protein (G protein), beta polypeptide 3 55.85
1417 ELMO3 ELMO3 engulfment and cell motility 3 55.81
1418 ENSSSCG00000022802 (NEK6) NIMA-related kinase 6 55.77
1419 MMP2 MMP2 matrix metallopeptidase 2 55.73
1420 VASN VASN vasorin 55.64
1421 ATP5F1 ATP5F1 ATP synthase, H+ transporting, mitochondrial Fo complex subunit B1 55.57
1422 ULK2 ULK2 unc-51 like autophagy activating kinase 2 55.44
1423 RNF11 RNF11 ring finger protein 11 55.42
1424 IFI27L2 IFI27L2 interferon, alpha-inducible protein 27-like 2 55.41
1425 GLTSCR2 GLTSCR2 glioma tumor suppressor candidate region gene 2 55.29
1426 TPRG1L TPRG1L tumor protein p63 regulated 1-like 55.25
1427 EIF4A2 EIF4A2 eukaryotic translation initiation factor 4A2 55.23
1428 UQCC3 UQCC3 ubiquinol-cytochrome c reductase complex assembly factor 3 55.16
1429 ENSSSCG00000023505 (ZCCHC17) zinc finger, CCHC domain containing 17 55.11
1430 TMEM109 TMEM109 transmembrane protein 109 55.08
1431 TGIF1 TGIF1 TGFB-induced factor homeobox 1 55.06
1432 ATF6B ATF6B activating transcription factor 6 beta 54.86
1433 ENSSSCG00000012916 (POLD4) polymerase (DNA-directed), delta 4, accessory subunit 54.86
1434 ARHGAP1 ARHGAP1 Rho GTPase activating protein 1 54.83
1435 SZRD1 SZRD1 SUZ RNA binding domain containing 1 54.83
1436 WRNIP1 WRNIP1 Werner helicase interacting protein 1 54.66
1437 TOMM22 TOMM22 translocase of outer mitochondrial membrane 22 homolog (yeast) 54.65
1438 ENSSSCG00000021365 (USP10) ubiquitin specific peptidase 10 54.61
1439 SCARF2 SCARF2 scavenger receptor class F, member 2 54.56
1440 CARM1 CARM1 coactivator associated arginine methyltransferase 1 54.43
1441 EPAS1 EPAS1 endothelial PAS domain protein 1 54.36
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Table S14: Sus scrofa Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

1442 ST6GALNAC2 ST6GALNAC2 ST6 (alpha-N-acetyl-neuraminyl-2,3-beta-galactosyl-1,3)-N-
acetylgalactosaminide alpha-2,6-sialyltransferase 2

54.32

1443 USF2 USF2 upstream transcription factor 2, c-fos interacting 54.32
1444 TRPC4AP TRPC4AP transient receptor potential cation channel, subfamily C, member 4 associated

protein
54.26

1445 TMEM79 TMEM79 transmembrane protein 79 54.23
1446 OSTF1 OSTF1 osteoclast stimulating factor 1 54.16
1447 TNS2 (TNS2) tensin 2 54.08
1448 SCPEP1 SCPEP1 serine carboxypeptidase 1 54.07
1449 FAM134A FAM134A family with sequence similarity 134 member A 54.06
1450 ENSSSCG00000005912 (GPAA1) glycosylphosphatidylinositol anchor attachment 1 54.05
1451 SNORD112 54.00
1452 BCL7C BCL7C B-cell CLL/lymphoma 7C 54.00
1453 PRPS2 PRPS2 phosphoribosyl pyrophosphate synthetase 2 53.92
1454 PDK2 PDK2 pyruvate dehydrogenase kinase, isozyme 2 53.91
1455 HADHA HADHA hydroxyacyl-CoA dehydrogenase/3-ketoacyl-CoA thiolase/enoyl-CoA hy-

dratase (trifunctional protein), alpha subunit
53.84

1456 WFDC1 WFDC1 WAP four-disulfide core domain 1 53.84
1457 SOCS3 SOCS3 suppressor of cytokine signaling 3 53.80
1458 BAX BAX BCL2-associated X protein 53.76
1459 SLC25A1 (SLC25A1) solute carrier family 25 (mitochondrial carrier; citrate transporter), member 1 53.70
1460 BAIAP2L1 BAIAP2L1 BAI1-associated protein 2-like 1 53.67
1461 EIF4G1 EIF4G1 eukaryotic translation initiation factor 4 gamma, 1 53.67
1462 PDDC1 PDDC1 Parkinson disease 7 domain containing 1 53.66
1463 FIS1 FIS1 fission, mitochondrial 1 53.63
1464 POP7 POP7 POP7 homolog, ribonuclease P/MRP subunit 53.46
1465 HTATIP2 HTATIP2 HIV-1 Tat interactive protein 2 53.38
1466 ENSSSCG00000011781 (ABCC5) ATP binding cassette subfamily C member 5 53.27
1467 NXT1 NXT1 nuclear transport factor 2-like export factor 1 53.23
1468 SRC SRC SRC proto-oncogene, non-receptor tyrosine kinase 53.21
1469 EIF1B EIF1B eukaryotic translation initiation factor 1B 53.19
1470 NDUFB2 NDUFB2 NADH:ubiquinone oxidoreductase subunit B2 53.16
1471 SEP15 SEP15 53.11
1472 ENSSSCG00000022478 (STK10) serine/threonine kinase 10 53.11
1473 LAMTOR1 LAMTOR1 late endosomal/lysosomal adaptor, MAPK and MTOR activator 1 53.08
1474 CISH_TV2 CISH cytokine inducible SH2-containing protein 52.99
1475 C1orf210 C1orf210 chromosome 1 open reading frame 210 52.81
1476 MAPK10 MAPK10 mitogen-activated protein kinase 10 52.75
1477 HNRNPM HNRNPM heterogeneous nuclear ribonucleoprotein M 52.74
1478 PDIA4 PDIA4 protein disulfide isomerase family A member 4 52.71
1479 CDC42SE1 CDC42SE1 CDC42 small effector 1 52.70
1480 ENSSSCG00000002723 (AARS) alanyl-tRNA synthetase 52.69
1481 ADIPOR1 ADIPOR1 adiponectin receptor 1 52.65
1482 ENSSSCG00000028930 (FAM220A) family with sequence similarity 220 member A 52.57
1483 PACSIN2 PACSIN2 protein kinase C and casein kinase substrate in neurons 2 52.50
1484 NARF NARF nuclear prelamin A recognition factor 52.50
1485 CD59 CD59 CD59 molecule, complement regulatory protein 52.49
1486 SUN2 SUN2 Sad1 and UNC84 domain containing 2 52.32
1487 C1QC C1QC complement component 1, q subcomponent, C chain 52.29
1488 ASNS ASNS asparagine synthetase (glutamine-hydrolyzing) 52.21
1489 EXOC2 EXOC2 exocyst complex component 2 52.19
1490 ID2 ID2 inhibitor of DNA binding 2, dominant negative helix-loop-helix protein 52.17
1491 AVPI1 AVPI1 arginine vasopressin induced 1 52.08
1492 COL6A1 COL6A1 collagen, type VI, alpha 1 52.06
1493 PSMC5 PSMC5 proteasome 26S subunit, ATPase 5 52.01
1494 RGS2 RGS2 regulator of G-protein signaling 2 52.00
1495 ENSSSCG00000026617 EIF2S2 eukaryotic translation initiation factor 2 subunit beta 51.98
1496 SSR3 SSR3 signal sequence receptor, gamma (translocon-associated protein gamma) 51.97
1497 NUDT4 (NUDT4) nudix hydrolase 4 51.94
1498 ADIPOR2 ADIPOR2 adiponectin receptor 2 51.91
1499 NPLOC4 NPLOC4 NPL4 homolog, ubiquitin recognition factor 51.89
1500 ADM ADM adrenomedullin 51.86
1501 TRAPPC1 TRAPPC1 trafficking protein particle complex 1 51.83
1502 SORBS3 SORBS3 sorbin and SH3 domain containing 3 51.82
1503 MMP23B MMP23B matrix metallopeptidase 23B 51.82
1504 ENSSSCG00000008474 51.81
1505 GALNT2 GALNT2 polypeptide N-acetylgalactosaminyltransferase 2 51.80
1506 RHEB RHEB Ras homolog enriched in brain 51.73
1507 IGFBP7 IGFBP7 insulin like growth factor binding protein 7 51.70
1508 MPZL2 MPZL2 myelin protein zero-like 2 51.62
1509 TAB1 TAB1 TGF-beta activated kinase 1/MAP3K7 binding protein 1 51.52
1510 ENSSSCG00000003903 UQCRH ubiquinol-cytochrome c reductase hinge protein 51.49
1511 FAM58A FAM58A family with sequence similarity 58 member A 51.48
1512 SLC2A2 SLC2A2 solute carrier family 2 (facilitated glucose transporter), member 2 51.34
1513 COBL COBL cordon-bleu WH2 repeat protein 51.33
1514 MLF2 (MLF2) myeloid leukemia factor 2 51.28
1515 HMGN2 HMGN2 high mobility group nucleosomal binding domain 2 51.23
1516 ENSSSCG00000004511 MYO5B myosin VB 51.16
1517 ACTR1A ACTR1A ARP1 actin-related protein 1 homolog A, centractin alpha (yeast) 51.05
1518 SEC13 SEC13 SEC13 homolog, nuclear pore and COPII coat complex component 51.03
1519 C11orf68 C11orf68 chromosome 11 open reading frame 68 50.99
1520 PRSS8 PRSS8 protease, serine 8 50.95
1521 CH242-203F13.1 50.93
1522 C19orf60 C19orf60 chromosome 19 open reading frame 60 50.88
1523 KLF6 KLF6 Kruppel-like factor 6 50.87
1524 ENSSSCG00000025430 (DTX2) deltex 2, E3 ubiquitin ligase 50.80
1525 ENSSSCG00000024984 (OR5A2) olfactory receptor family 5 subfamily A member 2 50.80
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Table S14: Sus scrofa Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

1526 ADRB2 ADRB2 adrenoceptor beta 2 50.74
1527 PNP PNP purine nucleoside phosphorylase 50.70
1528 ENSSSCG00000003725 (DSC2) desmocollin 2 50.70
1529 ENSSSCG00000004870 CNDP2 CNDP dipeptidase 2 (metallopeptidase M20 family) 50.69
1530 SLC35E4 SLC35E4 solute carrier family 35 member E4 50.61
1531 DAG1 DAG1 dystroglycan 1 50.61
1532 ATP6V1G1 ATP6V1G1 ATPase, H+ transporting, lysosomal 13kDa, V1 subunit G1 50.58
1533 RAB7B RAB7B RAB7B, member RAS oncogene family 50.54
1534 BRF1 BRF1 BRF1, RNA polymerase III transcription initiation factor 90 kDa subunit 50.51
1535 IGSF8 IGSF8 immunoglobulin superfamily member 8 50.46
1536 DDX17 DDX17 DEAD (Asp-Glu-Ala-Asp) box helicase 17 50.39
1537 NFKBIB NFKBIB nuclear factor of kappa light polypeptide gene enhancer in B-cells inhibitor,

beta
50.39

1538 ZDHHC3 ZDHHC3 zinc finger, DHHC-type containing 3 50.37
1539 MMP15 MMP15 matrix metallopeptidase 15 50.34
1540 PSMA6 PSMA6 proteasome subunit alpha 6 50.34
1541 TAPBP TAPBP TAP binding protein (tapasin) 50.28
1542 RPUSD1 RPUSD1 RNA pseudouridylate synthase domain containing 1 50.24
1543 SDHA SDHA succinate dehydrogenase complex subunit A, flavoprotein (Fp) 50.18
1544 NEU1 NEU1 neuraminidase 1 (lysosomal sialidase) 50.16
1545 PPP1R15A PPP1R15A protein phosphatase 1 regulatory subunit 15A 50.13
1546 ENSSSCG00000017489 PSMD3 proteasome 26S subunit, non-ATPase 3 50.09
1547 RARG RARG retinoic acid receptor, gamma 50.09
1548 RNF10 RNF10 ring finger protein 10 50.03
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3.11 Equus caballus Placental Gene Expression

Table S15: Equus caballus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

1 ENSECAG00000027701 70375.10
2 RLN RLN2 relaxin 2 32491.80
3 5_8S_rRNA 19342.60
4 ENSECAG00000025328 19114.20
5 ENSECAG00000027056 11794.40
6 TMSB4 (TMSB4X) thymosin beta 4, X-linked 11444.50
7 ENSECAG00000024517 9346.68
8 ENSECAG00000027524 9086.09
9 ATP8 MT-ATP8 mitochondrially encoded ATP synthase 8 8304.75
10 MT-CO1 MT-CO1 mitochondrially encoded cytochrome c oxidase I 7443.34
11 GM2A GM2A GM2 ganglioside activator 5869.52
12 ENSECAG00000027109 5855.65
13 ENSECAG00000027111 5855.65
14 ENSECAG00000027624 5646.62
15 FABP1 FABP1 fatty acid binding protein 1, liver 5625.06
16 IGF2 IGF2 insulin like growth factor 2 5371.58
17 ENSECAG00000027105 5129.25
18 RPLP2 RPLP2 ribosomal protein, large, P2 4634.80
19 MT-CO3 MT-CO3 mitochondrially encoded cytochrome c oxidase III 4392.07
20 ENSECAG00000001476 (AMBP) alpha-1-microglobulin/bikunin precursor 3841.55
21 ATP6 MT-ATP6 mitochondrially encoded ATP synthase 6 3704.24
22 ECM1 ECM1 extracellular matrix protein 1 3434.98
23 ENSECAG00000006913 (UBC) ubiquitin C 3243.80
24 GPX3 GPX3 glutathione peroxidase 3 3121.39
25 ENSECAG00000016536 2991.55
26 ACTB (ACTB) actin, beta 2942.00
27 MT-CYB MT-CYB mitochondrially encoded cytochrome b 2864.51
28 IGFBP3 IGFBP3 insulin like growth factor binding protein 3 2711.90
29 MT-CO2 MT-CO2 mitochondrially encoded cytochrome c oxidase II 2506.14
30 ENSECAG00000027702 2428.82
31 RPL37 RPL37 ribosomal protein L37 2424.88
32 S100A6 S100A6 S100 calcium binding protein A6 2419.71
33 ENSECAG00000016751 2356.56
34 ENSECAG00000027324 2349.48
35 RN28S 2349.48
36 ENSECAG00000016459 (RPS27L) ribosomal protein S27 like 2307.09
37 ENSECAG00000005658 (MT-ND1) mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 1 2274.44
38 S100A11 S100A11 S100 calcium binding protein A11 2066.79
39 SPP1 SPP1 secreted phosphoprotein 1 1893.40
40 JUN JUN jun proto-oncogene 1889.16
41 PAG (PGA5) pepsinogen 5, group I (pepsinogen A) 1880.88
42 ENSECAG00000006065 1861.14
43 RPS28 RPS28 ribosomal protein S28 1831.62
44 UBC UBB ubiquitin B 1725.57
45 MT-ND4L MT-ND4L mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 4L 1627.65
46 FOS FOS FBJ murine osteosarcoma viral oncogene homolog 1623.79
47 CST3 CST3 cystatin C 1589.91
48 ENSECAG00000027547 1565.53
49 RN18S 1560.89
50 TPT1 TPT1 tumor protein, translationally-controlled 1 1527.73
51 CLU CLU clusterin 1514.28
52 CYP19A1 CYP19A1 cytochrome P450 family 19 subfamily A member 1 1492.84
53 MGP MGP matrix Gla protein 1484.77
54 ENSECAG00000017154 (RPL10) ribosomal protein L10 1478.72
55 ACTA2 ACTA2 actin, alpha 2, smooth muscle, aorta 1447.70
56 EEF1A1 EEF1A1 eukaryotic translation elongation factor 1 alpha 1 1436.84
57 B2M B2M beta-2-microglobulin 1436.12
58 PHLDA2 PHLDA2 pleckstrin homology-like domain, family A, member 2 1433.21
59 HSD3B (HSD3B1) hydroxy-delta-5-steroid dehydrogenase, 3 beta- and steroid delta-isomerase 1 1392.22
60 RPLP0 RPLP0 ribosomal protein, large, P0 1389.71
61 THBS1 THBS1 thrombospondin 1 1385.00
62 CST6 CST6 cystatin E/M 1384.98
63 ENSECAG00000008542 RPLP1 ribosomal protein, large, P1 1362.87
64 ENSECAG00000027698 1358.90
65 APOA1 APOA1 apolipoprotein A-I 1356.49
66 LAMTOR4 LAMTOR4 late endosomal/lysosomal adaptor, MAPK and MTOR activator 4 1339.83
67 IFI27 IFI27 interferon, alpha-inducible protein 27 1300.40
68 RPS12 RPS12 ribosomal protein S12 1296.60
69 ND3 MT-ND3 mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 3 1244.81
70 ANXA2 ANXA2 annexin A2 1238.82
71 RPS26 RPS26 ribosomal protein S26 1191.06
72 AGM IGFBP7 insulin like growth factor binding protein 7 1184.39
73 RPS23 RPS23 ribosomal protein S23 1171.44
74 TAGLN TAGLN transgelin 1162.42
75 SPARC SPARC secreted protein, acidic, cysteine-rich (osteonectin) 1162.14
76 ENSECAG00000001272 1150.21
77 MYL6 MYL6 myosin light chain 6 1112.31
78 PSAP PSAP prosaposin 1103.16
79 TCN2 TCN2 transcobalamin 2 1096.54
80 PGC PGC progastricsin (pepsinogen C) 1096.03
81 MT-ND4 MT-ND4 mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 4 1070.53
82 ITM2B ITM2B integral membrane protein 2B 1054.92
83 RPS20 RPS20 ribosomal protein S20 1040.46
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Table S15: Equus caballus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

84 ENSECAG00000019765 1026.00
85 MT-ND1 MT-ND1 mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 1 1023.21
86 RPL13A RPL13A ribosomal protein L13a 1020.17
87 RPL38 RPL38 ribosomal protein L38 1008.05
88 S100G S100G S100 calcium binding protein G 1004.89
89 CLDN4 (CLDN4) claudin 4 1000.92
90 LGALS1 LGALS1 lectin, galactoside-binding, soluble, 1 995.52
91 ENSECAG00000025956 994.87
92 RPS19 (RPS19) ribosomal protein S19 990.02
93 GNAS1 GNAS GNAS complex locus 988.49
94 6-16 IFI6 interferon, alpha-inducible protein 6 983.08
95 ND6 MT-ND6 mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 6 977.75
96 RPS2 RPS2 ribosomal protein S2 957.73
97 RPS11 RPS11 ribosomal protein S11 943.48
98 ENSECAG00000006088 925.44
99 VIM VIM vimentin 906.10
100 RPL7A RPL7A ribosomal protein L7a 898.21
101 RPS18 RPS18 ribosomal protein S18 897.92
102 MMP2 MMP2 matrix metallopeptidase 2 897.19
103 MT-ND5 MT-ND5 mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 5 896.42
104 DUSP1 DUSP1 dual specificity phosphatase 1 872.42
105 RPS10 RPS10 ribosomal protein S10 870.60
106 ENSECAG00000020981 860.69
107 RPL10A RPL10A ribosomal protein L10a 855.65
108 RPL14 RPL14 ribosomal protein L14 849.99
109 RPL35A RPL35A ribosomal protein L35a 839.28
110 RPS9 RPS9 ribosomal protein S9 832.86
111 RPS8 RPS8 ribosomal protein S8 832.20
112 RPL27A RPL27A ribosomal protein L27a 832.00
113 ENSECAG00000001048 (EEF1A1) eukaryotic translation elongation factor 1 alpha 1 827.28
114 CD63 CD63 CD63 molecule 821.24
115 RPL31 RPL31 ribosomal protein L31 813.24
116 IGFBP-5 IGFBP5 insulin like growth factor binding protein 5 812.79
117 RPL35 RPL35 ribosomal protein L35 810.08
118 GNB2L1 GNB2L1 guanine nucleotide binding protein (G protein), beta polypeptide 2-like 1 793.55
119 ENSECAG00000014226 790.72
120 EEF1B2 EEF1B2 eukaryotic translation elongation factor 1 beta 2 790.23
121 CTSV CTSV cathepsin V 789.99
122 SAT1 SAT1 spermidine/spermine N1-acetyltransferase 1 781.71
123 RPL11 RPL11 ribosomal protein L11 781.28
124 TGM2 TGM2 transglutaminase 2 771.80
125 RPS14 RPS14 ribosomal protein S14 771.76
126 RPL26 RPL26 ribosomal protein L26 770.25
127 ND2 MT-ND2 mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 2 769.67
128 ENSECAG00000006045 RPS17 ribosomal protein S17 765.72
129 RPL8 RPL8 ribosomal protein L8 765.29
130 RPS5 RPS5 ribosomal protein S5 764.63
131 ENSECAG00000016673 (PPIA) peptidylprolyl isomerase A (cyclophilin A) 751.09
132 RPS6 RPS6 ribosomal protein S6 747.09
133 RPL28 RPL28 ribosomal protein L28 745.86
134 ENSECAG00000021775 KRT8 keratin 8, type II 742.70
135 APOE APOE apolipoprotein E 738.13
136 RPL3 RPL3 ribosomal protein L3 734.00
137 RPL30 RPL30 ribosomal protein L30 728.79
138 RPS16 RPS16 ribosomal protein S16 724.70
139 RPL24 RPL24 ribosomal protein L24 719.90
140 IFI30 IFI30 interferon, gamma-inducible protein 30 718.89
141 TIMP2 TIMP2 TIMP metallopeptidase inhibitor 2 711.51
142 ENSECAG00000002201 RPL23A ribosomal protein L23a 711.12
143 RPL23 RPL23 ribosomal protein L23 708.91
144 MYL12A MYL12B myosin light chain 12B 698.81
145 CFL1 CFL1 cofilin 1 (non-muscle) 692.62
146 MIR492-1 690.51
147 UBA52 UBA52 ubiquitin A-52 residue ribosomal protein fusion product 1 690.50
148 TMBIM6 TMBIM6 transmembrane BAX inhibitor motif containing 6 689.42
149 PLTP PLTP phospholipid transfer protein 680.31
150 CTSB CTSB cathepsin B 679.13
151 RPL9 RPL9 ribosomal protein L9 678.52
152 CTSL CTSL cathepsin L 676.54
153 ENSECAG00000017172 (IFI27L2) interferon, alpha-inducible protein 27-like 2 666.51
154 HSPA1A HSPA1B heat shock protein family A (Hsp70) member 1B 664.97
155 ENSECAG00000008562 663.03
156 ATP5I ATP5I ATP synthase, H+ transporting, mitochondrial Fo complex subunit E 655.43
157 RPS25 RPS25 ribosomal protein S25 655.41
158 RPS3A RPS3A ribosomal protein S3A 654.18
159 S100A10 S100A10 S100 calcium binding protein A10 643.76
160 RPL34 RPL34 ribosomal protein L34 641.11
161 PLA2G10 PLA2G10 phospholipase A2 group X 632.28
162 RHOB RHOB ras homolog family member B 632.13
163 RPS15A RPS15A ribosomal protein S15a 629.47
164 RPS13 RPS13 ribosomal protein S13 621.33
165 ENSECAG00000011547 RPL17 ribosomal protein L17 618.19
166 CYR61 CYR61 cysteine-rich, angiogenic inducer, 61 613.08
167 CTGF CTGF connective tissue growth factor 611.93
168 RPS29 RPS29 ribosomal protein S29 610.16
169 EGR1 EGR1 early growth response 1 605.39
170 ENSECAG00000001514 IFITM3 interferon induced transmembrane protein 3 603.86
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Table S15: Equus caballus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

171 KRT7 KRT7 keratin 7, type II 603.51
172 DLK1 DLK1 delta-like 1 homolog (Drosophila) 591.52
173 RPL32 RPL32 ribosomal protein L32 582.06
174 COL1A1 COL1A1 collagen, type I, alpha 1 575.23
175 ITM2A ITM2A integral membrane protein 2A 574.91
176 eca-mir-1282 565.17
177 PSCA PSCA prostate stem cell antigen 564.86
178 FN1 FN1 fibronectin 1 564.31
179 CALR CALR calreticulin 561.86
180 NPC2 NPC2 Niemann-Pick disease, type C2 561.79
181 TAGLN2 TAGLN2 transgelin 2 556.70
182 BSG BSG basigin (Ok blood group) 555.53
183 MYL9 MYL9 myosin light chain 9 552.33
184 RPS7 RPS7 ribosomal protein S7 551.86
185 FAU FAU Finkel-Biskis-Reilly murine sarcoma virus (FBR-MuSV) ubiquitously ex-

pressed
549.47

186 EIF5A (EIF5A) eukaryotic translation initiation factor 5A 547.71
187 EEF2 EEF2 eukaryotic translation elongation factor 2 547.48
188 JUNB JUNB jun B proto-oncogene 544.76
189 ENSECAG00000015258 RPL18A ribosomal protein L18a 539.80
190 RPS24 RPS24 ribosomal protein S24 537.88
191 CTSK CTSK cathepsin K 537.84
192 ENSECAG00000013915 RPS3 ribosomal protein S3 530.50
193 LAMP1 LAMP1 lysosomal-associated membrane protein 1 530.00
194 RPL36A RPL36A ribosomal protein L36a 528.96
195 ENSECAG00000013065 524.91
196 ANXA1 ANXA1 annexin A1 523.96
197 ENSECAG00000021116 PFN1 profilin 1 522.45
198 ENSECAG00000016604 515.32
199 RPL4 RPL4 ribosomal protein L4 514.68
200 ENSECAG00000012046 (RPL37A) ribosomal protein L37a 509.31
201 FABP3 FABP3 fatty acid binding protein 3, muscle and heart 508.27
202 RPL13 RPL13 ribosomal protein L13 505.92
203 NDUFA4 NDUFA4 NDUFA4, mitochondrial complex associated 505.63
204 MFGE8 MFGE8 milk fat globule-EGF factor 8 protein 502.96
205 SNORD41 500.09
206 ENSECAG00000010157 RPL15 ribosomal protein L15 491.75
207 ALDOA ALDOA aldolase, fructose-bisphosphate A 487.28
208 SPINT2 SPINT2 serine peptidase inhibitor, Kunitz type, 2 486.26
209 TM4SF1 TM4SF1 transmembrane 4 L six family member 1 484.86
210 FOXO4 FOXO4 forkhead box O4 481.67
211 RGCC RGCC regulator of cell cycle 479.20
212 ENSECAG00000008678 PRDX1 peroxiredoxin 1 476.04
213 EZR EZR ezrin 472.85
214 RPL29 RPL29 ribosomal protein L29 470.96
215 RPL39 RPL39 ribosomal protein L39 468.19
216 FTH1 (FTH1) ferritin, heavy polypeptide 1 468.14
217 RPL7 (RPL7) ribosomal protein L7 465.64
218 ATP6AP2 ATP6AP2 ATPase, H+ transporting, lysosomal accessory protein 2 465.52
219 RPL5 RPL5 ribosomal protein L5 464.33
220 ENSECAG00000005757 (ACTB) actin, beta 460.91
221 RPL18 RPL18 ribosomal protein L18 457.24
222 ENSECAG00000016325 (CD177) CD177 molecule 456.87
223 ENSECAG00000013276 451.97
224 HSPB1 HSPB1 heat shock protein family B (small) member 1 450.48
225 PRDX5 PRDX5 peroxiredoxin 5 450.01
226 ENSECAG00000016948 (H3F3B) H3 histone, family 3B (H3.3B) 449.06
227 PPIB PPIB peptidylprolyl isomerase B (cyclophilin B) 447.36
228 RPS4 RPS4X ribosomal protein S4, X-linked 431.56
229 FSTL3 FSTL3 follistatin-like 3 (secreted glycoprotein) 419.64
230 SLC3A2 SLC3A2 solute carrier family 3 (amino acid transporter heavy chain), member 2 414.15
231 COL6A1 COL6A1 collagen, type VI, alpha 1 411.81
232 DCN DCN decorin 405.17
233 CD164 CD164 CD164 molecule, sialomucin 397.37
234 HTRA1 HTRA1 HtrA serine peptidase 1 395.25
235 ATP6V0C ATP6V0C ATPase, H+ transporting, lysosomal 16kDa, V0 subunit c 395.11
236 ENSECAG00000000910 (IFITM1) interferon induced transmembrane protein 1 394.47
237 LY6E LY6E lymphocyte antigen 6 complex, locus E 392.68
238 ENSECAG00000002726 392.11
239 COX6A1 COX6A1 cytochrome c oxidase subunit VIa polypeptide 1 390.19
240 ENSECAG00000003585 (RPL19) ribosomal protein L19 388.94
241 ENSECAG00000008683 (FTH1) ferritin, heavy polypeptide 1 388.58
242 ENSECAG00000014086 KRT19 keratin 19, type I 388.33
243 COL6A2 COL6A2 collagen, type VI, alpha 2 387.61
244 LGMN LGMN legumain 387.27
245 HSD17B1 HSD17B1 hydroxysteroid (17-beta) dehydrogenase 1 380.50
246 COL4A2 COL4A2 collagen, type IV, alpha 2 380.17
247 GNG10 GNG10 guanine nucleotide binding protein (G protein), gamma 10 378.46
248 SCPEP1 SCPEP1 serine carboxypeptidase 1 377.13
249 COL4A1 COL4A1 collagen, type IV, alpha 1 375.86
250 ANAPC11 ANAPC11 anaphase promoting complex subunit 11 375.62
251 ENSECAG00000019699 AC073610.5 372.47
252 ENSECAG00000002481 372.45
253 ATP6V1G1 ATP6V1G1 ATPase, H+ transporting, lysosomal 13kDa, V1 subunit G1 371.41
254 CD9 CD9 CD9 molecule 367.57
255 HSPA8 HSPA8 heat shock protein family A (Hsp70) member 8 367.10
256 ENSECAG00000014197 CSTB cystatin B (stefin B) 366.54

169

http://www.ensembl.org/Equus_caballus/Gene/Summary?g=KRT7
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=KRT7
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=KRT7
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=DLK1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=DLK1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=DLK1
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=RPL32
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL32
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL32
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=COL1A1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=COL1A1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=COL1A1
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=ITM2A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ITM2A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ITM2A
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=eca-mir-1282
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=PSCA
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PSCA
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PSCA
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=FN1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FN1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FN1
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=CALR
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CALR
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CALR
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=NPC2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NPC2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NPC2
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=TAGLN2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TAGLN2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TAGLN2
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=BSG
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=BSG
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=BSG
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=MYL9
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MYL9
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MYL9
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=RPS7
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS7
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS7
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=FAU
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FAU
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FAU
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FAU
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=EIF5A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EIF5A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EIF5A
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=EEF2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EEF2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EEF2
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=JUNB
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=JUNB
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=JUNB
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=ENSECAG00000015258
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL18A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL18A
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=RPS24
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS24
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS24
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=CTSK
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CTSK
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CTSK
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=ENSECAG00000013915
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS3
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=LAMP1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=LAMP1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=LAMP1
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=RPL36A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL36A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL36A
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=ENSECAG00000013065
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=ANXA1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ANXA1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ANXA1
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=ENSECAG00000021116
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PFN1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PFN1
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=ENSECAG00000016604
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=RPL4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL4
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=ENSECAG00000012046
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL37A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL37A
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=FABP3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FABP3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FABP3
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=RPL13
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL13
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL13
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=NDUFA4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NDUFA4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NDUFA4
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=MFGE8
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MFGE8
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MFGE8
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=SNORD41
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=ENSECAG00000010157
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL15
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL15
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=ALDOA
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ALDOA
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ALDOA
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=SPINT2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SPINT2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SPINT2
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=TM4SF1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TM4SF1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TM4SF1
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=FOXO4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FOXO4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FOXO4
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=RGCC
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RGCC
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RGCC
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=ENSECAG00000008678
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PRDX1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PRDX1
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=EZR
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EZR
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EZR
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=RPL29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL29
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=RPL39
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL39
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL39
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=FTH1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FTH1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FTH1
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=RPL7
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL7
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL7
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=ATP6AP2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ATP6AP2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ATP6AP2
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=RPL5
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL5
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL5
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=ENSECAG00000005757
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ACTB
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ACTB
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=RPL18
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL18
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL18
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=ENSECAG00000016325
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CD177
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CD177
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=ENSECAG00000013276
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=HSPB1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HSPB1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HSPB1
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=PRDX5
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PRDX5
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PRDX5
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=ENSECAG00000016948
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=H3F3B
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=H3F3B
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=PPIB
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PPIB
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PPIB
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=RPS4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS4X
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS4X
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=FSTL3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FSTL3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FSTL3
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=SLC3A2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SLC3A2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SLC3A2
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=COL6A1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=COL6A1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=COL6A1
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=DCN
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=DCN
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=DCN
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=CD164
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CD164
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CD164
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=HTRA1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HTRA1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HTRA1
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=ATP6V0C
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ATP6V0C
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ATP6V0C
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=ENSECAG00000000910
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=IFITM1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=IFITM1
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=LY6E
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=LY6E
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=LY6E
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=ENSECAG00000002726
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=COX6A1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=COX6A1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=COX6A1
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=ENSECAG00000003585
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL19
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL19
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=ENSECAG00000008683
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FTH1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FTH1
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=ENSECAG00000014086
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=KRT19
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=KRT19
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=COL6A2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=COL6A2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=COL6A2
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=LGMN
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=LGMN
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=LGMN
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=HSD17B1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HSD17B1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HSD17B1
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=COL4A2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=COL4A2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=COL4A2
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=GNG10
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GNG10
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GNG10
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=SCPEP1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SCPEP1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SCPEP1
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=COL4A1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=COL4A1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=COL4A1
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=ANAPC11
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ANAPC11
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ANAPC11
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=ENSECAG00000019699
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=AC073610.5
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=ENSECAG00000002481
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=ATP6V1G1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ATP6V1G1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ATP6V1G1
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=CD9
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CD9
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CD9
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=HSPA8
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HSPA8
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HSPA8
http://www.ensembl.org/Equus_caballus/Gene/Summary?g=ENSECAG00000014197
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CSTB
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CSTB


3.11 Equus caballus Placental Gene Expression 3 SPECIES EXPRESSION

Table S15: Equus caballus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

257 SLC25A3 SLC25A3 solute carrier family 25 (mitochondrial carrier; phosphate carrier), member 3 364.92
258 CSRP1 CSRP1 cysteine and glycine rich protein 1 361.22
259 ENSECAG00000002368 (RPS15A) ribosomal protein S15a 359.32
260 ENSECAG00000027680 356.76
261 EIF3K EIF3K eukaryotic translation initiation factor 3 subunit K 354.31
262 C8orf4 C8orf4 chromosome 8 open reading frame 4 353.69
263 TINAGL1 TINAGL1 tubulointerstitial nephritis antigen-like 1 353.11
264 RABAC1 RABAC1 Rab acceptor 1 (prenylated) 351.84
265 RPL27 RPL27 ribosomal protein L27 351.78
266 ENSECAG00000009069 HLA-G major histocompatibility complex, class I, G 348.74
267 DES DES desmin 346.50
268 COL3A1 COL3A1 collagen, type III, alpha 1 346.16
269 ENSECAG00000027676 344.81
270 GRN GRN granulin 336.95
271 ENSECAG00000015459 (RPL6) ribosomal protein L6 336.74
272 AMPP ADM adrenomedullin 336.57
273 NUPR1 NUPR1 nuclear protein 1, transcriptional regulator 334.53
274 H3F3B H3F3B H3 histone, family 3B (H3.3B) 334.48
275 SERINC2 SERINC2 serine incorporator 2 330.93
276 EEF1G EEF1G eukaryotic translation elongation factor 1 gamma 330.93
277 TPM1 TPM1 tropomyosin 1 (alpha) 330.40
278 SLC29A1 SLC29A1 solute carrier family 29 (equilibrative nucleoside transporter), member 1 330.34
279 SLCO2A1 SLCO2A1 solute carrier organic anion transporter family member 2A1 325.61
280 MIF MIF macrophage migration inhibitory factor (glycosylation-inhibiting factor) 325.04
281 ENSECAG00000008928 (RPL23A) ribosomal protein L23a 324.57
282 ENSECAG00000006641 (RPL34) ribosomal protein L34 324.21
283 F3 F3 coagulation factor III (thromboplastin, tissue factor) 320.70
284 ENO1 ENO1 enolase 1, (alpha) 319.15
285 TSC22D1 (TSC22D1) TSC22 domain family member 1 318.60
286 ENSECAG00000002223 (KRT19) keratin 19, type I 318.33
287 SERPINB9 SERPINB9 serpin peptidase inhibitor, clade B (ovalbumin), member 9 318.28
288 COX4I1 COX4I1 cytochrome c oxidase subunit IV isoform 1 318.13
289 TPM4 TPM4 tropomyosin 4 317.39
290 SERPINE1 SERPINE1 serpin peptidase inhibitor, clade E (nexin, plasminogen activator inhibitor type

1), member 1
316.64

291 ENSECAG00000019569 316.38
292 P4HB P4HB prolyl 4-hydroxylase, beta polypeptide 316.36
293 ENSECAG00000025162 ATP5E ATP synthase, H+ transporting, mitochondrial F1 complex, epsilon subunit 314.05
294 EIF1 EIF1 eukaryotic translation initiation factor 1 312.42
295 GSTP1 GSTP1 glutathione S-transferase pi 1 312.35
296 PTRF PTRF polymerase I and transcript release factor 311.00
297 ENSECAG00000024902 (RPS17) ribosomal protein S17 310.97
298 RPL22 RPL22 ribosomal protein L22 310.84
299 ENSECAG00000013855 309.22
300 TMEM59 TMEM59 transmembrane protein 59 308.67
301 RARRES1 RARRES1 retinoic acid receptor responder (tazarotene induced) 1 303.88
302 ENSECAG00000027670 303.60
303 HDHD1 HDHD1 303.34
304 ENSECAG00000010622 RPL12 ribosomal protein L12 303.17
305 EFNA1 EFNA1 ephrin-A1 299.12
306 CAPNS1 CAPNS1 calpain, small subunit 1 297.30
307 PRSS23 PRSS23 protease, serine 23 297.17
308 TUBA1B TUBA1A tubulin, alpha 1a 296.27
309 PTTG1IP PTTG1IP pituitary tumor-transforming 1 interacting protein 296.17
310 PLD3 PLD3 phospholipase D family member 3 293.87
311 ATP5B ATP5B ATP synthase, H+ transporting, mitochondrial F1 complex, beta polypeptide 292.12
312 RPS27A RPS27A ribosomal protein S27a 289.59
313 SPTSSA SPTSSA serine palmitoyltransferase small subunit A 289.39
314 ENSECAG00000021217 (RDH16) retinol dehydrogenase 16 (all-trans) 289.22
315 COX5B COX5B cytochrome c oxidase subunit Vb 285.81
316 TMEM229B TMEM229B transmembrane protein 229B 283.79
317 ATP1A1 ATP1A1 ATPase, Na+/K+ transporting, alpha 1 polypeptide 282.97
318 ENSECAG00000014222 (CSTB) cystatin B (stefin B) 281.64
319 AP2M1 AP2M1 adaptor-related protein complex 2, mu 1 subunit 281.14
320 DDB1 DDB1 damage-specific DNA binding protein 1 280.94
321 ENSECAG00000011121 279.58
322 SOD1 SOD1 superoxide dismutase 1, soluble 278.26
323 COL1A2 COL1A2 collagen, type I, alpha 2 278.00
324 ENSECAG00000020129 ANXA8L1 annexin A8-like 1 277.31
325 ENSECAG00000020152 (RPSA) ribosomal protein SA 275.35
326 ENSECAG00000011466 HEXA hexosaminidase A (alpha polypeptide) 274.98
327 BTG1 BTG1 B-cell translocation gene 1, anti-proliferative 274.13
328 MMP14 MMP14 matrix metallopeptidase 14 (membrane-inserted) 268.75
329 NPDC1 NPDC1 neural proliferation, differentiation and control, 1 266.99
330 GLUL GLUL glutamate-ammonia ligase 264.31
331 C14orf2 C14orf2 chromosome 14 open reading frame 2 263.69
332 RARRES2 RARRES2 retinoic acid receptor responder (tazarotene induced) 2 263.48
333 ENSECAG00000009680 CLIC1 chloride intracellular channel 1 263.22
334 APP APP amyloid beta (A4) precursor protein 262.43
335 EMP1 EMP1 epithelial membrane protein 1 261.50
336 PTGES PTGES prostaglandin E synthase 258.77
337 ENSECAG00000020066 DNAJB1 DnaJ heat shock protein family (Hsp40) member B1 258.44
338 ATP5D ATP5D ATP synthase, H+ transporting, mitochondrial F1 complex, delta subunit 256.63
339 MT2A MT1H metallothionein 1H 256.33
340 TUBA1C TUBA1C tubulin, alpha 1c 255.45
341 GLUT1 SLC2A1 solute carrier family 2 (facilitated glucose transporter), member 1 254.00
342 TUBA1A TUBA1B tubulin, alpha 1b 253.85
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Table S15: Equus caballus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

343 ENSECAG00000024790 (CCL3L1) 253.10
344 ENSECAG00000003845 (HLA-B) major histocompatibility complex, class I, B 252.18
345 FLNA FLNA filamin A, alpha 251.28
346 PKM PKM pyruvate kinase, muscle 250.82
347 ENSECAG00000017887 (FKBP1A) FK506 binding protein 1A 248.97
348 ATF3 ATF3 activating transcription factor 3 247.32
349 G3PDH GAPDH glyceraldehyde-3-phosphate dehydrogenase 245.74
350 ACE2 ACE2 angiotensin I converting enzyme 2 242.53
351 BST2 BST2 bone marrow stromal cell antigen 2 240.51
352 ENSECAG00000017514 (RPL6) ribosomal protein L6 240.08
353 ARHGDIA ARHGDIA Rho GDP dissociation inhibitor (GDI) alpha 240.04
354 ENSECAG00000013303 C19orf33 chromosome 19 open reading frame 33 239.04
355 ARPC1B ARPC1B actin related protein 2/3 complex subunit 1B 238.83
356 CD151 CD151 CD151 molecule (Raph blood group) 238.38
357 MAFF MAFF v-maf avian musculoaponeurotic fibrosarcoma oncogene homolog F 237.31
358 RAMP2 RAMP2 receptor (G protein-coupled) activity modifying protein 2 236.94
359 ENSECAG00000022546 MAN2B1 mannosidase, alpha, class 2B, member 1 235.56
360 RPSA RPSA ribosomal protein SA 233.88
361 ENSECAG00000023715 (ATP5L) ATP synthase, H+ transporting, mitochondrial Fo complex subunit G 233.78
362 ACTN4 ACTN4 actinin, alpha 4 233.02
363 EPAS1 EPAS1 endothelial PAS domain protein 1 232.75
364 DSTN DSTN destrin (actin depolymerizing factor) 231.45
365 LDHA LDHA lactate dehydrogenase A 229.47
366 PTGS2 PTGS2 prostaglandin-endoperoxide synthase 2 (prostaglandin G/H synthase and cy-

clooxygenase)
228.65

367 NGFRAP1 NGFRAP1 nerve growth factor receptor (TNFRSF16) associated protein 1 225.63
368 CRABP1 CRABP1 cellular retinoic acid binding protein 1 225.12
369 ENSECAG00000019567 GSTA3 glutathione S-transferase alpha 3 223.98
370 EIF4G2 EIF4G2 eukaryotic translation initiation factor 4 gamma, 2 223.62
371 SEPP1 SEPP1 selenoprotein P, plasma, 1 223.35
372 MXRA7 MXRA7 matrix-remodelling associated 7 223.34
373 PCBP1 PCBP1 poly(rC) binding protein 1 222.59
374 LSM7 LSM7 LSM7 homolog, U6 small nuclear RNA and mRNA degradation associated 221.78
375 AHNAK AHNAK AHNAK nucleoprotein 221.10
376 CDC42SE1 CDC42SE1 CDC42 small effector 1 219.89
377 ZFP36L1 ZFP36L1 ZFP36 ring finger protein-like 1 218.74
378 SDC2 SDC2 syndecan 2 218.03
379 DPM3 DPM3 dolichyl-phosphate mannosyltransferase polypeptide 3 217.89
380 ISG15 ISG15 ISG15 ubiquitin-like modifier 217.77
381 ENSECAG00000006930 (RPL7A) ribosomal protein L7a 217.52
382 ANXA5 ANXA5 annexin A5 215.77
383 GPNMB GPNMB glycoprotein (transmembrane) nmb 215.09
384 ENSECAG00000003681 (RPL12) ribosomal protein L12 214.91
385 ENSECAG00000008687 214.47
386 ENSECAG00000003616 HMGN2 high mobility group nucleosomal binding domain 2 212.15
387 LRP10 LRP10 LDL receptor related protein 10 211.61
388 ENSECAG00000023624 (RPLP1) ribosomal protein, large, P1 211.60
389 ENSECAG00000003667 211.06
390 PLP2 PLP2 proteolipid protein 2 (colonic epithelium-enriched) 210.98
391 NR4A1 NR4A1 nuclear receptor subfamily 4 group A member 1 210.42
392 ENSECAG00000013482 (SERPINA3) serpin peptidase inhibitor, clade A (alpha-1 antiproteinase, antitrypsin), mem-

ber 3
210.27

393 C9orf16 C9orf16 chromosome 9 open reading frame 16 209.79
394 C1QB C1QB complement component 1, q subcomponent, B chain 209.72
395 APOD APOD apolipoprotein D 209.64
396 COX6B1 COX6B1 cytochrome c oxidase subunit VIb polypeptide 1 (ubiquitous) 209.49
397 TIMP3 TIMP3 TIMP metallopeptidase inhibitor 3 209.24
398 THBS2 THBS2 thrombospondin 2 208.22
399 TIMP1 TIMP1 TIMP metallopeptidase inhibitor 1 208.20
400 ENSECAG00000006594 (RPS3) ribosomal protein S3 207.84
401 A2M A2M alpha-2-macroglobulin 207.58
402 NT5E NT5E 5’-nucleotidase, ecto (CD73) 207.52
403 ENSECAG00000001661 (PFN1) profilin 1 207.27
404 LGALS3 LGALS3 lectin, galactoside-binding, soluble, 3 206.77
405 ENSECAG00000001109 (RPL21) ribosomal protein L21 206.68
406 FOSB FOSB FBJ murine osteosarcoma viral oncogene homolog B 206.41
407 C1QC C1QC complement component 1, q subcomponent, C chain 206.32
408 PERP PERP PERP, TP53 apoptosis effector 204.65
409 ATF4 ATF4 activating transcription factor 4 204.60
410 GCM1 GCM1 glial cells missing homolog 1 (Drosophila) 204.57
411 ENSECAG00000016730 204.46
412 HSBP1 HSBP1 heat shock factor binding protein 1 204.30
413 ENSECAG00000025635 204.18
414 NDUFB1 NDUFB1 NADH:ubiquinone oxidoreductase subunit B1 203.98
415 ENSECAG00000027686 203.86
416 PYURF PYURF PIGY upstream reading frame 203.71
417 GNAI2 (GNAI2) guanine nucleotide binding protein (G protein), alpha inhibiting activity

polypeptide 2
203.56

418 RHOC RHOC ras homolog family member C 203.55
419 SEPW1 SEPW1 selenoprotein W, 1 203.39
420 DYNLL1 DYNLL1 dynein, light chain, LC8-type 1 203.12
421 TPI1 (TPI1) triosephosphate isomerase 1 202.81
422 TPPP3 TPPP3 tubulin polymerization-promoting protein family member 3 202.48
423 PPP1R14A PPP1R14A protein phosphatase 1 regulatory inhibitor subunit 14A 201.90
424 NFKBIA NFKBIA nuclear factor of kappa light polypeptide gene enhancer in B-cells inhibitor,

alpha
201.81

425 IER3 IER3 immediate early response 3 201.50
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Table S15: Equus caballus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

426 SFN SFN stratifin 201.35
427 PGRMC1 PGRMC1 progesterone receptor membrane component 1 201.20
428 TXN TXN thioredoxin 201.00
429 BHLHE40 BHLHE40 basic helix-loop-helix family member e40 200.98
430 SDF4 SDF4 stromal cell derived factor 4 199.90
431 KLF2 KLF2 Kruppel-like factor 2 199.87
432 YWHAE YWHAE tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein,

epsilon
199.63

433 BANF1 BANF1 barrier to autointegration factor 1 199.57
434 ENSECAG00000027668 199.55
435 ENSECAG00000026662 199.51
436 PDIA3 PDIA3 protein disulfide isomerase family A member 3 199.49
437 EIF4A1 EIF4A1 eukaryotic translation initiation factor 4A1 199.42
438 BLVRB BLVRB biliverdin reductase B 198.29
439 WFDC1 WFDC1 WAP four-disulfide core domain 1 198.02
440 ENSECAG00000006099 197.73
441 PLVAP PLVAP plasmalemma vesicle associated protein 197.72
442 CXCL16 CXCL16 chemokine (C-X-C motif) ligand 16 197.55
443 ARPC2 ARPC2 actin related protein 2/3 complex subunit 2 197.19
444 ATP5A1 ATP5A1 ATP synthase, H+ transporting, mitochondrial F1 complex, alpha subunit 1,

cardiac muscle
196.61

445 CD81 CD81 CD81 molecule 196.41
446 ENSECAG00000019474 (HLA-B) major histocompatibility complex, class I, B 193.18
447 ENSECAG00000004860 193.14
448 HSPE1 HSPE1 heat shock protein family E (Hsp10) member 1 192.75
449 ENSECAG00000017928 CTC-260F20.3 191.76
450 ENSECAG00000022389 PCBP2 poly(rC) binding protein 2 191.26
451 ENSECAG00000010661 RPL21 ribosomal protein L21 191.22
452 C1QA C1QA complement component 1, q subcomponent, A chain 190.64
453 LAPTM4A LAPTM4A lysosomal protein transmembrane 4 alpha 190.36
454 ADAMTS1 ADAMTS1 ADAM metallopeptidase with thrombospondin type 1 motif 1 190.19
455 ATP5G2 ATP5G2 ATP synthase, H+ transporting, mitochondrial Fo complex subunit C2 (sub-

unit 9)
189.71

456 RAC1 RAC1 ras-related C3 botulinum toxin substrate 1 (rho family, small GTP binding
protein Rac1)

189.52

457 SQSTM1 SQSTM1 sequestosome 1 188.51
458 ATP5G3 ATP5G3 ATP synthase, H+ transporting, mitochondrial Fo complex subunit C3 (sub-

unit 9)
188.36

459 SERPINH1 SERPINH1 serpin peptidase inhibitor, clade H (heat shock protein 47), member 1, (col-
lagen binding protein 1)

187.84

460 AGPAT2 AGPAT2 1-acylglycerol-3-phosphate O-acyltransferase 2 187.76
461 ENSECAG00000004961 (TACSTD2) tumor-associated calcium signal transducer 2 187.55
462 SSR4 SSR4 signal sequence receptor, delta 187.41
463 COX7A2 COX7A2 cytochrome c oxidase subunit VIIa polypeptide 2 (liver) 187.28
464 ENSECAG00000009162 (CALM1) calmodulin 1 (phosphorylase kinase, delta) 186.80
465 NACA NACA nascent polypeptide-associated complex alpha subunit 186.42
466 PODXL PODXL podocalyxin-like 185.24
467 ACTG2 ACTG2 actin, gamma 2, smooth muscle, enteric 184.40
468 GADD45B GADD45B growth arrest and DNA damage inducible beta 183.90
469 HSPA5 HSPA5 heat shock protein family A (Hsp70) member 5 183.74
470 PRNP PRNP prion protein 183.38
471 PLBD1 PLBD1 phospholipase B domain containing 1 183.34
472 SNORD14 SNORD14D small nucleolar RNA, C/D box 14D 182.86
473 POR POR P450 (cytochrome) oxidoreductase 182.75
474 ATP6V0E1 ATP6V0E1 ATPase, H+ transporting, lysosomal 9kDa, V0 subunit e1 182.68
475 ITGB1 ITGB1 integrin beta 1 182.28
476 ENSECAG00000022042 (PNP) purine nucleoside phosphorylase 181.56
477 NAGK NAGK N-acetylglucosamine kinase 181.53
478 YWHAQ YWHAQ tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein,

theta
179.68

479 RPL19 RPL19 ribosomal protein L19 179.38
480 IL1R2 IL1R2 interleukin 1 receptor, type II 179.20
481 ENSECAG00000024434 RP11-196G11.1 179.14
482 ROMO1 ROMO1 reactive oxygen species modulator 1 178.02
483 EIF4A2 EIF4A2 eukaryotic translation initiation factor 4A2 177.59
484 UBL5 UBL5 ubiquitin like 5 177.58
485 TAF10 TAF10 TATA-box binding protein associated factor 10 174.74
486 H1FX H1FX H1 histone family member X 174.41
487 ENSECAG00000001897 RP1-241P17.4 173.94
488 HSP90AB1 HSP90AB1 heat shock protein 90kDa alpha family class B member 1 173.29
489 SEC61B SEC61B Sec61 translocon beta subunit 172.73
490 KRTCAP2 KRTCAP2 keratinocyte associated protein 2 171.88
491 BGN BGN biglycan 171.72
492 MYADM MYADM myeloid-associated differentiation marker 171.14
493 CEMIP CEMIP cell migration inducing protein, hyaluronan binding 169.94
494 BTF3 BTF3 basic transcription factor 3 168.42
495 RRAS RRAS related RAS viral (r-ras) oncogene homolog 168.05
496 FIS1 FIS1 fission, mitochondrial 1 167.80
497 UBALD1 UBALD1 UBA-like domain containing 1 167.51
498 MCL1 MCL1 myeloid cell leukemia 1 167.15
499 LUM LUM lumican 167.04
500 CHCHD2 CHCHD2 coiled-coil-helix-coiled-coil-helix domain containing 2 166.38
501 YWHAZ YWHAZ tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein,

zeta
166.07

502 CHCHD5 CHCHD5 coiled-coil-helix-coiled-coil-helix domain containing 5 165.18
503 APLP2 APLP2 amyloid beta (A4) precursor-like protein 2 165.02
504 ENSECAG00000019073 UQCRH ubiquinol-cytochrome c reductase hinge protein 164.61
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Table S15: Equus caballus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

505 GADD45A GADD45A growth arrest and DNA damage inducible alpha 164.40
506 TPM2 TPM2 tropomyosin 2 (beta) 164.28
507 DDIT4 DDIT4 DNA damage inducible transcript 4 164.15
508 RPN1 RPN1 ribophorin I 164.12
509 BTG2 BTG2 BTG family member 2 163.66
510 CLDN7 CLDN7 claudin 7 163.33
511 CFDP1 CFDP1 craniofacial development protein 1 163.02
512 TUBB TUBB tubulin, beta class I 162.95
513 MYH9 MYH9 myosin, heavy chain 9, non-muscle 162.05
514 DAZAP2 DAZAP2 DAZ associated protein 2 161.81
515 CNBP CNBP CCHC-type zinc finger, nucleic acid binding protein 161.52
516 TALDO1 TALDO1 transaldolase 1 161.12
517 SDC4 SDC4 syndecan 4 160.91
518 DDX5 (DDX5) DEAD (Asp-Glu-Ala-Asp) box helicase 5 159.94
519 S100A13 S100A13 S100 calcium binding protein A13 159.93
520 LMNA LMNA lamin A/C 159.56
521 PABPC1 PABPC1 poly(A) binding protein, cytoplasmic 1 159.56
522 ANXA4 ANXA4 annexin A4 159.28
523 CAV1 CAV1 caveolin 1 158.81
524 LMCD1 LMCD1 LIM and cysteine-rich domains 1 158.09
525 ENSECAG00000015104 (CD177) CD177 molecule 158.01
526 CALD1 CALD1 caldesmon 1 157.57
527 WDR1 WDR1 WD repeat domain 1 157.03
528 ENSECAG00000009059 ATP5O ATP synthase, H+ transporting, mitochondrial F1 complex, O subunit 156.81
529 LINC00116 LINC00116 long intergenic non-protein coding RNA 116 155.77
530 ENSECAG00000015165 (TMED9) transmembrane p24 trafficking protein 9 155.73
531 NDUFS5 NDUFS5 NADH:ubiquinone oxidoreductase subunit S5 155.58
532 NDUFA1 NDUFA1 NADH:ubiquinone oxidoreductase subunit A1 154.69
533 CRYAB (CRYAB) crystallin alpha B 154.02
534 RAB1A RAB1A RAB1A, member RAS oncogene family 154.02
535 CREG1 CREG1 cellular repressor of E1A-stimulated genes 1 153.85
536 SSR3 SSR3 signal sequence receptor, gamma (translocon-associated protein gamma) 153.74
537 ENSECAG00000010786 (PGAM1) phosphoglycerate mutase 1 153.16
538 YBX3 YBX3 Y-box binding protein 3 152.89
539 CAV2 CAV2 caveolin 2 152.78
540 C4orf3 C4orf3 chromosome 4 open reading frame 3 152.71
541 SARAF SARAF store-operated calcium entry-associated regulatory factor 152.04
542 ENSECAG00000021140 151.94
543 DYNC1H1 DYNC1H1 dynein, cytoplasmic 1, heavy chain 1 151.78
544 COL18A1 COL18A1 collagen, type XVIII, alpha 1 151.65
545 PMP22 PMP22 peripheral myelin protein 22 151.51
546 DAB2 DAB2 Dab, mitogen-responsive phosphoprotein, homolog 2 (Drosophila) 151.50
547 SUB1 SUB1 SUB1 homolog, transcriptional regulator 151.37
548 CHMP2A CHMP2A charged multivesicular body protein 2A 151.25
549 VCP VCP valosin containing protein 150.79
550 EIF4EBP1 EIF4EBP1 eukaryotic translation initiation factor 4E binding protein 1 147.10
551 PDLIM1 PDLIM1 PDZ and LIM domain 1 147.07
552 TRAPPC5 TRAPPC5 trafficking protein particle complex 5 146.88
553 ASPN ASPN asporin 146.58
554 FTL (FTL) ferritin, light polypeptide 146.15
555 RAB11A RAB11A RAB11A, member RAS oncogene family 146.03
556 TMED10 TMED10 transmembrane p24 trafficking protein 10 145.48
557 UQCRFS1 UQCRFS1 ubiquinol-cytochrome c reductase, Rieske iron-sulfur polypeptide 1 145.38
558 VAMP8 VAMP8 vesicle associated membrane protein 8 145.29
559 SERPINB6 SERPINB6 serpin peptidase inhibitor, clade B (ovalbumin), member 6 145.00
560 HSPB6 HSPB6 heat shock protein family B (small) member 6 144.60
561 RBM3 RBM3 RNA binding motif (RNP1, RRM) protein 3 144.47
562 MORF4L1 MORF4L1 mortality factor 4 like 1 144.41
563 ENSECAG00000021068 (RDH16) retinol dehydrogenase 16 (all-trans) 144.31
564 PECAM1 PECAM1 platelet/endothelial cell adhesion molecule 1 144.29
565 HADH HADH hydroxyacyl-CoA dehydrogenase 143.99
566 HNRNPA2B1 HNRNPA2B1 heterogeneous nuclear ribonucleoprotein A2/B1 143.59
567 CANX CANX calnexin 143.38
568 PSMB4 PSMB4 proteasome subunit beta 4 143.32
569 PPDPF PPDPF pancreatic progenitor cell differentiation and proliferation factor 143.07
570 BRK1 BRK1 BRICK1, SCAR/WAVE actin-nucleating complex subunit 142.59
571 U3 142.53
572 PLAC9 PLAC9 placenta specific 9 142.52
573 MAF MAF v-maf avian musculoaponeurotic fibrosarcoma oncogene homolog 141.50
574 SSR2 SSR2 signal sequence receptor, beta (translocon-associated protein beta) 140.83
575 SEP15 SEP15 140.66
576 ENSECAG00000027673 140.34
577 PGK1 PGK1 phosphoglycerate kinase 1 140.26
578 TSC22D3 TSC22D3 TSC22 domain family member 3 140.26
579 GNB1 GNB1 guanine nucleotide binding protein (G protein), beta polypeptide 1 140.20
580 ENSECAG00000025102 140.16
581 HNRNPK HNRNPK heterogeneous nuclear ribonucleoprotein K 140.11
582 ERGIC3 ERGIC3 ERGIC and golgi 3 140.10
583 MFAP5 MFAP5 microfibrillar associated protein 5 139.78
584 MTCH1 MTCH1 mitochondrial carrier 1 139.69
585 FHL1 FHL1 four and a half LIM domains 1 139.50
586 PPAP2B PPAP2B 139.24
587 TGOLN2 TGOLN2 trans-golgi network protein 2 139.09
588 HSP90AA1 HSP90AA1 heat shock protein 90kDa alpha family class A member 1 138.97
589 ATPIF1 ATPIF1 ATPase inhibitory factor 1 138.63
590 GPAA1 GPAA1 glycosylphosphatidylinositol anchor attachment 1 138.46
591 SYNGR2 SYNGR2 synaptogyrin 2 138.36
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Table S15: Equus caballus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

592 PSMB1 PSMB1 proteasome subunit beta 1 136.54
593 BCAP31 BCAP31 B-cell receptor-associated protein 31 136.42
594 YPEL3 YPEL3 yippee like 3 136.15
595 MYH11 MYH11 myosin, heavy chain 11, smooth muscle 136.11
596 NDFIP1 NDFIP1 Nedd4 family interacting protein 1 135.77
597 THY1 THY1 Thy-1 cell surface antigen 135.51
598 BASP1 BASP1 brain abundant, membrane attached signal protein 1 135.44
599 ARF6 ARF6 ADP ribosylation factor 6 134.99
600 SCARB2 SCARB2 scavenger receptor class B, member 2 134.66
601 ENSECAG00000013648 GSTA1 glutathione S-transferase alpha 1 134.00
602 ATP6V1B2 ATP6V1B2 ATPase, H+ transporting, lysosomal 56/58kDa, V1 subunit B2 133.07
603 SNORD42 SNORD42B small nucleolar RNA, C/D box 42B 133.03
604 ENSECAG00000020957 LCN2 lipocalin 2 132.89
605 MARCKS MARCKS myristoylated alanine-rich protein kinase C substrate 132.81
606 PRKCDBP PRKCDBP protein kinase C, delta binding protein 132.78
607 MORF4L2 MORF4L2 mortality factor 4 like 2 132.77
608 snoU13 132.67
609 RNASEK RNASEK ribonuclease, RNase K 131.96
610 CAP1 CAP1 CAP, adenylate cyclase-associated protein 1 (yeast) 131.86
611 ENSECAG00000023974 MRFAP1 Morf4 family associated protein 1 131.72
612 NENF NENF neudesin neurotrophic factor 131.66
613 COX5A COX5A cytochrome c oxidase subunit Va 131.62
614 RGS2 RGS2 regulator of G-protein signaling 2 131.50
615 TMBIM1 TMBIM1 transmembrane BAX inhibitor motif containing 1 131.44
616 RAB7A RAB7A RAB7A, member RAS oncogene family 131.18
617 FBXO27 FBXO27 F-box protein 27 131.07
618 KLF6 KLF6 Kruppel-like factor 6 131.05
619 CD74 CD74 CD74 molecule, major histocompatibility complex, class II invariant chain 131.03
620 UQCRB UQCRB ubiquinol-cytochrome c reductase binding protein 130.82
621 YWHAB YWHAB tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein,

beta
130.30

622 IVNS1ABP IVNS1ABP influenza virus NS1A binding protein 130.28
623 ATP6V0B ATP6V0B ATPase, H+ transporting, lysosomal 21kDa, V0 subunit b 130.25
624 ENSECAG00000006721 (RP11-745O10.4) 130.22
625 CRISPLD2 CRISPLD2 cysteine-rich secretory protein LCCL domain containing 2 130.11
626 BAAT BAAT bile acid-CoA:amino acid N-acyltransferase 130.05
627 COPE COPE coatomer protein complex subunit epsilon 130.03
628 ENSECAG00000012696 129.57
629 MGST3 MGST3 microsomal glutathione S-transferase 3 129.36
630 CTNNA1 CTNNA1 catenin alpha 1 129.36
631 GNG11 GNG11 guanine nucleotide binding protein (G protein), gamma 11 128.78
632 ATP1B1 ATP1B1 ATPase, Na+/K+ transporting, beta 1 polypeptide 128.53
633 EIF4EBP2 EIF4EBP2 eukaryotic translation initiation factor 4E binding protein 2 127.87
634 KCNMB1 KCNMB1 potassium channel subfamily M regulatory beta subunit 1 127.67
635 PDIA6 PDIA6 protein disulfide isomerase family A member 6 127.14
636 NFE2L1 NFE2L1 nuclear factor, erythroid 2 like 1 127.08
637 TNFRSF12A TNFRSF12A tumor necrosis factor receptor superfamily member 12A 127.08
638 ENSECAG00000026994 (TMEM14C) transmembrane protein 14C 126.86
639 MUC1 MUC1 mucin 1, cell surface associated 126.85
640 ENSECAG00000008396 CALM3 calmodulin 3 (phosphorylase kinase, delta) 126.57
641 GNB2 GNB2 guanine nucleotide binding protein (G protein), beta polypeptide 2 126.54
642 FSTL1 FSTL1 follistatin like 1 126.41
643 CAPZB CAPZB capping protein (actin filament) muscle Z-line, beta 126.39
644 NUCB1 NUCB1 nucleobindin 1 126.20
645 IER2 IER2 immediate early response 2 126.02
646 RNASE4 RNASE4 ribonuclease, RNase A family, 4 125.98
647 RAN RAN RAN, member RAS oncogene family 125.64
648 CLDN8 CLDN8 claudin 8 125.56
649 PFDN5 PFDN5 prefoldin subunit 5 125.53
650 HMOX1 HMOX1 heme oxygenase 1 125.48
651 ID3 ID3 inhibitor of DNA binding 3, dominant negative helix-loop-helix protein 125.27
652 GSN GSN gelsolin 124.78
653 FBLN1 FBLN1 fibulin 1 124.29
654 ENSECAG00000022524 UQCR11 ubiquinol-cytochrome c reductase, complex III subunit XI 123.97
655 YIPF3 YIPF3 Yip1 domain family member 3 123.97
656 PET100 PET100 PET100 homolog 123.88
657 CLSTN1 CLSTN1 calsyntenin 1 122.89
658 NDRG1 NDRG1 N-myc downstream regulated 1 122.62
659 HEXB HEXB hexosaminidase B (beta polypeptide) 122.41
660 HNRNPF HNRNPF heterogeneous nuclear ribonucleoprotein F 122.40
661 ENSECAG00000019392 BLOC1S1 biogenesis of lysosomal organelles complex-1, subunit 1 122.35
662 LRRN4CL LRRN4CL LRRN4 C-terminal like 122.23
663 ERRFI1 ERRFI1 ERBB receptor feedback inhibitor 1 122.20
664 ENSECAG00000023062 (GZMB) granzyme B 122.06
665 ENSECAG00000019726 (CEBPB) CCAAT/enhancer binding protein (C/EBP), beta 121.81
666 ENSECAG00000018883 RDH16 retinol dehydrogenase 16 (all-trans) 121.67
667 RPS27L RPS27 ribosomal protein S27 121.62
668 ENSECAG00000027667 121.44
669 PPP1CA PPP1CA protein phosphatase 1, catalytic subunit, alpha isozyme 121.37
670 FAM129B FAM129B family with sequence similarity 129 member B 121.07
671 JUP (JUP) junction plakoglobin 120.89
672 VWF VWF von Willebrand factor 120.87
673 RAB5C RAB5C RAB5C, member RAS oncogene family 120.84
674 HEBP1 HEBP1 heme binding protein 1 120.42
675 PSMB5 PSMB5 proteasome subunit beta 5 120.15
676 NDUFS6 NDUFS6 NADH:ubiquinone oxidoreductase subunit S6 120.11
677 HCP-1 HNRNPA1 heterogeneous nuclear ribonucleoprotein A1 120.04
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Table S15: Equus caballus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

678 SH3BGRL3 SH3BGRL3 SH3 domain binding glutamate-rich protein like 3 119.98
679 NHP2L1 NHP2L1 119.93
680 TMEM86A TMEM86A transmembrane protein 86A 119.78
681 MRPL54 MRPL54 mitochondrial ribosomal protein L54 119.38
682 SKP1 SKP1 S-phase kinase-associated protein 1 119.22
683 LMOD1 LMOD1 leiomodin 1 (smooth muscle) 118.51
684 CD14 CD14 CD14 molecule 117.62
685 ENSECAG00000002592 (RPSA) ribosomal protein SA 117.36
686 FKBP2 FKBP2 FK506 binding protein 2 117.36
687 ITIH5 ITIH5 inter-alpha-trypsin inhibitor heavy chain family member 5 117.34
688 ENSECAG00000007359 IL10RB interleukin 10 receptor, beta 116.92
689 ATP6AP1 ATP6AP1 ATPase, H+ transporting, lysosomal accessory protein 1 116.62
690 TMEM176B TMEM176B transmembrane protein 176B 116.37
691 CHMP4B CHMP4B charged multivesicular body protein 4B 116.33
692 ENSECAG00000023559 (SPCS1) signal peptidase complex subunit 1 116.33
693 CTSA CTSA cathepsin A 116.23
694 ILK ILK integrin linked kinase 116.10
695 ENSECAG00000023592 YBX1 Y-box binding protein 1 115.82
696 EDF1 EDF1 endothelial differentiation-related factor 1 115.69
697 DHRS7 DHRS7 dehydrogenase/reductase (SDR family) member 7 115.12
698 ENSECAG00000008721 (GZMB) granzyme B 114.97
699 APIP APIP APAF1 interacting protein 114.92
700 LAMP2 LAMP2 lysosomal-associated membrane protein 2 114.66
701 ENSECAG00000003944 (GAPDH) glyceraldehyde-3-phosphate dehydrogenase 114.64
702 ENSECAG00000027699 114.57
703 CD24 CD24 CD24 molecule 114.46
704 ENSECAG00000000106 TXNDC5 thioredoxin domain containing 5 (endoplasmic reticulum) 114.40
705 EFHD2 EFHD2 EF-hand domain family member D2 114.35
706 SYPL1 SYPL1 synaptophysin-like 1 114.30
707 ENSECAG00000007071 (GTPBP6) GTP binding protein 6 (putative) 114.22
708 MDH2 (MDH2) malate dehydrogenase 2 114.20
709 CUTA CUTA cutA divalent cation tolerance homolog (E. coli) 114.12
710 TAX1BP3 TAX1BP3 Tax1 (human T-cell leukemia virus type I) binding protein 3 113.73
711 NCL NCL nucleolin 113.67
712 NDUFB7 NDUFB7 NADH:ubiquinone oxidoreductase subunit B7 113.46
713 ADAM9 ADAM9 ADAM metallopeptidase domain 9 113.43
714 ENSECAG00000018179 SHFM1 split hand/foot malformation (ectrodactyly) type 1 113.39
715 ENSECAG00000018139 (GSTA3) glutathione S-transferase alpha 3 113.23
716 PRELID1 PRELID1 PRELI domain containing 1 113.01
717 GNG5 GNG5 guanine nucleotide binding protein (G protein), gamma 5 112.72
718 ATP5J ATP5J ATP synthase, H+ transporting, mitochondrial Fo complex subunit F6 112.49
719 ENSECAG00000002256 KRT18 keratin 18, type I 112.20
720 ENSECAG00000000968 (IFITM3) interferon induced transmembrane protein 3 112.15
721 EIF3L EIF3L eukaryotic translation initiation factor 3 subunit L 112.14
722 TMEM258 TMEM258 transmembrane protein 258 112.12
723 PLA2G16 PLA2G16 phospholipase A2 group XVI 112.09
724 TMED4 TMED4 transmembrane p24 trafficking protein 4 112.02
725 ENSECAG00000010289 112.02
726 PLAUR PLAUR plasminogen activator, urokinase receptor 112.01
727 ENSECAG00000004696 (GNAS) GNAS complex locus 111.99
728 GABARAPL1 GABARAPL1 GABA(A) receptor-associated protein like 1 111.89
729 ENSECAG00000017645 HNRNPC heterogeneous nuclear ribonucleoprotein C (C1/C2) 111.60
730 PSMA7 PSMA7 proteasome subunit alpha 7 111.45
731 ZFAND5 ZFAND5 zinc finger, AN1-type domain 5 111.33
732 SNORD57 SNORD57 small nucleolar RNA, C/D box 57 111.13
733 IDH2 IDH2 isocitrate dehydrogenase 2 (NADP+), mitochondrial 110.71
734 FUCA1 FUCA1 fucosidase, alpha-L- 1, tissue 110.66
735 CD36 CD36 CD36 molecule (thrombospondin receptor) 110.63
736 ITGB5 ITGB5 integrin beta 5 110.35
737 ENSECAG00000008166 110.25
738 AP2S1 AP2S1 adaptor-related protein complex 2 sigma 1 subunit 110.25
739 RCAN1 RCAN1 regulator of calcineurin 1 110.23
740 HYPK SERF2 small EDRK-rich factor 2 110.22
741 ENSECAG00000016634 110.20
742 CCNI CCNI cyclin I 110.01
743 PDXK PDXK pyridoxal (pyridoxine, vitamin B6) kinase 110.00
744 ENSECAG00000008404 (DYNLRB1) dynein, light chain, roadblock-type 1 109.89
745 PPP1R15A PPP1R15A protein phosphatase 1 regulatory subunit 15A 109.86
746 YWHAH YWHAH tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein,

eta
109.55

747 ENSECAG00000003089 (SPTBN1) spectrin, beta, non-erythrocytic 1 109.50
748 MN-SOD (SOD2) superoxide dismutase 2, mitochondrial 109.48
749 PDCD6 PDCD6 programmed cell death 6 109.38
750 EPCAM EPCAM epithelial cell adhesion molecule 109.30
751 CX43 GJA1 gap junction protein alpha 1 109.20
752 TSPAN3 TSPAN3 tetraspanin 3 109.14
753 CYC1 CYC1 cytochrome c-1 109.08
754 DHCR24 DHCR24 24-dehydrocholesterol reductase 109.00
755 CTDSP2 CTDSP2 CTD small phosphatase 2 108.81
756 TBETA-RII TGFBR2 transforming growth factor beta receptor II 108.75
757 ENSECAG00000012906 CLEC4A C-type lectin domain family 4, member A 108.69
758 RPN2 RPN2 ribophorin II 108.31
759 CTSS CTSS cathepsin S 108.28
760 ENSECAG00000017773 108.09
761 PCOLCE2 PCOLCE2 procollagen C-endopeptidase enhancer 2 107.95
762 PEBP1 PEBP1 phosphatidylethanolamine binding protein 1 107.84
763 ENSECAG00000007317 NBL1 neuroblastoma 1, DAN family BMP antagonist 107.70
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Table S15: Equus caballus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

764 CDH1 CDH1 cadherin 1, type 1 107.63
765 ENSECAG00000027336 107.54
766 MANF (MANF) mesencephalic astrocyte-derived neurotrophic factor 107.51
767 CLTB CLTB clathrin, light chain B 107.33
768 SEPX1 MSRB1 methionine sulfoxide reductase B1 106.93
769 ELOVL5 ELOVL5 ELOVL fatty acid elongase 5 106.80
770 LRPAP1 LRPAP1 LDL receptor related protein associated protein 1 106.72
771 MINOS1 MINOS1 mitochondrial inner membrane organizing system 1 106.63
772 VASP VASP vasodilator-stimulated phosphoprotein 106.53
773 RGAG4 RGAG4 retrotransposon gag domain containing 4 106.43
774 ATP5H ATP5H ATP synthase, H+ transporting, mitochondrial Fo complex subunit D 106.35
775 KLF4 KLF4 Kruppel-like factor 4 (gut) 106.16
776 PSMD8 PSMD8 proteasome 26S subunit, non-ATPase 8 106.12
777 NDUFB10 NDUFB10 NADH:ubiquinone oxidoreductase subunit B10 105.87
778 RAB11B RAB11B RAB11B, member RAS oncogene family 105.80
779 XBP1 XBP1 X-box binding protein 1 105.57
780 SERBP1 SERBP1 SERPINE1 mRNA binding protein 1 105.02
781 ARL4C ARL4C ADP ribosylation factor like GTPase 4C 105.01
782 SERINC3 SERINC3 serine incorporator 3 104.71
783 CIB1 CIB1 calcium and integrin binding 1 104.53
784 CTNNB1 CTNNB1 catenin beta 1 104.46
785 RNF130 RNF130 ring finger protein 130 104.24
786 EIF3G EIF3G eukaryotic translation initiation factor 3 subunit G 103.98
787 ENSECAG00000026364 103.89
788 COA3 COA3 cytochrome c oxidase assembly factor 3 103.78
789 ENSECAG00000018675 CH17-335B8.4 103.67
790 SPARCL1 SPARCL1 SPARC like 1 103.60
791 ENSECAG00000024946 GSTM1 glutathione S-transferase mu 1 103.27
792 ENSECAG00000021518 SULT1A1 sulfotransferase family 1A member 1 103.03
793 EIF3D EIF3D eukaryotic translation initiation factor 3 subunit D 103.02
794 VAT1 VAT1 vesicle amine transport 1 103.01
795 SEC61G SEC61G Sec61 translocon gamma subunit 102.98
796 DAD1 DAD1 defender against cell death 1 102.94
797 GNS GNS glucosamine (N-acetyl)-6-sulfatase 102.65
798 STOM STOM stomatin 102.62
799 PRKAR1A PRKAR1A protein kinase, cAMP-dependent, regulatory subunit type I alpha 102.48
800 CYB5R3 CYB5R3 cytochrome b5 reductase 3 102.46
801 DHRS3 DHRS3 dehydrogenase/reductase (SDR family) member 3 102.43
802 CDC42 (CDC42) cell division cycle 42 102.38
803 ACTN1 ACTN1 actinin, alpha 1 102.28
804 LEPROT LEPROT leptin receptor overlapping transcript 102.09
805 GRP94 HSP90B1 heat shock protein 90kDa beta family member 1 102.01
806 CCT2 CCT2 chaperonin containing TCP1, subunit 2 (beta) 101.99
807 ENSECAG00000022442 CALM1 calmodulin 1 (phosphorylase kinase, delta) 101.86
808 CDH5 CDH5 cadherin 5, type 2 (vascular endothelium) 101.63
809 HM13 HM13 histocompatibility (minor) 13 101.50
810 SLC37A2 SLC37A2 solute carrier family 37 (glucose-6-phosphate transporter), member 2 101.37
811 CHRDL1 CHRDL1 chordin-like 1 101.00
812 DPYSL3 DPYSL3 dihydropyrimidinase like 3 100.97
813 S100A4 S100A4 S100 calcium binding protein A4 100.62
814 LMAN2 LMAN2 lectin, mannose-binding 2 100.38
815 ANKRD9 ANKRD9 ankyrin repeat domain 9 100.33
816 APMAP APMAP adipocyte plasma membrane associated protein 100.22
817 IGF2R IGF2R insulin like growth factor 2 receptor 100.16
818 ENSECAG00000006734 99.82
819 IGFBP2 IGFBP2 insulin like growth factor binding protein 2 99.64
820 ENSECAG00000021658 NME1-NME2 NME1-NME2 readthrough 99.63
821 SPON2 SPON2 spondin 2, extracellular matrix protein 99.63
822 ENSECAG00000026861 SMIM7 small integral membrane protein 7 99.33
823 SLC40A1 SLC40A1 solute carrier family 40 (iron-regulated transporter), member 1 99.17
824 AK3 AK3 adenylate kinase 3 99.01
825 CSDE1 CSDE1 cold shock domain containing E1, RNA binding 98.98
826 ENSECAG00000002649 (MRFAP1) Morf4 family associated protein 1 98.77
827 RBPMS RBPMS RNA binding protein with multiple splicing 98.60
828 HNRNPAB HNRNPAB heterogeneous nuclear ribonucleoprotein A/B 98.54
829 ENSA ENSA endosulfine alpha 98.39
830 PTP4A1 PTP4A1 protein tyrosine phosphatase type IVA, member 1 98.33
831 RER1 RER1 retention in endoplasmic reticulum sorting receptor 1 98.23
832 WSB1 WSB1 WD repeat and SOCS box containing 1 97.93
833 ARPC4 ARPC4 actin related protein 2/3 complex subunit 4 97.80
834 ENSECAG00000007689 PSENEN presenilin enhancer gamma secretase subunit 97.77
835 ENSECAG00000027674 97.70
836 ENSECAG00000016960 (TRMT112) tRNA methyltransferase 11-2 homolog (S. cerevisiae) 97.62
837 ENSECAG00000001455 (RPL15) ribosomal protein L15 97.38
838 COTL1 COTL1 coactosin-like F-actin binding protein 1 97.27
839 WDR83OS WDR83OS WD repeat domain 83 opposite strand 97.16
840 H2AFZ (H2AFZ) H2A histone family member Z 97.06
841 HINT1 HINT1 histidine triad nucleotide binding protein 1 96.83
842 MRPS24 MRPS24 mitochondrial ribosomal protein S24 96.78
843 HNRNPU HNRNPU heterogeneous nuclear ribonucleoprotein U (scaffold attachment factor A) 96.73
844 SF3B5 SF3B5 splicing factor 3b subunit 5 96.56
845 ARHGDIB ARHGDIB Rho GDP dissociation inhibitor (GDI) beta 96.55
846 ARHGAP1 ARHGAP1 Rho GTPase activating protein 1 96.49
847 CAPG CAPG capping protein (actin filament), gelsolin-like 96.47
848 GABARAPL2 GABARAPL2 GABA(A) receptor-associated protein like 2 96.45
849 DSP DSP desmoplakin 96.16
850 LASP1 LASP1 LIM and SH3 protein 1 96.12
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3.11 Equus caballus Placental Gene Expression 3 SPECIES EXPRESSION

Table S15: Equus caballus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

851 SELK SELK 96.08
852 ENSECAG00000024045 (EFHD1) EF-hand domain family member D1 96.03
853 KARS KARS lysyl-tRNA synthetase 96.00
854 VDAC2 VDAC2 voltage-dependent anion channel 2 95.91
855 MXRA8 MXRA8 matrix-remodelling associated 8 95.86
856 MRPL20 MRPL20 mitochondrial ribosomal protein L20 95.40
857 NDUFB4 NDUFB4 NADH:ubiquinone oxidoreductase subunit B4 95.39
858 ENSECAG00000016754 (RNASET2) ribonuclease T2 95.03
859 ENSECAG00000024557 (IFITM3) interferon induced transmembrane protein 3 94.92
860 SOCS3 SOCS3 suppressor of cytokine signaling 3 94.74
861 SHISA5 SHISA5 shisa family member 5 94.73
862 OAZ2 OAZ2 ornithine decarboxylase antizyme 2 94.69
863 NDUFA6 NDUFA6 NADH:ubiquinone oxidoreductase subunit A6 94.48
864 TYROBP TYROBP TYRO protein tyrosine kinase binding protein 94.47
865 CD163 CD163 CD163 molecule 94.17
866 ID2 ID2 inhibitor of DNA binding 2, dominant negative helix-loop-helix protein 94.15
867 FAM195B FAM195B family with sequence similarity 195 member B 94.10
868 ENSECAG00000023212 94.10
869 SCAND1 SCAND1 SCAN domain containing 1 93.92
870 MSN MSN moesin 93.81
871 ANGPTL4 ANGPTL4 angiopoietin like 4 93.74
872 SNORD113 SNORD114-1 small nucleolar RNA, C/D box 114-1 93.69
873 ENSECAG00000003049 93.66
874 ENSECAG00000011389 93.53
875 SPTBN1 SPTBN1 spectrin, beta, non-erythrocytic 1 93.49
876 CD44 CD44 CD44 molecule (Indian blood group) 93.28
877 TYRO3 TYRO3 TYRO3 protein tyrosine kinase 93.09
878 ANGPTL2 ANGPTL2 angiopoietin like 2 92.88
879 TPP1 TPP1 tripeptidyl peptidase I 92.78
880 IGFBP4 IGFBP4 insulin like growth factor binding protein 4 92.11
881 ENSECAG00000008739 AOC3 amine oxidase, copper containing 3 92.03
882 CLTA CLTA clathrin, light chain A 92.02
883 UNC93A UNC93A unc-93 homolog A (C. elegans) 91.98
884 ENSECAG00000027634 91.97
885 AKT1 AKT1 v-akt murine thymoma viral oncogene homolog 1 91.90
886 DPM2 DPM2 dolichyl-phosphate mannosyltransferase polypeptide 2, regulatory subunit 91.86
887 ENSECAG00000013936 (SNRNP70) small nuclear ribonucleoprotein, U1 70kDa subunit 91.77
888 FAM32A FAM32A family with sequence similarity 32 member A 91.72
889 REXO2 REXO2 RNA exonuclease 2 91.72
890 GPC3 GPC3 glypican 3 91.60
891 ERP29 ERP29 endoplasmic reticulum protein 29 91.59
892 ARF4 ARF4 ADP ribosylation factor 4 91.53
893 ENSECAG00000025123 SELT 91.52
894 NDUFB11 NDUFB11 NADH:ubiquinone oxidoreductase subunit B11 91.41
895 ATP5G1 ATP5G1 ATP synthase, H+ transporting, mitochondrial Fo complex subunit C1 (sub-

unit 9)
91.35

896 ENSECAG00000015947 (CD177) CD177 molecule 91.31
897 MEA1 MEA1 male-enhanced antigen 1 91.23
898 HMGB1 HMGB1 high mobility group box 1 91.19
899 CLEC14A CLEC14A C-type lectin domain family 14, member A 90.90
900 CYBA CYBA cytochrome b-245, alpha polypeptide 90.78
901 ST13 ST13 suppression of tumorigenicity 13 (colon carcinoma) (Hsp70 interacting pro-

tein)
90.67

902 FSCN1 FSCN1 fascin actin-bundling protein 1 90.58
903 ENSECAG00000010039 NDUFB8 NADH:ubiquinone oxidoreductase subunit B8 90.46
904 ENSECAG00000015936 SLC52A1 solute carrier family 52 (riboflavin transporter), member 1 90.45
905 UQCRC1 UQCRC1 ubiquinol-cytochrome c reductase core protein I 90.43
906 SNRPD3 SNRPD3 small nuclear ribonucleoprotein D3 polypeptide 90.37
907 WLS WLS wntless Wnt ligand secretion mediator 90.34
908 PRSS8 PRSS8 protease, serine 8 90.31
909 S100A1 S100A1 S100 calcium binding protein A1 90.24
910 CNN1 CNN1 calponin 1, basic, smooth muscle 89.99
911 PFKL PFKL phosphofructokinase, liver 89.91
912 C22orf39 C22orf39 chromosome 22 open reading frame 39 89.88
913 ISCA1 ISCA1 iron-sulfur cluster assembly 1 89.30
914 HNRNPA3 HNRNPA3 heterogeneous nuclear ribonucleoprotein A3 88.86
915 MFAP2 MFAP2 microfibrillar associated protein 2 88.54
916 SLIT3 SLIT3 slit guidance ligand 3 88.36
917 FCGRT FCGRT Fc fragment of IgG, receptor, transporter, alpha 88.32
918 GPX1 GPX1 glutathione peroxidase 1 88.23
919 ARL6IP5 ARL6IP5 ADP ribosylation factor like GTPase 6 interacting protein 5 88.23
920 GLB1 GLB1 galactosidase beta 1 88.16
921 NET1 NET1 neuroepithelial cell transforming 1 88.00
922 DYNLT1 DYNLT1 dynein, light chain, Tctex-type 1 87.94
923 GADD45G GADD45G growth arrest and DNA damage inducible gamma 87.80
924 DDOST DDOST dolichyl-diphosphooligosaccharide–protein glycosyltransferase subunit (non-

catalytic)
87.60

925 DEGS1 DEGS1 delta(4)-desaturase, sphingolipid 1 87.59
926 CLDN1 CLDN1 claudin 1 87.52
927 MGAT4B MGAT4B mannosyl (alpha-1,3-)-glycoprotein beta-1,4-N-

acetylglucosaminyltransferase, isozyme B
87.36

928 IQGAP1 IQGAP1 IQ motif containing GTPase activating protein 1 87.26
929 QARS QARS glutaminyl-tRNA synthetase 87.25
930 PSMB7 PSMB7 proteasome subunit beta 7 87.08
931 ARPC5 ARPC5 actin related protein 2/3 complex subunit 5 87.07
932 DYNLL2 DYNLL2 dynein, light chain, LC8-type 2 87.03
933 PSMB6 PSMB6 proteasome subunit beta 6 86.63
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Table S15: Equus caballus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

934 AP1S1 AP1S1 adaptor-related protein complex 1 sigma 1 subunit 86.55
935 ENSECAG00000016787 86.54
936 NONO NONO non-POU domain containing, octamer-binding 86.39
937 RTN3 RTN3 reticulon 3 86.30
938 SNORD81 86.30
939 WBP2 WBP2 WW domain binding protein 2 86.29
940 HINT2 HINT2 histidine triad nucleotide binding protein 2 86.20
941 AQP3 AQP3 aquaporin 3 (Gill blood group) 86.10
942 SEMA4B SEMA4B sema domain, immunoglobulin domain (Ig), transmembrane domain (TM)

and short cytoplasmic domain, (semaphorin) 4B
86.02

943 DDR1 DDR1 discoidin domain receptor tyrosine kinase 1 86.01
944 H2AFV H2AFZ H2A histone family member Z 85.90
945 SGK1 SGK1 serum/glucocorticoid regulated kinase 1 85.90
946 FKBP8 FKBP8 FK506 binding protein 8 85.78
947 CTSH CTSH cathepsin H 85.51
948 ENSECAG00000005729 85.33
949 MLF2 MLF2 myeloid leukemia factor 2 85.27
950 ENSECAG00000024719 (SLC2A3) solute carrier family 2 (facilitated glucose transporter), member 3 85.25
951 RGS4 RGS4 regulator of G-protein signaling 4 85.22
952 ENSECAG00000002390 (BEX1) brain expressed X-linked 1 85.15
953 TBCA TBCA tubulin folding cofactor A 85.14
954 VAPA VAPA VAMP associated protein A 85.13
955 ANXA7 ANXA7 annexin A7 85.07
956 TGIF2-C20orf24 TGIF2-C20orf24 TGIF2-C20orf24 readthrough 85.03
957 UBE2V1 UBE2V1 ubiquitin conjugating enzyme E2 variant 1 84.90
958 HMOX2 HMOX2 heme oxygenase 2 84.71
959 VAMP3 VAMP3 vesicle associated membrane protein 3 84.60
960 GLMP GLMP glycosylated lysosomal membrane protein 84.43
961 ENSECAG00000020675 (RFK) riboflavin kinase 84.38
962 F2R F2R coagulation factor II (thrombin) receptor 84.37
963 11-HSD2 HSD11B2 hydroxysteroid (11-beta) dehydrogenase 2 84.27
964 POMP POMP proteasome maturation protein 84.18
965 PSMG4 PSMG4 proteasome (prosome, macropain) assembly chaperone 4 84.08
966 C1QTNF5 C1QTNF5 C1q and tumor necrosis factor related protein 5 83.98
967 GSTO1 GSTO1 glutathione S-transferase omega 1 83.93
968 EIF3I EIF3I eukaryotic translation initiation factor 3 subunit I 83.93
969 BOK BOK BCL2-related ovarian killer 83.92
970 PRELP PRELP proline/arginine-rich end leucine-rich repeat protein 83.91
971 ARPC3 ARPC3 actin related protein 2/3 complex subunit 3 83.90
972 KLF10 KLF10 Kruppel-like factor 10 83.84
973 RNH1 RNH1 ribonuclease/angiogenin inhibitor 1 83.65
974 PARK7 PARK7 parkinson protein 7 83.48
975 ENSECAG00000018107 (SLC7A4) solute carrier family 7 member 4 83.47
976 FLOT1 FLOT1 flotillin 1 83.34
977 MAPK3 MAPK3 mitogen-activated protein kinase 3 83.28
978 TLN1 TLN1 talin 1 83.14
979 CNN3 CNN3 calponin 3, acidic 83.06
980 LAMTOR2 LAMTOR2 late endosomal/lysosomal adaptor, MAPK and MTOR activator 2 83.03
981 ENSECAG00000015782 (HLA-B) major histocompatibility complex, class I, B 82.99
982 GPRC5B GPRC5B G protein-coupled receptor, class C, group 5, member B 82.82
983 PSMD2 PSMD2 proteasome 26S subunit, non-ATPase 2 82.80
984 MYDGF MYDGF myeloid-derived growth factor 82.76
985 SERINC1 SERINC1 serine incorporator 1 82.71
986 LBH LBH limb bud and heart development 82.60
987 CTSC CTSC cathepsin C 82.56
988 NPTN NPTN neuroplastin 82.46
989 GGH GGH gamma-glutamyl hydrolase (conjugase, folylpolygammaglutamyl hydrolase) 82.31
990 NDUFV3 NDUFV3 NADH:ubiquinone oxidoreductase subunit V3 82.24
991 LAMB2 LAMB2 laminin subunit beta 2 82.24
992 UBE2D3 UBE2D3 ubiquitin conjugating enzyme E2D 3 82.22
993 ENSECAG00000002762 (PRDX1) peroxiredoxin 1 82.21
994 MFSD4 MFSD4 major facilitator superfamily domain containing 4 82.16
995 PAQR4 PAQR4 progestin and adipoQ receptor family member IV 82.16
996 CAPN2 CAPN2 calpain 2, (m/II) large subunit 82.09
997 ENSECAG00000008848 (PDIA4) protein disulfide isomerase family A member 4 82.01
998 SUN2 SUN2 Sad1 and UNC84 domain containing 2 81.84
999 ATP6V0D1 ATP6V0D1 ATPase, H+ transporting, lysosomal 38kDa, V0 subunit d1 81.74
1000 HNRNPH1 HNRNPH1 heterogeneous nuclear ribonucleoprotein H1 (H) 81.67
1001 ENSECAG00000007123 CHMP3 charged multivesicular body protein 3 81.64
1002 SCNN1A SCNN1A sodium channel, non voltage gated 1 alpha subunit 81.61
1003 TIMM13 TIMM13 translocase of inner mitochondrial membrane 13 homolog (yeast) 81.51
1004 BCAM BCAM basal cell adhesion molecule (Lutheran blood group) 81.03
1005 ARP3 ACTR3 ARP3 actin-related protein 3 homolog (yeast) 80.88
1006 CLIC4 CLIC4 chloride intracellular channel 4 80.70
1007 SNORD48 SNORD48 small nucleolar RNA, C/D box 48 80.47
1008 RCN1 RCN1 reticulocalbin 1 80.39
1009 TMEM9 TMEM9 transmembrane protein 9 80.37
1010 COX14 COX14 COX14, cytochrome c oxidase assembly factor 80.30
1011 PLEKHO1 (PLEKHO1) pleckstrin homology domain containing O1 80.29
1012 ENSECAG00000023296 (PPAP2A) 80.24
1013 ATP6V1E1 ATP6V1E1 ATPase, H+ transporting, lysosomal 31kDa, V1 subunit E1 80.15
1014 PPP1R14B PPP1R14B protein phosphatase 1 regulatory inhibitor subunit 14B 80.14
1015 DRAP1 DRAP1 DR1-associated protein 1 (negative cofactor 2 alpha) 80.13
1016 CMTM3 CMTM3 CKLF-like MARVEL transmembrane domain containing 3 79.79
1017 CDIPT CDIPT CDP-diacylglycerol–inositol 3-phosphatidyltransferase 79.69
1018 SNORD22 79.52
1019 OS9 OS9 osteosarcoma amplified 9, endoplasmic reticulum lectin 79.28
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Table S15: Equus caballus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

1020 CAPN1 CAPN1 calpain 1, (mu/I) large subunit 79.28
1021 ACTR2 ACTR2 ARP2 actin-related protein 2 homolog (yeast) 79.26
1022 MESDC2 MESDC2 mesoderm development candidate 2 79.17
1023 VAMP5 VAMP5 vesicle associated membrane protein 5 79.15
1024 EIF4B EIF4B eukaryotic translation initiation factor 4B 78.92
1025 C15H2orf40 C2orf40 chromosome 2 open reading frame 40 78.81
1026 FDX1 FDX1 ferredoxin 1 78.52
1027 PPP1R15B PPP1R15B protein phosphatase 1 regulatory subunit 15B 78.47
1028 TMEM141 TMEM141 transmembrane protein 141 78.21
1029 RRAD RRAD Ras-related associated with diabetes 78.18
1030 BACE2 BACE2 beta-site APP-cleaving enzyme 2 78.02
1031 ENSECAG00000020640 (GZMB) granzyme B 77.92
1032 PPP2R1A PPP2R1A protein phosphatase 2 regulatory subunit A, alpha 77.92
1033 RAB24 RAB24 RAB24, member RAS oncogene family 77.90
1034 ZYX ZYX zyxin 77.87
1035 ENSECAG00000021750 (HLA-B) major histocompatibility complex, class I, B 77.79
1036 SH3BGRL2 SH3BGRL2 SH3 domain binding glutamate-rich protein like 2 77.67
1037 LAMC1 LAMC1 laminin subunit gamma 1 77.67
1038 SLC25A5 SLC25A5 solute carrier family 25 (mitochondrial carrier; adenine nucleotide transloca-

tor), member 5
77.57

1039 DDX17 DDX17 DEAD (Asp-Glu-Ala-Asp) box helicase 17 77.54
1040 PNRC1 PNRC1 proline rich nuclear receptor coactivator 1 77.53
1041 SET SET SET nuclear proto-oncogene 77.22
1042 EEF1D EEF1D eukaryotic translation elongation factor 1 delta (guanine nucleotide exchange

protein)
77.21

1043 ENSECAG00000007907 ALDH3B1 aldehyde dehydrogenase 3 family member B1 77.09
1044 SEC61A1 SEC61A1 Sec61 translocon alpha 1 subunit 76.93
1045 SNX3 SNX3 sorting nexin 3 76.88
1046 POLR2F POLR2F polymerase (RNA) II (DNA directed) polypeptide F 76.81
1047 NAGA NAGA N-acetylgalactosaminidase, alpha- 76.75
1048 GPI GPI glucose-6-phosphate isomerase 76.63
1049 ENSECAG00000000325 (HLA-A) major histocompatibility complex, class I, A 76.61
1050 snoU2_19 76.56
1051 ENSECAG00000012677 HNRNPL heterogeneous nuclear ribonucleoprotein L 76.50
1052 IGFBP6 IGFBP6 insulin like growth factor binding protein 6 76.42
1053 AVPI1 AVPI1 arginine vasopressin induced 1 76.32
1054 CLDND1 CLDND1 claudin domain containing 1 76.27
1055 FKBP4 FKBP4 FK506 binding protein 4 76.26
1056 TRAM1 TRAM1 translocation associated membrane protein 1 76.08
1057 BNIP3 BNIP3 BCL2/adenovirus E1B 19kDa interacting protein 3 76.03
1058 UPK1B UPK1B uroplakin 1B 75.96
1059 REEP5 REEP5 receptor accessory protein 5 75.95
1060 VPS28 (VPS28) vacuolar protein sorting 28 homolog (S. cerevisiae) 75.94
1061 F2RL2 F2RL2 coagulation factor II (thrombin) receptor-like 2 75.86
1062 ISOC2 ISOC2 isochorismatase domain containing 2 75.83
1063 NID2 NID2 nidogen 2 75.43
1064 ENSECAG00000004574 (RPL21) ribosomal protein L21 75.41
1065 BNIP3L BNIP3L BCL2/adenovirus E1B 19kDa interacting protein 3-like 75.40
1066 EMC3 EMC3 ER membrane protein complex subunit 3 75.29
1067 SLC39A7 SLC39A7 solute carrier family 39 (zinc transporter), member 7 75.27
1068 STUB1 STUB1 STIP1 homology and U-box containing protein 1, E3 ubiquitin protein ligase 75.21
1069 NDUFS2 NDUFS2 NADH:ubiquinone oxidoreductase core subunit S2 75.06
1070 MKRN1 MKRN1 makorin ring finger protein 1 74.88
1071 NUDC NUDC nudC nuclear distribution protein 74.83
1072 ENSECAG00000008746 EIF3CL eukaryotic translation initiation factor 3 subunit C-like 74.79
1073 GSTM3 GSTM3 glutathione S-transferase mu 3 (brain) 74.75
1074 FAM89A FAM89A family with sequence similarity 89 member A 74.64
1075 ARPC1A ARPC1A actin related protein 2/3 complex subunit 1A 74.52
1076 TMEM179B TMEM179B transmembrane protein 179B 74.51
1077 SDHC SDHC succinate dehydrogenase complex subunit C 74.47
1078 MAP4 MAP4 microtubule associated protein 4 74.39
1079 CNDP2 CNDP2 CNDP dipeptidase 2 (metallopeptidase M20 family) 74.37
1080 C14orf166 C14orf166 chromosome 14 open reading frame 166 74.30
1081 ENSECAG00000000698 FXYD6 FXYD domain containing ion transport regulator 6 74.12
1082 HNRNPD HNRNPDL heterogeneous nuclear ribonucleoprotein D like 74.07
1083 PRPSAP1 PRPSAP1 phosphoribosyl pyrophosphate synthetase-associated protein 1 73.93
1084 PRM1 (PRM1) protamine 1 73.87
1085 SRPR SRPR 73.81
1086 DIO3 DIO3 deiodinase, iodothyronine, type III 73.80
1087 EHD1 EHD1 EH domain containing 1 73.80
1088 SEL1L3 SEL1L3 sel-1 suppressor of lin-12-like 3 (C. elegans) 73.79
1089 PLXNB2 PLXNB2 plexin B2 73.77
1090 SRSF6 SRSF6 serine/arginine-rich splicing factor 6 73.76
1091 SMIM11 SMIM11 73.66
1092 S100A16 S100A16 S100 calcium binding protein A16 73.57
1093 TMEM259 TMEM259 transmembrane protein 259 73.56
1094 ITGA5 ITGA5 integrin alpha 5 73.55
1095 ENSECAG00000001218 EIF3F eukaryotic translation initiation factor 3 subunit F 73.52
1096 SPINT1 SPINT1 serine peptidase inhibitor, Kunitz type 1 73.51
1097 SMDT1 SMDT1 single-pass membrane protein with aspartate-rich tail 1 73.45
1098 CARHSP1 CARHSP1 calcium regulated heat stable protein 1 73.33
1099 SLC39A1 SLC39A1 solute carrier family 39 (zinc transporter), member 1 73.24
1100 MAF1 MAF1 MAF1 homolog, negative regulator of RNA polymerase III 73.17
1101 CTTN CTTN cortactin 73.11
1102 ATP6V0A4 ATP6V0A4 ATPase, H+ transporting, lysosomal V0 subunit a4 73.06
1103 ENSECAG00000013135 PLS3 plastin 3 73.02
1104 ENSECAG00000024486 MRPL23 mitochondrial ribosomal protein L23 72.98
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Table S15: Equus caballus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

1105 HIST2H2AA3 (HIST2H2AA4) histone cluster 2, H2aa4 72.91
1106 TECR TECR trans-2,3-enoyl-CoA reductase 72.90
1107 TMEM147 TMEM147 transmembrane protein 147 72.89
1108 DCTN2 DCTN2 dynactin subunit 2 72.89
1109 MRPL55 MRPL55 mitochondrial ribosomal protein L55 72.87
1110 ENSECAG00000017673 ALDH2 aldehyde dehydrogenase 2 family (mitochondrial) 72.84
1111 MDH1 MDH1 malate dehydrogenase 1 72.84
1112 PPP2CA PPP2CB protein phosphatase 2, catalytic subunit, beta isozyme 72.77
1113 NDUFB9 NDUFB9 NADH:ubiquinone oxidoreductase subunit B9 72.72
1114 BRI3 BRI3 brain protein I3 72.70
1115 PRMT1 PRMT1 protein arginine methyltransferase 1 72.60
1116 LAMTOR1 LAMTOR1 late endosomal/lysosomal adaptor, MAPK and MTOR activator 1 72.51
1117 CERS2 CERS2 ceramide synthase 2 72.49
1118 ATP5F1 ATP5F1 ATP synthase, H+ transporting, mitochondrial Fo complex subunit B1 72.47
1119 CRIM1 CRIM1 cysteine rich transmembrane BMP regulator 1 (chordin-like) 72.30
1120 C1QTNF1 C1QTNF1 C1q and tumor necrosis factor related protein 1 72.16
1121 COMT COMT catechol-O-methyltransferase 72.14
1122 RGS5 RGS5 regulator of G-protein signaling 5 72.11
1123 RBM8A RBM8A RNA binding motif protein 8A 72.11
1124 ENSECAG00000016243 (GZMH) granzyme H 72.04
1125 TOMM6 TOMM6 translocase of outer mitochondrial membrane 6 homolog (yeast) 71.88
1126 SUCLG1 SUCLG1 succinate-CoA ligase, alpha subunit 71.86
1127 DDX3X DDX3X DEAD (Asp-Glu-Ala-Asp) box helicase 3, X-linked 71.82
1128 PDLIM7 PDLIM7 PDZ and LIM domain 7 71.80
1129 KDELR1 KDELR1 KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein retention receptor

1
71.77

1130 PSMB3 (PSMB3) proteasome subunit beta 3 71.73
1131 HDLBP HDLBP high density lipoprotein binding protein 71.64
1132 ENG ENG endoglin 71.62
1133 SRP14 SRP14 signal recognition particle 14kDa 71.44
1134 PTX3 PTX3 pentraxin 3 71.41
1135 SDCBP SDCBP syndecan binding protein 71.39
1136 PHB PHB prohibitin 71.34
1137 PI3 PI3 peptidase inhibitor 3, skin-derived 71.28
1138 ENSECAG00000012571 AMDHD2 amidohydrolase domain containing 2 71.20
1139 KDELR2 KDELR2 KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein retention receptor

2
71.20

1140 HAND1 HAND1 heart and neural crest derivatives expressed 1 71.18
1141 CCL14 (CCL14) chemokine (C-C motif) ligand 14 71.13
1142 PSMC5 PSMC5 proteasome 26S subunit, ATPase 5 71.09
1143 DQA (HLA-DQA1) major histocompatibility complex, class II, DQ alpha 1 71.07
1144 ZDHHC9 ZDHHC9 zinc finger, DHHC-type containing 9 71.01
1145 CSNK2B CSNK2B casein kinase 2, beta polypeptide 70.93
1146 SERPINF1 SERPINF1 serpin peptidase inhibitor, clade F (alpha-2 antiplasmin, pigment epithelium

derived factor), member 1
70.92

1147 SNRPD2 SNRPD2 small nuclear ribonucleoprotein D2 polypeptide 70.74
1148 NAPA NAPA N-ethylmaleimide-sensitive factor attachment protein, alpha 70.71
1149 VDAC1 VDAC1 voltage-dependent anion channel 1 70.65
1150 C12orf57 (C12orf57) chromosome 12 open reading frame 57 70.50
1151 SLC17A5 SLC17A5 solute carrier family 17 (acidic sugar transporter), member 5 70.46
1152 PARVA PARVA parvin alpha 70.34
1153 ENSECAG00000024343 GSTM5 glutathione S-transferase mu 5 70.18
1154 ENSECAG00000001247 MAP1LC3B microtubule associated protein 1 light chain 3 beta 70.12
1155 STX7 STX7 syntaxin 7 69.98
1156 CALU CALU calumenin 69.94
1157 PTOV1 PTOV1 prostate tumor overexpressed 1 69.93
1158 ACTA1 ACTA1 actin, alpha 1, skeletal muscle 69.69
1159 PPP4C PPP4C protein phosphatase 4 catalytic subunit 69.61
1160 ENSECAG00000019199 MFSD1 major facilitator superfamily domain containing 1 69.60
1161 GPR162 (GPR162) G protein-coupled receptor 162 69.60
1162 GCSH GCSH glycine cleavage system protein H (aminomethyl carrier) 69.50
1163 CDKN1A CDKN1A cyclin-dependent kinase inhibitor 1A (p21, Cip1) 69.37
1164 AP2A1 AP2A1 adaptor-related protein complex 2, alpha 1 subunit 69.32
1165 PRDX6 PRDX6 peroxiredoxin 6 69.28
1166 ENSECAG00000010893 69.18
1167 RAMP1 RAMP1 receptor (G protein-coupled) activity modifying protein 1 68.89
1168 SDHA SDHA succinate dehydrogenase complex subunit A, flavoprotein (Fp) 68.87
1169 TOMM7 TOMM7 translocase of outer mitochondrial membrane 7 homolog (yeast) 68.83
1170 NDUFA2 NDUFA2 NADH:ubiquinone oxidoreductase subunit A2 68.75
1171 C11orf58 C11orf58 chromosome 11 open reading frame 58 68.62
1172 FXYD1 FXYD1 FXYD domain containing ion transport regulator 1 68.50
1173 QPCT QPCT glutaminyl-peptide cyclotransferase 68.49
1174 CDKN1B CDKN1B cyclin-dependent kinase inhibitor 1B (p27, Kip1) 68.49
1175 ADRM1 ADRM1 adhesion regulating molecule 1 68.23
1176 PRG4 PRG4 proteoglycan 4 68.19
1177 RRBP1 RRBP1 ribosome binding protein 1 68.09
1178 SIGMAR1 SIGMAR1 sigma non-opioid intracellular receptor 1 68.07
1179 SCAMP2 SCAMP2 secretory carrier membrane protein 2 68.04
1180 MAGED2 MAGED2 MAGE family member D2 67.95
1181 PLOD1 PLOD1 procollagen-lysine, 2-oxoglutarate 5-dioxygenase 1 67.83
1182 CCT7 CCT7 chaperonin containing TCP1, subunit 7 (eta) 67.78
1183 OGFOD3 OGFOD3 2-oxoglutarate and iron-dependent oxygenase domain containing 3 67.75
1184 S100A14 S100A14 S100 calcium binding protein A14 67.66
1185 AXL AXL AXL receptor tyrosine kinase 67.64
1186 ENSECAG00000017795 (ZFP36L2) ZFP36 ring finger protein-like 2 67.59
1187 NPM1 NPM1 nucleophosmin (nucleolar phosphoprotein B23, numatrin) 67.56
1188 NAA20 NAA20 N(alpha)-acetyltransferase 20, NatB catalytic subunit 67.55
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Table S15: Equus caballus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

1189 GLTSCR2 GLTSCR2 glioma tumor suppressor candidate region gene 2 67.49
1190 ENSECAG00000019178 ERH enhancer of rudimentary homolog (Drosophila) 67.39
1191 ACSF2 ACSF2 acyl-CoA synthetase family member 2 67.38
1192 ENSECAG00000006708 (RPL21) ribosomal protein L21 67.34
1193 RNF181 RNF181 ring finger protein 181 67.28
1194 CPE CPE carboxypeptidase E 67.28
1195 ARSA ARSA arylsulfatase A 67.24
1196 TNS1 TNS1 tensin 1 67.22
1197 NDUFS8 NDUFS8 NADH:ubiquinone oxidoreductase core subunit S8 67.18
1198 ECE1 ECE1 endothelin converting enzyme 1 67.15
1199 TMEM160 TMEM160 transmembrane protein 160 67.10
1200 GOT2 GOT2 glutamic-oxaloacetic transaminase 2 67.09
1201 FOSL2 FOSL2 FOS-like antigen 2 66.97
1202 SEPT2 SEPT2 septin 2 66.97
1203 EIF4H EIF4H eukaryotic translation initiation factor 4H 66.94
1204 OTUB1 OTUB1 OTU deubiquitinase, ubiquitin aldehyde binding 1 66.89
1205 GHITM GHITM growth hormone inducible transmembrane protein 66.88
1206 GDI1 GDI1 GDP dissociation inhibitor 1 66.82
1207 CDK9 CDK9 cyclin-dependent kinase 9 66.72
1208 VEGFB VEGFB vascular endothelial growth factor B 66.71
1209 MRPL34 MRPL34 mitochondrial ribosomal protein L34 66.64
1210 NEDD8 NEDD8 neural precursor cell expressed, developmentally down-regulated 8 66.60
1211 VAMP2 RP11-599B13.6 66.53
1212 CD34 CD34 CD34 molecule 66.50
1213 KIAA2013 KIAA2013 KIAA2013 66.11
1214 IFNGR1 IFNGR1 interferon gamma receptor 1 65.73
1215 CTSZ CTSZ cathepsin Z 65.73
1216 PHLDA1 PHLDA1 pleckstrin homology-like domain, family A, member 1 65.56
1217 UBXN6 UBXN6 UBX domain protein 6 65.56
1218 THBD THBD thrombomodulin 65.42
1219 POLR2I POLR2I polymerase (RNA) II (DNA directed) polypeptide I, 14.5kDa 65.30
1220 NOV NOV nephroblastoma overexpressed 65.28
1221 FAM213A FAM213A family with sequence similarity 213 member A 65.25
1222 ENSECAG00000023406 (CH507-9B2.3) 65.20
1223 TRIM28 TRIM28 tripartite motif containing 28 65.19
1224 POLR2K POLR2K polymerase (RNA) II (DNA directed) polypeptide K, 7.0kDa 65.16
1225 NDUFV2 NDUFV2 NADH:ubiquinone oxidoreductase core subunit V2 65.15
1226 FUCA2 FUCA2 fucosidase, alpha-L- 2, plasma 65.13
1227 PLBD2 PLBD2 phospholipase B domain containing 2 65.00
1228 ENSECAG00000009912 (PCSK1N) proprotein convertase subtilisin/kexin type 1 inhibitor 64.97
1229 B3GNT7 B3GNT7 UDP-GlcNAc:betaGal beta-1,3-N-acetylglucosaminyltransferase 7 64.89
1230 EMP3 EMP3 epithelial membrane protein 3 64.84
1231 FCER1G FCER1G Fc fragment of IgE, high affinity I, receptor for; gamma polypeptide 64.79
1232 COPG1 COPG1 coatomer protein complex subunit gamma 1 64.77
1233 ARL6IP1 ARL6IP1 ADP ribosylation factor like GTPase 6 interacting protein 1 64.49
1234 FURIN FURIN furin (paired basic amino acid cleaving enzyme) 64.46
1235 ENSECAG00000003783 64.35
1236 TMCO1 TMCO1 transmembrane and coiled-coil domains 1 64.26
1237 ETS2 ETS2 v-ets avian erythroblastosis virus E26 oncogene homolog 2 64.04
1238 DNAJC24 DNAJC24 DnaJ heat shock protein family (Hsp40) member C24 63.92
1239 MRPL53 MRPL53 mitochondrial ribosomal protein L53 63.91
1240 NDUFB2 NDUFB2 NADH:ubiquinone oxidoreductase subunit B2 63.88
1241 SCARA5 SCARA5 scavenger receptor class A, member 5 63.83
1242 RAB1B RAB1B RAB1B, member RAS oncogene family 63.66
1243 NDUFC1 NDUFC1 NADH:ubiquinone oxidoreductase subunit C1 63.66
1244 GUK1 GUK1 guanylate kinase 1 63.65
1245 OSTF1 OSTF1 osteoclast stimulating factor 1 63.55
1246 SNORD95 63.53
1247 PSMB2 PSMB2 proteasome subunit beta 2 63.52
1248 LAMC2 LAMC2 laminin subunit gamma 2 63.52
1249 POLR2E POLR2E polymerase (RNA) II (DNA directed) polypeptide E, 25kDa 63.44
1250 EMP2 EMP2 epithelial membrane protein 2 63.31
1251 PGD PGD phosphogluconate dehydrogenase 63.11
1252 MYO1C MYO1C myosin IC 63.07
1253 POLR2J POLR2J polymerase (RNA) II (DNA directed) polypeptide J, 13.3kDa 63.06
1254 APRT APRT adenine phosphoribosyltransferase 63.05
1255 VTI1B VTI1B vesicle transport through interaction with t-SNAREs 1B 63.02
1256 MAT2B MAT2B methionine adenosyltransferase II, beta 62.98
1257 ITPK1 ITPK1 inositol-tetrakisphosphate 1-kinase 62.94
1258 NAGLU NAGLU N-acetylglucosaminidase, alpha 62.89
1259 PSMA6 PSMA6 proteasome subunit alpha 6 62.88
1260 SRSF9 SRSF9 serine/arginine-rich splicing factor 9 62.88
1261 ENSECAG00000012989 62.86
1262 YWHAG YWHAG tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein,

gamma
62.73

1263 TSPO TSPO translocator protein 62.71
1264 ENSECAG00000002184 (RPL21) ribosomal protein L21 62.71
1265 HBP1 HBP1 HMG-box transcription factor 1 62.71
1266 ENSECAG00000016572 RP11-514P8.6 62.68
1267 TM9SF2 TM9SF2 transmembrane 9 superfamily member 2 62.60
1268 MYC MYC v-myc avian myelocytomatosis viral oncogene homolog 62.56
1269 UBA1 UBA1 ubiquitin-like modifier activating enzyme 1 62.53
1270 ABHD17C ABHD17C abhydrolase domain containing 17C 62.52
1271 NOP10 NOP10 NOP10 ribonucleoprotein 62.49
1272 TXNDC17 TXNDC17 thioredoxin domain containing 17 62.43
1273 EIF6 EIF6 eukaryotic translation initiation factor 6 62.38
1274 PTBP1 PTBP1 polypyrimidine tract binding protein 1 62.30
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Table S15: Equus caballus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

1275 HEBP2 HEBP2 heme binding protein 2 62.25
1276 PSME1 PSME1 proteasome activator subunit 1 62.24
1277 ENSECAG00000006320 (FAM127A) family with sequence similarity 127 member A 61.96
1278 ENSECAG00000006373 FAM127A family with sequence similarity 127 member A 61.96
1279 RAP1B RAP1B RAP1B, member of RAS oncogene family 61.96
1280 RNF10 RNF10 ring finger protein 10 61.89
1281 NDN NDN necdin, MAGE family member 61.87
1282 ATP12A ATP12A ATPase, H+/K+ transporting, nongastric, alpha polypeptide 61.86
1283 PHB2 (PHB2) prohibitin 2 61.84
1284 PEA15 PEA15 phosphoprotein enriched in astrocytes 15 61.73
1285 MRPS36 (MRPS36) mitochondrial ribosomal protein S36 61.62
1286 RBX1 RBX1 ring-box 1, E3 ubiquitin protein ligase 61.55
1287 HN1 HN1 hematological and neurological expressed 1 61.54
1288 TRIAP1 TRIAP1 TP53 regulated inhibitor of apoptosis 1 61.53
1289 EPHX1 EPHX1 epoxide hydrolase 1, microsomal (xenobiotic) 61.51
1290 EEF2K EEF2K eukaryotic elongation factor 2 kinase 61.41
1291 USP22 USP22 ubiquitin specific peptidase 22 61.33
1292 ANXA11 ANXA11 annexin A11 61.31
1293 BAMBI BAMBI BMP and activin membrane-bound inhibitor 61.29
1294 EPN1 EPN1 epsin 1 61.16
1295 CLPP CLPP caseinolytic mitochondrial matrix peptidase proteolytic subunit 61.15
1296 CTSF CTSF cathepsin F 61.11
1297 CDC37 CDC37 cell division cycle 37 61.08
1298 ENSECAG00000022868 (GLT6D1) glycosyltransferase 6 domain containing 1 61.03
1299 IL4R IL4R interleukin 4 receptor 61.00
1300 EFEMP2 EFEMP2 EGF containing fibulin-like extracellular matrix protein 2 60.98
1301 ENSECAG00000026116 MIR1224 microRNA 1224 60.95
1302 PNPLA2 PNPLA2 patatin like phospholipase domain containing 2 60.95
1303 SIVA1 SIVA1 SIVA1, apoptosis-inducing factor 60.93
1304 RAB25 RAB25 RAB25, member RAS oncogene family 60.91
1305 EIF3H EIF3H eukaryotic translation initiation factor 3 subunit H 60.88
1306 TSPAN4 TSPAN4 tetraspanin 4 60.84
1307 BCL2L1 BCL2L1 BCL2-like 1 60.79
1308 ENSECAG00000027687 60.72
1309 DCTN3 DCTN3 dynactin subunit 3 60.71
1310 TXN2 TXN2 thioredoxin 2 60.70
1311 VMP1 VMP1 vacuole membrane protein 1 60.68
1312 UFC1 UFC1 ubiquitin-fold modifier conjugating enzyme 1 60.53
1313 C19orf53 C19orf53 chromosome 19 open reading frame 53 60.52
1314 KLF5 KLF5 Kruppel-like factor 5 (intestinal) 60.47
1315 FLNB FLNB filamin B, beta 60.37
1316 ENSECAG00000018768 (TEX261) testis expressed 261 60.30
1317 PIGT PIGT phosphatidylinositol glycan anchor biosynthesis class T 60.19
1318 EDG1 S1PR1 sphingosine-1-phosphate receptor 1 60.19
1319 CSRP2 CSRP2 cysteine and glycine rich protein 2 60.16
1320 PLK2 PLK2 polo-like kinase 2 60.14
1321 CCT3 CCT3 chaperonin containing TCP1, subunit 3 (gamma) 60.08
1322 GDI2 GDI2 GDP dissociation inhibitor 2 60.06
1323 PSMC1 PSMC1 proteasome 26S subunit, ATPase 1 60.02
1324 PTP4A2 PTP4A2 protein tyrosine phosphatase type IVA, member 2 60.00
1325 ORMDL2 ORMDL2 ORMDL sphingolipid biosynthesis regulator 2 59.89
1326 SCARA3 SCARA3 scavenger receptor class A, member 3 59.88
1327 ENSECAG00000005359 (COMT) catechol-O-methyltransferase 59.88
1328 SAR1A SAR1A secretion associated, Ras related GTPase 1A 59.86
1329 ANKRD39 ANKRD39 ankyrin repeat domain 39 59.85
1330 MTPN MTPN myotrophin 59.82
1331 ENSECAG00000006491 (SPCS1) signal peptidase complex subunit 1 59.79
1332 SFT2D2 SFT2D2 SFT2 domain containing 2 59.78
1333 SLC44A2 SLC44A2 solute carrier family 44 (choline transporter), member 2 59.65
1334 LPCAT3 (LPCAT3) lysophosphatidylcholine acyltransferase 3 59.60
1335 EDN1 EDN1 endothelin 1 59.60
1336 CORO1B CORO1B coronin, actin binding protein, 1B 59.52
1337 SMS SMS spermine synthase 59.47
1338 ADIPOR1 ADIPOR1 adiponectin receptor 1 59.42
1339 MRPL52 MRPL52 mitochondrial ribosomal protein L52 59.39
1340 LOX LOX lysyl oxidase 59.38
1341 MME MME membrane metallo-endopeptidase 59.31
1342 TOMM20 TOMM20 translocase of outer mitochondrial membrane 20 homolog (yeast) 59.30
1343 C1QBP C1QBP complement component 1, q subcomponent binding protein 59.29
1344 SH3GL1 SH3GL1 SH3-domain GRB2-like 1 59.27
1345 ZNF706 ZNF706 zinc finger protein 706 59.24
1346 PPT1 PPT1 palmitoyl-protein thioesterase 1 59.21
1347 SNF8 SNF8 SNF8, ESCRT-II complex subunit 59.15
1348 SMPD1 SMPD1 sphingomyelin phosphodiesterase 1 59.10
1349 WNT5B WNT5B wingless-type MMTV integration site family member 5B 59.10
1350 HNRNPM HNRNPM heterogeneous nuclear ribonucleoprotein M 59.05
1351 PUF60 (PUF60) poly(U) binding splicing factor 60KDa 59.02
1352 PSD4 PSD4 pleckstrin and Sec7 domain containing 4 59.01
1353 ARF3 ARF3 ADP ribosylation factor 3 58.97
1354 CCL24 (CCL24) chemokine (C-C motif) ligand 24 58.87
1355 SEC13 SEC13 SEC13 homolog, nuclear pore and COPII coat complex component 58.81
1356 DBI DBI diazepam binding inhibitor (GABA receptor modulator, acyl-CoA binding

protein)
58.77

1357 SLC31A2 SLC31A2 solute carrier family 31 (copper transporter), member 2 58.76
1358 ENSECAG00000002337 (C19orf25) chromosome 19 open reading frame 25 58.73
1359 FKBP9 FKBP9 FK506 binding protein 9 58.60
1360 ENSECAG00000007371 GLUD1 glutamate dehydrogenase 1 58.57
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Table S15: Equus caballus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

1361 INHBB INHBB inhibin beta B 58.51
1362 TCEAL8 TCEAL8 transcription elongation factor A (SII)-like 8 58.50
1363 COPZ2 COPZ2 coatomer protein complex subunit zeta 2 58.43
1364 CHPT1 CHPT1 choline phosphotransferase 1 58.41
1365 EFEMP1 EFEMP1 EGF containing fibulin-like extracellular matrix protein 1 58.41
1366 FBL FBL fibrillarin 58.41
1367 CYB5A CYB5A cytochrome b5 type A (microsomal) 58.41
1368 GNPTG GNPTG N-acetylglucosamine-1-phosphate transferase, gamma subunit 58.30
1369 AUP1 AUP1 ancient ubiquitous protein 1 58.25
1370 SF3B1 SF3B1 splicing factor 3b subunit 1 58.24
1371 TOB1 TOB1 transducer of ERBB2, 1 58.24
1372 SCARNA18 58.07
1373 ENSECAG00000027666 58.07
1374 ENSECAG00000027697 58.07
1375 ENSECAG00000020298 HNRNPUL2 heterogeneous nuclear ribonucleoprotein U-like 2 58.07
1376 SNRPF SNRPF small nuclear ribonucleoprotein polypeptide F 58.02
1377 PDAP1 PDAP1 PDGFA associated protein 1 57.87
1378 PAIP2 PAIP2 poly(A) binding protein interacting protein 2 57.70
1379 SNX9 SNX9 sorting nexin 9 57.66
1380 MAP1LC3A MAP1LC3A microtubule associated protein 1 light chain 3 alpha 57.63
1381 SEPT9 (SEPT9) septin 9 57.62
1382 BIN1 BIN1 bridging integrator 1 57.58
1383 S100A12 S100A12 S100 calcium binding protein A12 57.57
1384 SLIRP SLIRP SRA stem-loop interacting RNA binding protein 57.54
1385 TCF25 TCF25 transcription factor 25 (basic helix-loop-helix) 57.48
1386 RCN3 RCN3 reticulocalbin 3 57.45
1387 ATP5J2 ATP5J2 ATP synthase, H+ transporting, mitochondrial Fo complex subunit F2 57.43
1388 NATD1 (NATD1) N-acetyltransferase domain containing 1 57.40
1389 ENSECAG00000017655 (PNP) purine nucleoside phosphorylase 57.35
1390 HES1 HES1 hes family bHLH transcription factor 1 57.28
1391 UNC93B1 UNC93B1 unc-93 homolog B1 (C. elegans) 57.25
1392 TCEB1 TCEB1 transcription elongation factor B (SIII), polypeptide 1 (15kDa, elongin C) 57.09
1393 ENSECAG00000009794 CD46 CD46 molecule, complement regulatory protein 57.05
1394 ENSECAG00000000368 MT2A metallothionein 2A 56.91
1395 ENSECAG00000014997 (TPT1) tumor protein, translationally-controlled 1 56.90
1396 HDGF HDGF hepatoma-derived growth factor 56.90
1397 PPAP2C PPAP2C 56.82
1398 ENSECAG00000005764 (ARPC3) actin related protein 2/3 complex subunit 3 56.82
1399 ENSECAG00000019180 CDC42 cell division cycle 42 56.69
1400 SEMA4D SEMA4D sema domain, immunoglobulin domain (Ig), transmembrane domain (TM)

and short cytoplasmic domain, (semaphorin) 4D
56.68

1401 SNORD35 SNORD35B small nucleolar RNA, C/D box 35B 56.67
1402 CDK2AP2 CDK2AP2 cyclin-dependent kinase 2 associated protein 2 56.63
1403 GNAI1 GNAI1 guanine nucleotide binding protein (G protein), alpha inhibiting activity

polypeptide 1
56.60

1404 FAM96B FAM96B family with sequence similarity 96 member B 56.44
1405 PLIN2 PLIN2 perilipin 2 56.35
1406 GMPR GMPR guanosine monophosphate reductase 56.34
1407 ANTXR1 ANTXR1 anthrax toxin receptor 1 56.31
1408 TFG TFG TRK-fused gene 56.29
1409 MPZL1 MPZL1 myelin protein zero-like 1 56.27
1410 SDF2L1 SDF2L1 stromal cell-derived factor 2-like 1 56.27
1411 RNF103 RNF103 ring finger protein 103 56.20
1412 EMC4 EMC4 ER membrane protein complex subunit 4 56.18
1413 ENSECAG00000006417 (RPS12) ribosomal protein S12 56.18
1414 SNORA48 56.18
1415 HNRNPH3 HNRNPH3 heterogeneous nuclear ribonucleoprotein H3 (2H9) 56.17
1416 SLC52A3 SLC52A3 solute carrier family 52 (riboflavin transporter), member 3 56.14
1417 ENSECAG00000000537 XDH xanthine dehydrogenase 56.14
1418 CDC42EP3 CDC42EP3 CDC42 effector protein (Rho GTPase binding) 3 56.13
1419 TOMM22 TOMM22 translocase of outer mitochondrial membrane 22 homolog (yeast) 56.10
1420 PPFIA1 PPFIA1 protein tyrosine phosphatase, receptor type, f polypeptide (PTPRF), interact-

ing protein (liprin), alpha 1
56.03

1421 AMFR AMFR autocrine motility factor receptor, E3 ubiquitin protein ligase 56.02
1422 SRSF3 SRSF3 serine/arginine-rich splicing factor 3 55.97
1423 CRYL1 CRYL1 crystallin lambda 1 55.94
1424 ENSECAG00000002358 (KRT81) keratin 81, type II 55.83
1425 NUTF2 NUTF2 nuclear transport factor 2 55.76
1426 CALCOCO1 CALCOCO1 calcium binding and coiled-coil domain 1 55.75
1427 TDRP TDRP testis development related protein 55.71
1428 TMEM127 TMEM127 transmembrane protein 127 55.68
1429 TMEM50A TMEM50A transmembrane protein 50A 55.68
1430 YKT6 YKT6 YKT6 v-SNARE homolog (S. cerevisiae) 55.68
1431 SNORD49 SNORD49B small nucleolar RNA, C/D box 49B 55.57
1432 SULF2 SULF2 sulfatase 2 55.56
1433 TMEM167A TMEM167A transmembrane protein 167A 55.56
1434 HIF1A HIF1A hypoxia inducible factor 1, alpha subunit (basic helix-loop-helix transcription

factor)
55.56

1435 FBLN2 FBLN2 fibulin 2 55.53
1436 PRKCSH PRKCSH protein kinase C substrate 80K-H 55.53
1437 DUSP6 DUSP6 dual specificity phosphatase 6 55.49
1438 CALCOCO2 CALCOCO2 calcium binding and coiled-coil domain 2 55.47
1439 SPCS2 SPCS2 signal peptidase complex subunit 2 55.46
1440 UBE2R2 UBE2R2 ubiquitin conjugating enzyme E2R 2 55.33
1441 UBE2M UBE2M ubiquitin conjugating enzyme E2M 55.33
1442 GHR GHR growth hormone receptor 55.28
1443 SERPINE2 SERPINE2 serpin peptidase inhibitor, clade E (nexin, plasminogen activator inhibitor type

1), member 2
55.23
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Table S15: Equus caballus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

1444 SPTAN1 SPTAN1 spectrin, alpha, non-erythrocytic 1 55.20
1445 VCL VCL vinculin 55.16
1446 ENSECAG00000017099 BABAM1 BRISC and BRCA1 A complex member 1 55.08
1447 HK1 HK1 hexokinase 1 55.02
1448 BTD BTD biotinidase 54.98
1449 F11R F11R F11 receptor 54.94
1450 LRRC8A LRRC8A leucine-rich repeat containing 8 family member A 54.92
1451 CHMP5 CHMP5 charged multivesicular body protein 5 54.88
1452 ELOVL1 ELOVL1 ELOVL fatty acid elongase 1 54.80
1453 TNFSF10 TNFSF10 tumor necrosis factor superfamily member 10 54.75
1454 ACTR1A ACTR1A ARP1 actin-related protein 1 homolog A, centractin alpha (yeast) 54.71
1455 STT3A STT3A STT3A, subunit of the oligosaccharyltransferase complex (catalytic) 54.70
1456 ENSECAG00000006288 SIK1 salt inducible kinase 1 54.69
1457 ENSECAG00000012455 TM9SF1 transmembrane 9 superfamily member 1 54.67
1458 ENSECAG00000020597 PSMA2 proteasome subunit alpha 2 54.67
1459 TMEM115 TMEM115 transmembrane protein 115 54.67
1460 MPDU1 MPDU1 mannose-P-dolichol utilization defect 1 54.62
1461 ODC1 ODC1 ornithine decarboxylase 1 54.58
1462 CORO1C CORO1C coronin, actin binding protein, 1C 54.57
1463 CHCHD1 CHCHD1 coiled-coil-helix-coiled-coil-helix domain containing 1 54.41
1464 RHBDD2 (RHBDD2) rhomboid domain containing 2 54.33
1465 KANK2 KANK2 KN motif and ankyrin repeat domains 2 54.31
1466 IRF2BP2 IRF2BP2 interferon regulatory factor 2 binding protein 2 54.28
1467 DHCR7 DHCR7 7-dehydrocholesterol reductase 54.27
1468 ACAT2 ACAT2 acetyl-CoA acetyltransferase 2 54.23
1469 COL5A2 COL5A2 collagen, type V, alpha 2 54.19
1470 RNF13 RNF13 ring finger protein 13 54.18
1471 MIEN1 MIEN1 migration and invasion enhancer 1 54.10
1472 ENSECAG00000008961 (YBX1) Y-box binding protein 1 54.07
1473 SEC11A SEC11A SEC11 homolog A, signal peptidase complex subunit 54.02
1474 UBE2I UBE2I ubiquitin conjugating enzyme E2I 54.02
1475 SRSF5 SRSF5 serine/arginine-rich splicing factor 5 53.99
1476 TMEM254 TMEM254 transmembrane protein 254 53.95
1477 JAK1 JAK1 Janus kinase 1 53.94
1478 NUCKS1 NUCKS1 nuclear casein kinase and cyclin-dependent kinase substrate 1 53.94
1479 UBXN1 UBXN1 UBX domain protein 1 53.93
1480 ITM2C ITM2C integral membrane protein 2C 53.92
1481 IDH1 IDH1 isocitrate dehydrogenase 1 (NADP+) 53.90
1482 ID1 ID1 inhibitor of DNA binding 1, dominant negative helix-loop-helix protein 53.80
1483 RNF167 RNF167 ring finger protein 167 53.78
1484 CNIH1 CNIH1 cornichon family AMPA receptor auxiliary protein 1 53.73
1485 NAP1L1 NAP1L1 nucleosome assembly protein 1-like 1 53.58
1486 LMO4 LMO4 LIM domain only 4 53.55
1487 FOLH1 FOLH1 folate hydrolase (prostate-specific membrane antigen) 1 53.54
1488 PFKP PFKP phosphofructokinase, platelet 53.49
1489 GAL GAL galanin/GMAP prepropeptide 53.47
1490 CDK4 CDK4 cyclin-dependent kinase 4 53.46
1491 ENSECAG00000003998 (USP25) ubiquitin specific peptidase 25 53.45
1492 FBXO32 FBXO32 F-box protein 32 53.40
1493 GCGR GCGR glucagon receptor 53.38
1494 NDUFS7 NDUFS7 NADH:ubiquinone oxidoreductase core subunit S7 53.35
1495 POLR2C POLR2C polymerase (RNA) II (DNA directed) polypeptide C, 33kDa 53.29
1496 LAMTOR5 LAMTOR5 late endosomal/lysosomal adaptor, MAPK and MTOR activator 5 53.28
1497 ENSECAG00000020136 (GSTP1) glutathione S-transferase pi 1 53.27
1498 CSRNP1 CSRNP1 cysteine-serine-rich nuclear protein 1 53.27
1499 HSPG2 HSPG2 heparan sulfate proteoglycan 2 53.26
1500 ENSECAG00000000964 (CAMK2N1) calcium/calmodulin-dependent protein kinase II inhibitor 1 53.20
1501 HMGN4 HMGN4 high mobility group nucleosomal binding domain 4 53.14
1502 NEU1 NEU1 neuraminidase 1 (lysosomal sialidase) 53.13
1503 SSR1 SSR1 signal sequence receptor, alpha 53.10
1504 SH3GLB2 SH3GLB2 SH3-domain GRB2-like endophilin B2 53.09
1505 TUBA4A TUBA4A tubulin, alpha 4a 53.04
1506 SDPR SDPR serum deprivation response 53.03
1507 MFAP4 MFAP4 microfibrillar associated protein 4 52.96
1508 AGA AGA aspartylglucosaminidase 52.95
1509 BRD2 BRD2 bromodomain containing 2 52.95
1510 TNFRSF1A TNFRSF1A tumor necrosis factor receptor superfamily member 1A 52.91
1511 SLC9A3R2 SLC9A3R2 solute carrier family 9, subfamily A (NHE3, cation proton antiporter 3), mem-

ber 3 regulator 2
52.87

1512 ENSECAG00000016499 (TMEM256) transmembrane protein 256 52.86
1513 CLPTM1 CLPTM1 cleft lip and palate associated transmembrane protein 1 52.85
1514 ENSECAG00000017875 52.83
1515 RASSF3 RASSF3 Ras association (RalGDS/AF-6) domain family member 3 52.80
1516 FABP5 FABP5 fatty acid binding protein 5 (psoriasis-associated) 52.80
1517 GAS6 GAS6 growth arrest specific 6 52.78
1518 AKIP1 AKIP1 A-kinase interacting protein 1 52.77
1519 MCFD2 MCFD2 multiple coagulation factor deficiency 2 52.77
1520 CMTM6 CMTM6 CKLF-like MARVEL transmembrane domain containing 6 52.77
1521 RALB RALB v-ral simian leukemia viral oncogene homolog B 52.68
1522 AKR1A1 AKR1A1 aldo-keto reductase family 1, member A1 (aldehyde reductase) 52.64
1523 GJA4 GJA4 gap junction protein alpha 4 52.62
1524 ADGRF5 ADGRF5 adhesion G protein-coupled receptor F5 52.46
1525 DNM2 DNM2 dynamin 2 52.43
1526 ITGB4 ITGB4 integrin beta 4 52.34
1527 ENTPD3 ENTPD3 ectonucleoside triphosphate diphosphohydrolase 3 52.34
1528 FAM107A FAM107A family with sequence similarity 107 member A 52.28
1529 PSMC3 PSMC3 proteasome 26S subunit, ATPase 3 52.27
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Table S15: Equus caballus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

1530 RBM39 RBM39 RNA binding motif protein 39 52.24
1531 NCCRP1 NCCRP1 non-specific cytotoxic cell receptor protein 1 homolog (zebrafish) 52.24
1532 DNAJA2 DNAJA2 DnaJ heat shock protein family (Hsp40) member A2 52.18
1533 WWTR1 WWTR1 WW domain containing transcription regulator 1 52.16
1534 COL6A3 COL6A3 collagen, type VI, alpha 3 52.12
1535 ANKH ANKH ANKH inorganic pyrophosphate transport regulator 52.09
1536 ENSECAG00000023486 52.07
1537 CD82 CD82 CD82 molecule 52.06
1538 PDK4 PDK4 pyruvate dehydrogenase kinase, isozyme 4 52.04
1539 ENSECAG00000016573 TSPAN7 tetraspanin 7 51.98
1540 RAB11FIP4 RAB11FIP4 RAB11 family interacting protein 4 (class II) 51.94
1541 PAFAH1B1 PAFAH1B1 platelet activating factor acetylhydrolase 1b regulatory subunit 1 51.89
1542 ASNS ASNS asparagine synthetase (glutamine-hydrolyzing) 51.87
1543 ATP6V1C2 ATP6V1C2 ATPase, H+ transporting, lysosomal 42kDa, V1 subunit C2 51.87
1544 PRDX4 PRDX4 peroxiredoxin 4 51.83
1545 ENSECAG00000015558 (U2AF1) U2 small nuclear RNA auxiliary factor 1 51.76
1546 DDRGK1 DDRGK1 DDRGK domain containing 1 51.71
1547 SLC48A1 SLC48A1 solute carrier family 48 (heme transporter), member 1 51.70
1548 WBSCR22 (WBSCR22) Williams Beuren syndrome chromosome region 22 51.67
1549 HEXIM1 HEXIM1 hexamethylene bis-acetamide inducible 1 51.65
1550 ENSECAG00000015171 51.64
1551 SND1 SND1 staphylococcal nuclease and tudor domain containing 1 51.58
1552 LMO2 LMO2 LIM domain only 2 51.56
1553 EIF4GI EIF4G1 eukaryotic translation initiation factor 4 gamma, 1 51.53
1554 ENSECAG00000014853 NDUFA7 NADH:ubiquinone oxidoreductase subunit A7 51.52
1555 MAPRE1 MAPRE1 microtubule associated protein RP/EB family member 1 51.49
1556 ALDH3A2 ALDH3A2 aldehyde dehydrogenase 3 family member A2 51.38
1557 R3HDM4 R3HDM4 R3H domain containing 4 51.37
1558 PSMC2 PSMC2 proteasome 26S subunit, ATPase 2 51.36
1559 FERMT2 FERMT2 fermitin family member 2 51.32
1560 SAP18 SAP18 Sin3A associated protein 18kDa 51.31
1561 TBCB TBCB tubulin folding cofactor B 51.25
1562 PLAT PLAT plasminogen activator, tissue 51.17
1563 MED25 MED25 mediator complex subunit 25 51.17
1564 ABHD2 ABHD2 abhydrolase domain containing 2 51.13
1565 ENSECAG00000010013 NOMO1 NODAL modulator 1 51.07
1566 KRT5 KRT5 keratin 5, type II 51.05
1567 HIST1H2BD (HIST1H2BD) histone cluster 1, H2bd 50.98
1568 PRDX2 PRDX2 peroxiredoxin 2 50.92
1569 MIDN MIDN midnolin 50.86
1570 GNA12 GNA12 guanine nucleotide binding protein (G protein) alpha 12 50.85
1571 EIF4A3 EIF4A3 eukaryotic translation initiation factor 4A3 50.85
1572 GALK1 GALK1 galactokinase 1 50.84
1573 MCAM MCAM melanoma cell adhesion molecule 50.82
1574 FAM103A1 FAM103A1 family with sequence similarity 103 member A1 50.82
1575 MCOLN1 MCOLN1 mucolipin 1 50.81
1576 SNRPB SNRPB small nuclear ribonucleoprotein polypeptides B and B1 50.68
1577 ENSECAG00000019676 RP11-977G19.10 50.66
1578 LSM4 LSM4 LSM4 homolog, U6 small nuclear RNA and mRNA degradation associated 50.61
1579 ECHS1 ECHS1 enoyl-CoA hydratase, short chain, 1, mitochondrial 50.57
1580 H2AFY H2AFY H2A histone family member Y 50.52
1581 MEDAG MEDAG mesenteric estrogen-dependent adipogenesis 50.47
1582 HTATIP2 HTATIP2 HIV-1 Tat interactive protein 2 50.46
1583 EWSR1 EWSR1 EWS RNA binding protein 1 50.46
1584 ESRRA ESRRA estrogen-related receptor alpha 50.41
1585 PSMD3 PSMD3 proteasome 26S subunit, non-ATPase 3 50.32
1586 ENSECAG00000019318 HLA-C major histocompatibility complex, class I, C 50.30
1587 DRA HLA-DRA major histocompatibility complex, class II, DR alpha 50.16
1588 SUMF2 SUMF2 sulfatase modifying factor 2 50.15
1589 COMMD6 COMMD6 COMM domain containing 6 50.15
1590 YY1 YY1 YY1 transcription factor 50.15
1591 TNNI2 TNNI2 troponin I type 2 (skeletal, fast) 50.07
1592 RNPS1 RNPS1 RNA binding protein S1, serine-rich domain 50.04
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3.12 Canis familiaris Placental Gene Expression

Table S16: Canis familiaris Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

1 TMSB10 TMSB10 thymosin beta 10 36298.80
2 5_8S_rRNA RNA5-8S5 29682.80
3 ENSCAFG00000002115 25091.00
4 GM2A GM2A GM2 ganglioside activator 21181.40
5 ENSCAFG00000020088 LCN2 lipocalin 2 14508.50
6 ATP6 MT-ATP6 mitochondrially encoded ATP synthase 6 11887.00
7 S100P S100P S100 calcium binding protein P 10716.50
8 MT-CO2 MT-CO2 mitochondrially encoded cytochrome c oxidase II 10355.30
9 COX1 MT-CO1 mitochondrially encoded cytochrome c oxidase I 10333.90
10 TFPI2 TFPI2 tissue factor pathway inhibitor 2 9922.78
11 COX3 MT-CO3 mitochondrially encoded cytochrome c oxidase III 9872.81
12 ATP8 MT-ATP8 mitochondrially encoded ATP synthase 8 8061.15
13 APOE APOE apolipoprotein E 6123.43
14 ENSCAFG00000030286 HBE1 hemoglobin subunit epsilon 1 4544.51
15 HBA HBA1 hemoglobin subunit alpha 1 4293.18
16 NPPC NPPC natriuretic peptide C 3506.69
17 ND3 MT-ND3 mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 3 2887.90
18 HPSE HPSE heparanase 2744.82
19 TPT1 TPT1 tumor protein, translationally-controlled 1 2665.40
20 IFI30 IFI30 interferon, gamma-inducible protein 30 2631.41
21 ENSCAFG00000022724 2615.03
22 MT-ND4 MT-ND4 mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 4 2511.31
23 SCD SCD stearoyl-CoA desaturase (delta-9-desaturase) 2375.81
24 MT-ND4L MT-ND4L mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 4L 2288.05
25 MMP2 MMP2 matrix metallopeptidase 2 2243.63
26 RPS17 (RPS17) ribosomal protein S17 2223.57
27 ENSCAFG00000012395 (RPS25) ribosomal protein S25 2146.36
28 ENSCAFG00000030508 (TMSB4X) thymosin beta 4, X-linked 1942.14
29 CYTB MT-CYB mitochondrially encoded cytochrome b 1879.71
30 TIMP3 TIMP3 TIMP metallopeptidase inhibitor 3 1814.64
31 ENSCAFG00000010638 1806.59
32 MFGE8 MFGE8 milk fat globule-EGF factor 8 protein 1797.15
33 RPS27 RPS27 ribosomal protein S27 1704.63
34 LGALS1 (LGALS1) lectin, galactoside-binding, soluble, 1 1676.82
35 RPS15 RPS15 ribosomal protein S15 1611.32
36 ND6 MT-ND6 mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 6 1600.27
37 TIMP2 TIMP2 TIMP metallopeptidase inhibitor 2 1544.54
38 PGF PGF placental growth factor 1529.88
39 CSTB CSTB cystatin B (stefin B) 1481.67
40 S100A6 S100A6 S100 calcium binding protein A6 1481.50
41 HTRA1 HTRA1 HtrA serine peptidase 1 1474.70
42 RPS14 (RPS14) ribosomal protein S14 1429.16
43 S100A11 S100A11 S100 calcium binding protein A11 1422.39
44 RPL32 EFCAB12 EF-hand calcium binding domain 12 1417.88
45 RPL35 RPL35 ribosomal protein L35 1411.36
46 ENSCAFG00000029892 RPL13A ribosomal protein L13a 1398.09
47 RPS16 RPS16 ribosomal protein S16 1374.86
48 RPS12 RPS12 ribosomal protein S12 1214.60
49 CTSH CTSH cathepsin H 1214.23
50 ENSCAFG00000009876 1204.97
51 VAMP8 VAMP8 vesicle associated membrane protein 8 1192.27
52 RPS27A RPS27A ribosomal protein S27a 1171.34
53 RPL36A RPL36AL ribosomal protein L36a like 1168.31
54 RPL24 RPL24 ribosomal protein L24 1132.72
55 ND1 MT-ND1 mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 1 1119.73
56 RPS9 RPS9 ribosomal protein S9 1114.57
57 ENSCAFG00000032615 (HBA2) hemoglobin subunit alpha 2 1071.24
58 ENSCAFG00000014968 PPIA peptidylprolyl isomerase A (cyclophilin A) 1067.93
59 ENSCAFG00000018652 1037.03
60 EGFR EGFR epidermal growth factor receptor 1009.69
61 ENSCAFG00000010850 (RPL27A) ribosomal protein L27a 1009.45
62 ENSCAFG00000019044 RPL17 ribosomal protein L17 1000.55
63 ENSCAFG00000008935 (RPS10) ribosomal protein S10 998.96
64 PFN1 PFN1 profilin 1 979.83
65 ENSCAFG00000029518 (HBB) hemoglobin subunit beta 926.40
66 SFRP2 SFRP2 secreted frizzled-related protein 2 923.82
67 FTH1 (FTH1) ferritin, heavy polypeptide 1 922.61
68 PRDX6 PRDX6 peroxiredoxin 6 922.10
69 ASAH1 ASAH1 N-acylsphingosine amidohydrolase (acid ceramidase) 1 910.73
70 ENSCAFG00000007154 KRT18 keratin 18, type I 908.18
71 EDNRB EDNRB endothelin receptor type B 904.56
72 ENSCAFG00000016577 LGALS1 lectin, galactoside-binding, soluble, 1 894.10
73 UBB UBB ubiquitin B 885.42
74 RPL8 RPL8 ribosomal protein L8 873.89
75 COX14 COX14 COX14, cytochrome c oxidase assembly factor 873.06
76 PLA2G7 PLA2G7 phospholipase A2 group VII 872.76
77 RPS5 RPS5 ribosomal protein S5 869.74
78 ENSCAFG00000031985 C9orf16 chromosome 9 open reading frame 16 869.30
79 ACTB ACTB actin, beta 864.75
80 RPL27 RPL27 ribosomal protein L27 863.37
81 RPS3 RPS3 ribosomal protein S3 852.89
82 RPS18 RPS18 ribosomal protein S18 848.09
83 ACTG1 ACTG1 actin gamma 1 822.31
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Table S16: Canis familiaris Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

84 ENSCAFG00000016914 (SERF2) small EDRK-rich factor 2 819.02
85 ENSCAFG00000012676 RPS21 ribosomal protein S21 816.03
86 ENSCAFG00000013934 FAU Finkel-Biskis-Reilly murine sarcoma virus (FBR-MuSV) ubiquitously ex-

pressed
803.81

87 LIPA LIPA lipase A, lysosomal acid, cholesterol esterase 799.47
88 ENSCAFG00000009523 RPLP2 ribosomal protein, large, P2 798.08
89 RPL7 (RPL7) ribosomal protein L7 797.74
90 ENSCAFG00000007508 (RPS21) ribosomal protein S21 784.31
91 ENSCAFG00000017680 (RPL7A) ribosomal protein L7a 753.04
92 H19_2 747.67
93 PPIB PPIB peptidylprolyl isomerase B (cyclophilin B) 747.59
94 ENSCAFG00000007199 KRT8 keratin 8, type II 726.72
95 IGFBP2 IGFBP2 insulin like growth factor binding protein 2 722.27
96 RPL12 (RPL12) ribosomal protein L12 721.36
97 ENSCAFG00000009449 UQCRB ubiquinol-cytochrome c reductase binding protein 719.84
98 GTF2H5 GTF2H5 general transcription factor IIH subunit 5 710.22
99 ENSCAFG00000018740 (RPS11) ribosomal protein S11 705.28
100 TMA7 TMA7 translation machinery associated 7 homolog 697.92
101 ENSCAFG00000018018 (UBC) ubiquitin C 692.68
102 ENSCAFG00000013232 (RPL11) ribosomal protein L11 690.99
103 DYNLL1 DYNLL1 dynein, light chain, LC8-type 1 683.90
104 RPL18 RPL18 ribosomal protein L18 664.56
105 ENSCAFG00000006734 COX6C cytochrome c oxidase subunit VIc 659.02
106 MANF (MANF) mesencephalic astrocyte-derived neurotrophic factor 644.49
107 PPP1R14A PPP1R14A protein phosphatase 1 regulatory inhibitor subunit 14A 642.87
108 GNAS GNAS GNAS complex locus 637.88
109 ENSCAFG00000028515 (GNAS) GNAS complex locus 637.23
110 ENSCAFG00000012879 RPL18A ribosomal protein L18a 631.82
111 ENSCAFG00000019141 S100A10 S100 calcium binding protein A10 614.76
112 SMPD1 SMPD1 sphingomyelin phosphodiesterase 1 614.20
113 ENSCAFG00000013154 CKMT1A creatine kinase, mitochondrial 1A 613.60
114 ENSCAFG00000017688 (RPL36A) ribosomal protein L36a 613.58
115 MYEOV2 MYEOV2 myeloma overexpressed 2 610.54
116 ITM2B ITM2B integral membrane protein 2B 609.72
117 HN1 HN1 hematological and neurological expressed 1 608.10
118 RPL14 RPL14 ribosomal protein L14 607.87
119 CFL1 CFL1 cofilin 1 (non-muscle) 603.14
120 ATOX1 ATOX1 antioxidant 1 copper chaperone 595.41
121 ND2 MT-ND2 mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 2 590.88
122 ANXA1 ANXA1 annexin A1 587.57
123 SNRPD2 SNRPD2 small nuclear ribonucleoprotein D2 polypeptide 581.58
124 ENSCAFG00000023832 FABP5 fatty acid binding protein 5 (psoriasis-associated) 579.30
125 ENSCAFG00000017270 PGK1 phosphoglycerate kinase 1 574.78
126 MINOS1 MINOS1 mitochondrial inner membrane organizing system 1 573.74
127 KRT19 KRT19 keratin 19, type I 567.20
128 ENSCAFG00000025589 (FABP5) fatty acid binding protein 5 (psoriasis-associated) 566.82
129 MYL7 MYL7 myosin light chain 7 566.39
130 RPS7 RPS7 ribosomal protein S7 564.58
131 RPL15 RPL15 ribosomal protein L15 563.61
132 RPL26 (RPL26) ribosomal protein L26 563.20
133 ENSCAFG00000010507 (RPL23) ribosomal protein L23 555.21
134 FGFBP1 FGFBP1 fibroblast growth factor binding protein 1 553.84
135 RPS15A (RP11-1035H13.3) 552.62
136 GNG11 GNG11 guanine nucleotide binding protein (G protein), gamma 11 550.36
137 SLC2A1 SLC2A1 solute carrier family 2 (facilitated glucose transporter), member 1 546.75
138 ENSCAFG00000022744 545.14
139 PTMS PTMS parathymosin 542.04
140 FST FST follistatin 536.33
141 RPS6 RPS6 ribosomal protein S6 535.40
142 ENSCAFG00000004917 529.74
143 ANXA2 ANXA2 annexin A2 528.50
144 RPL37 (RPL37) ribosomal protein L37 527.71
145 ENSCAFG00000031746 (LRP2) LDL receptor related protein 2 525.78
146 ND5 MT-ND5 mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 5 514.82
147 ENSCAFG00000017317 511.38
148 LDHB LDHB lactate dehydrogenase B 499.89
149 ENSCAFG00000019501 UQCR11 ubiquinol-cytochrome c reductase, complex III subunit XI 499.69
150 RPL10A RPL10A ribosomal protein L10a 499.18
151 TCEB2 TCEB2 transcription elongation factor B (SIII), polypeptide 2 (18kDa, elongin B) 496.22
152 CP CP ceruloplasmin (ferroxidase) 495.95
153 ENSCAFG00000016065 (RPL6) ribosomal protein L6 488.66
154 C4orf3 C4orf3 chromosome 4 open reading frame 3 486.60
155 ENSCAFG00000009766 (GAPDH) glyceraldehyde-3-phosphate dehydrogenase 484.59
156 ENSCAFG00000006913 COX6B1 cytochrome c oxidase subunit VIb polypeptide 1 (ubiquitous) 484.22
157 H19_1 482.54
158 RPS24 (RPS24) ribosomal protein S24 475.58
159 PTHLH PTHLH parathyroid hormone-like hormone 471.10
160 MT2A MT1E metallothionein 1E 470.76
161 ENSCAFG00000005777 FOLR1 folate receptor 1 (adult) 470.62
162 CST3 CST3 cystatin C 464.91
163 PTMA PTMA prothymosin, alpha 464.27
164 COX8A COX8A cytochrome c oxidase subunit VIIIA (ubiquitous) 458.53
165 TAGLN2 TAGLN2 transgelin 2 454.42
166 BMP4 BMP4 bone morphogenetic protein 4 451.08
167 ENSCAFG00000007307 KRT7 keratin 7, type II 450.80
168 UQCR10 UQCR10 ubiquinol-cytochrome c reductase, complex III subunit X 449.08
169 TAGLN TAGLN transgelin 447.29
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Table S16: Canis familiaris Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

170 ENSCAFG00000018440 (CRIP1) 446.85
171 ENSCAFG00000011389 444.13
172 ENSCAFG00000022709 443.00
173 RPL35A RPL35A ribosomal protein L35a 439.61
174 UQCRQ UQCRQ ubiquinol-cytochrome c reductase complex III subunit VII 439.57
175 C1QTNF1 C1QTNF1 C1q and tumor necrosis factor related protein 1 436.52
176 SRGN SRGN serglycin 435.91
177 RPS4 (RPS4X) ribosomal protein S4, X-linked 433.08
178 RPL23 RPL23 ribosomal protein L23 431.76
179 ENSCAFG00000011435 RPS10 ribosomal protein S10 429.63
180 GNG12 GNG12 guanine nucleotide binding protein (G protein), gamma 12 427.02
181 ENSCAFG00000013905 425.41
182 GNB2L1 GNB2L1 guanine nucleotide binding protein (G protein), beta polypeptide 2-like 1 419.10
183 ENSCAFG00000029568 (AC104389.1) 416.11
184 GSN GSN gelsolin 411.40
185 ZNF706 ZNF706 zinc finger protein 706 411.14
186 RPS11 RPS11 ribosomal protein S11 408.34
187 CALR CALR calreticulin 406.91
188 SMIM1 SMIM1 small integral membrane protein 1 (Vel blood group) 402.82
189 GAPDH (GAPDH) glyceraldehyde-3-phosphate dehydrogenase 400.67
190 ENSCAFG00000032392 (PPIA) peptidylprolyl isomerase A (cyclophilin A) 392.81
191 ENSCAFG00000008776 (RPS6) ribosomal protein S6 388.32
192 CD63 CD63 CD63 molecule 383.67
193 CTSD CTSD cathepsin D 382.96
194 RPL19 RPL19 ribosomal protein L19 378.92
195 OSTF1 OSTF1 osteoclast stimulating factor 1 377.96
196 UBA52 UBA52 ubiquitin A-52 residue ribosomal protein fusion product 1 377.73
197 CTSK CTSK cathepsin K 376.05
198 ENSCAFG00000016008 RPL9 ribosomal protein L9 374.94
199 HSP90B1 HSP90B1 heat shock protein 90kDa beta family member 1 373.38
200 ATPIF1 ATPIF1 ATPase inhibitory factor 1 372.32
201 NEDD8 NEDD8 neural precursor cell expressed, developmentally down-regulated 8 370.73
202 ARPC2 ARPC2 actin related protein 2/3 complex subunit 2 366.12
203 ENSCAFG00000014958 RPL22 ribosomal protein L22 362.59
204 ENSCAFG00000015116 (ACTG1) actin gamma 1 358.05
205 ENSCAFG00000013214 PDIA3 protein disulfide isomerase family A member 3 357.07
206 FRZB FRZB frizzled-related protein 347.84
207 OAZ1 OAZ1 ornithine decarboxylase antizyme 1 345.93
208 SPARC SPARC secreted protein, acidic, cysteine-rich (osteonectin) 345.52
209 ENSCAFG00000004907 (SERF2) small EDRK-rich factor 2 343.63
210 RCN1 RCN1 reticulocalbin 1 337.94
211 ENSCAFG00000012963 (MGP) matrix Gla protein 337.76
212 FTL FTL ferritin, light polypeptide 336.82
213 ENSCAFG00000001214 (RPS10) ribosomal protein S10 336.28
214 DBI DBI diazepam binding inhibitor (GABA receptor modulator, acyl-CoA binding

protein)
334.62

215 B2M B2M beta-2-microglobulin 332.96
216 COX5B COX5B cytochrome c oxidase subunit Vb 331.14
217 RPS8 RPS8 ribosomal protein S8 328.37
218 ENSCAFG00000002703 (NDUFA3) NADH:ubiquinone oxidoreductase subunit A3 328.02
219 TFRC TFRC transferrin receptor 327.01
220 NOP10 NOP10 NOP10 ribonucleoprotein 326.95
221 PVRL3 PVRL3 poliovirus receptor-related 3 325.90
222 ENSCAFG00000022711 323.99
223 ENSCAFG00000002706 323.99
224 GNG5 GNG5 guanine nucleotide binding protein (G protein), gamma 5 322.24
225 NDUFB2 NDUFB2 NADH:ubiquinone oxidoreductase subunit B2 321.81
226 TIMM8B TIMM8B translocase of inner mitochondrial membrane 8 homolog B (yeast) 321.22
227 SLIRP SLIRP SRA stem-loop interacting RNA binding protein 320.48
228 TMEM45A TMEM45A transmembrane protein 45A 320.47
229 ENSCAFG00000029384 317.07
230 ENSCAFG00000018187 (RPS27A) ribosomal protein S27a 316.86
231 SERF2 SERF2 small EDRK-rich factor 2 311.30
232 PRDX1 (PRDX1) peroxiredoxin 1 308.29
233 ANAPC11 ANAPC11 anaphase promoting complex subunit 11 306.78
234 MRFAP1 MRFAP1 Morf4 family associated protein 1 304.11
235 MDH1 MDH1 malate dehydrogenase 1 301.51
236 ENSCAFG00000013366 (ATP5G3) ATP synthase, H+ transporting, mitochondrial Fo complex subunit C3 (sub-

unit 9)
299.79

237 ENSCAFG00000004857 298.42
238 ENSCAFG00000015122 (RPL18A) ribosomal protein L18a 296.23
239 ATP6AP2 ATP6AP2 ATPase, H+ transporting, lysosomal accessory protein 2 295.01
240 SAT1 SAT1 spermidine/spermine N1-acetyltransferase 1 293.11
241 ENSCAFG00000004260 UQCRH ubiquinol-cytochrome c reductase hinge protein 292.72
242 ASS1 ASS1 argininosuccinate synthase 1 292.65
243 PSAP PSAP prosaposin 291.65
244 RPS3A RPS3A ribosomal protein S3A 291.01
245 ENSCAFG00000012839 (RPS14) ribosomal protein S14 290.83
246 ENSCAFG00000031914 290.75
247 CLTA CLTA clathrin, light chain A 290.59
248 H3F3A H3F3A H3 histone, family 3A 288.99
249 BTF3 BTF3 basic transcription factor 3 288.64
250 RBP1 RBP1 retinol binding protein 1 287.94
251 GGH GGH gamma-glutamyl hydrolase (conjugase, folylpolygammaglutamyl hydrolase) 287.62
252 ENSCAFG00000003361 287.21
253 GABARAP GABARAP GABA(A) receptor-associated protein 284.70
254 CTBS CTBS chitobiase, di-N-acetyl- 283.18
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Table S16: Canis familiaris Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

255 TXN TXN thioredoxin 282.30
256 ANXA5 ANXA5 annexin A5 281.90
257 PLET1 PLET1 placenta expressed transcript 1 280.90
258 IGFBP3 IGFBP3 insulin like growth factor binding protein 3 277.36
259 NPC2 NPC2 Niemann-Pick disease, type C2 277.25
260 CTSA CTSA cathepsin A 273.57
261 ENSCAFG00000009211 (LDHA) lactate dehydrogenase A 273.51
262 ENSCAFG00000024413 ATP5J2 ATP synthase, H+ transporting, mitochondrial Fo complex subunit F2 271.46
263 HSBP1 HSBP1 heat shock factor binding protein 1 268.92
264 DSTN DSTN destrin (actin depolymerizing factor) 268.58
265 RPL28 RPL28 ribosomal protein L28 266.79
266 CD9 CD9 CD9 molecule 264.35
267 TF F3 coagulation factor III (thromboplastin, tissue factor) 259.31
268 ENSCAFG00000025725 258.02
269 MYL12A MYL12B myosin light chain 12B 257.25
270 TMEM258 TMEM258 transmembrane protein 258 257.07
271 FDPS FDPS farnesyl diphosphate synthase 252.39
272 MRPS24 MRPS24 mitochondrial ribosomal protein S24 251.72
273 RPL3 RPL3 ribosomal protein L3 251.59
274 ENSCAFG00000028511 (GPT2) glutamic pyruvate transaminase (alanine aminotransferase) 2 250.63
275 TRMT112 TRMT112 tRNA methyltransferase 11-2 homolog (S. cerevisiae) 248.81
276 ENSCAFG00000014244 CTC-260F20.3 248.76
277 COX4I1 COX4I1 cytochrome c oxidase subunit IV isoform 1 247.56
278 MRPL33 MRPL33 mitochondrial ribosomal protein L33 246.79
279 CESDD1 CES1 carboxylesterase 1 246.72
280 CALM2 (CALM1) calmodulin 1 (phosphorylase kinase, delta) 245.95
281 BLVRB BLVRB biliverdin reductase B 244.79
282 RPL13 RPL13 ribosomal protein L13 244.29
283 FXYD4 FXYD4 FXYD domain containing ion transport regulator 4 244.09
284 ID3 ID3 inhibitor of DNA binding 3, dominant negative helix-loop-helix protein 243.83
285 RPL39 (RPL39) ribosomal protein L39 241.88
286 ENSCAFG00000032122 (RPL39) ribosomal protein L39 241.88
287 REEP5 REEP5 receptor accessory protein 5 240.81
288 ATF4 ATF4 activating transcription factor 4 240.63
289 FIS1 FIS1 fission, mitochondrial 1 240.24
290 HSPB1 HSPB1 heat shock protein family B (small) member 1 240.16
291 ENSCAFG00000029967 (RPLP2) ribosomal protein, large, P2 239.89
292 MYL12B (MYL12B) myosin light chain 12B 238.97
293 SLC25A6 SLC25A6 solute carrier family 25 (mitochondrial carrier; adenine nucleotide transloca-

tor), member 6
238.61

294 TUBB4A TUBB4A tubulin, beta 4A class IVa 238.41
295 ENSCAFG00000019472 (RPS2) ribosomal protein S2 238.12
296 EDF1 EDF1 endothelial differentiation-related factor 1 235.47
297 AIF1L AIF1L allograft inflammatory factor 1-like 234.04
298 BASP1 BASP1 brain abundant, membrane attached signal protein 1 232.43
299 ATP5B ATP5B ATP synthase, H+ transporting, mitochondrial F1 complex, beta polypeptide 231.65
300 ENSCAFG00000018632 230.95
301 YWHAB YWHAB tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein,

beta
230.00

302 PSMB4 PSMB4 proteasome subunit beta 4 229.97
303 SEPP1 SEPP1 selenoprotein P, plasma, 1 229.08
304 CD320 CD320 CD320 molecule 228.78
305 ENSCAFG00000004842 NDUFC2 NADH:ubiquinone oxidoreductase subunit C2 228.76
306 EIF3K EIF3K eukaryotic translation initiation factor 3 subunit K 226.84
307 MIEN1 MIEN1 migration and invasion enhancer 1 226.68
308 MGST1 MGST1 microsomal glutathione S-transferase 1 225.27
309 CD59 CD59 CD59 molecule, complement regulatory protein 225.03
310 CD164 CD164 CD164 molecule, sialomucin 224.93
311 RPS26 RPS26 ribosomal protein S26 224.46
312 ENSCAFG00000032016 223.72
313 CLU CLU clusterin 222.86
314 ENSCAFG00000004589 (PPIA) peptidylprolyl isomerase A (cyclophilin A) 222.58
315 VPS28 (VPS28) vacuolar protein sorting 28 homolog (S. cerevisiae) 222.06
316 MRPS21 (MRPS21) mitochondrial ribosomal protein S21 220.41
317 NDUFB3 NDUFB3 NADH:ubiquinone oxidoreductase subunit B3 219.82
318 INHBA INHBA inhibin beta A 219.67
319 ENSCAFG00000006936 (RPL27A) ribosomal protein L27a 219.55
320 ENSCAFG00000008873 (RPL6) ribosomal protein L6 219.11
321 BPIFB1 BPIFB1 BPI fold containing family B member 1 218.07
322 NDUFB6 NDUFB6 NADH:ubiquinone oxidoreductase subunit B6 218.01
323 RPS23 RPS23 ribosomal protein S23 217.80
324 HSP90AB1 HSP90AB1 heat shock protein 90kDa alpha family class B member 1 216.84
325 BCAP31 BCAP31 B-cell receptor-associated protein 31 216.01
326 TUBA1B TUBA1A tubulin, alpha 1a 214.48
327 NDUFA2 NDUFA2 NADH:ubiquinone oxidoreductase subunit A2 214.43
328 ENSCAFG00000010227 RPLP0 ribosomal protein, large, P0 213.66
329 HSPA5 HSPA5 heat shock protein family A (Hsp70) member 5 213.63
330 LGMN LGMN legumain 212.97
331 PSMD8 PSMD8 proteasome 26S subunit, non-ATPase 8 212.36
332 TGFBR2 TGFBR2 transforming growth factor beta receptor II 212.03
333 ENSCAFG00000031706 (FABP5) fatty acid binding protein 5 (psoriasis-associated) 211.88
334 C19orf70 C19orf70 chromosome 19 open reading frame 70 210.88
335 ENSCAFG00000002336 (FTL) ferritin, light polypeptide 210.59
336 ARPC1B ARPC1B actin related protein 2/3 complex subunit 1B 210.01
337 TMEM74B TMEM74B transmembrane protein 74B 209.34
338 PLBD1 PLBD1 phospholipase B domain containing 1 209.12
339 SULT1E1 SULT1E1 sulfotransferase family 1E member 1 208.52
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Table S16: Canis familiaris Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

340 C1orf21 C1orf21 chromosome 1 open reading frame 21 208.05
341 ENSCAFG00000016268 (RPL23A) ribosomal protein L23a 207.87
342 CHCHD2 CHCHD2 coiled-coil-helix-coiled-coil-helix domain containing 2 207.81
343 ENSCAFG00000005295 207.44
344 HMGN1 HMGN1 high mobility group nucleosome binding domain 1 207.28
345 SEC61B SEC61B Sec61 translocon beta subunit 207.07
346 ATP6V1F ATP6V1F ATPase, H+ transporting, lysosomal 14kDa, V1 subunit F 206.88
347 PHPT1 PHPT1 phosphohistidine phosphatase 1 205.93
348 GPX1 GPX1 glutathione peroxidase 1 205.13
349 EIF4A1 EIF4A1 eukaryotic translation initiation factor 4A1 205.13
350 VIM VIM vimentin 203.79
351 ENSCAFG00000002166 (RPL12) ribosomal protein L12 203.58
352 ATP6V0C ATP6V0C ATPase, H+ transporting, lysosomal 16kDa, V0 subunit c 203.56
353 ATP5J ATP5J ATP synthase, H+ transporting, mitochondrial Fo complex subunit F6 201.15
354 ENSCAFG00000016129 EIF5A eukaryotic translation initiation factor 5A 199.76
355 ENSCAFG00000013213 199.20
356 RGCC RGCC regulator of cell cycle 199.09
357 TPI1 TPI1 triosephosphate isomerase 1 197.84
358 NDUFA6 NDUFA6 NADH:ubiquinone oxidoreductase subunit A6 196.94
359 IL18BP IL18BP interleukin 18 binding protein 196.72
360 ENSCAFG00000031458 (COX6A1) cytochrome c oxidase subunit VIa polypeptide 1 194.85
361 CTSL CTSV cathepsin V 193.67
362 TMBIM6 TMBIM6 transmembrane BAX inhibitor motif containing 6 192.87
363 ENSCAFG00000008590 191.82
364 HNRNPA2B1 HNRNPA2B1 heterogeneous nuclear ribonucleoprotein A2/B1 191.30
365 TBCA TBCA tubulin folding cofactor A 191.09
366 C12orf57 (C12orf57) chromosome 12 open reading frame 57 190.62
367 ENSCAFG00000000377 (ATP5L) ATP synthase, H+ transporting, mitochondrial Fo complex subunit G 190.53
368 ENSCAFG00000018497 NDUFA7 NADH:ubiquinone oxidoreductase subunit A7 188.24
369 ENSCAFG00000004916 H3F3B H3 histone, family 3B (H3.3B) 188.20
370 ENSCAFG00000011827 187.92
371 PSMB7 PSMB7 proteasome subunit beta 7 187.86
372 SF3B5 SF3B5 splicing factor 3b subunit 5 187.55
373 P4HB P4HB prolyl 4-hydroxylase, beta polypeptide 186.97
374 ADM ADM adrenomedullin 186.27
375 S100A16 S100A16 S100 calcium binding protein A16 185.85
376 POLR2F POLR2F polymerase (RNA) II (DNA directed) polypeptide F 185.81
377 MFSD2A MFSD2A major facilitator superfamily domain containing 2A 184.52
378 RABAC1 (RABAC1) Rab acceptor 1 (prenylated) 183.35
379 ENSCAFG00000006545 SLC25A3 solute carrier family 25 (mitochondrial carrier; phosphate carrier), member 3 183.24
380 PFN2 PFN2 profilin 2 183.21
381 DDOST DDOST dolichyl-diphosphooligosaccharide–protein glycosyltransferase subunit (non-

catalytic)
183.18

382 ENSCAFG00000017648 ATP5A1 ATP synthase, H+ transporting, mitochondrial F1 complex, alpha subunit 1,
cardiac muscle

182.28

383 RHOA RHOA ras homolog family member A 180.91
384 ENSCAFG00000011382 (RPL31) ribosomal protein L31 180.85
385 ENSCAFG00000008596 180.46
386 ENSCAFG00000007850 (FOLR1) folate receptor 1 (adult) 179.99
387 ENSCAFG00000008221 (ALDOA) aldolase, fructose-bisphosphate A 179.87
388 ENSCAFG00000006265 179.84
389 UBL5 UBL5 ubiquitin like 5 179.59
390 ENSCAFG00000011666 HSPA8 heat shock protein family A (Hsp70) member 8 179.05
391 MARC2 MARC2 mitochondrial amidoxime reducing component 2 178.72
392 BANF1 BANF1 barrier to autointegration factor 1 177.49
393 ENSCAFG00000004996 (RPL31) ribosomal protein L31 174.69
394 MSX2 MSX2 msh homeobox 2 174.66
395 SUI1ISO1 EIF1 eukaryotic translation initiation factor 1 174.24
396 ENSCAFG00000003159 173.94
397 SDC2 SDC2 syndecan 2 173.86
398 ENSCAFG00000029225 173.16
399 FABP3 FABP3 fatty acid binding protein 3, muscle and heart 172.84
400 IGF2 IGF2 insulin like growth factor 2 172.74
401 NDUFB7 NDUFB7 NADH:ubiquinone oxidoreductase subunit B7 171.92
402 ENSCAFG00000025112 NDUFA5 NADH:ubiquinone oxidoreductase subunit A5 170.59
403 SPINT2 SPINT2 serine peptidase inhibitor, Kunitz type, 2 170.37
404 ARHGDIA ARHGDIA Rho GDP dissociation inhibitor (GDI) alpha 170.17
405 ENSCAFG00000017824 (LDHB) lactate dehydrogenase B 169.16
406 U3 168.85
407 ENSCAFG00000023205 (TMEM256) transmembrane protein 256 168.18
408 ENSCAFG00000024501 (COX5A) cytochrome c oxidase subunit Va 167.93
409 BRK1 BRK1 BRICK1, SCAR/WAVE actin-nucleating complex subunit 167.26
410 S100A13 S100A13 S100 calcium binding protein A13 166.34
411 LGALS3 LGALS3 lectin, galactoside-binding, soluble, 3 166.07
412 FIBIN FIBIN fin bud initiation factor homolog (zebrafish) 165.33
413 TRAPPC5 TRAPPC5 trafficking protein particle complex 5 165.19
414 ENSCAFG00000017238 (RPL31) ribosomal protein L31 164.22
415 SSR2 SSR2 signal sequence receptor, beta (translocon-associated protein beta) 164.18
416 TMED10 TMED10 transmembrane p24 trafficking protein 10 163.64
417 ENSCAFG00000005024 (ATP5C1) ATP synthase, H+ transporting, mitochondrial F1 complex, gamma polypep-

tide 1
163.50

418 PLCB3 PRDX5 peroxiredoxin 5 163.05
419 HEBP1 HEBP1 heme binding protein 1 163.02
420 ENSCAFG00000023760 (PTMA) prothymosin, alpha 162.34
421 CKPI SLPI secretory leukocyte peptidase inhibitor 161.55
422 ANAPC13 ANAPC13 anaphase promoting complex subunit 13 161.31
423 RPSA RPSAP58 ribosomal protein SA pseudogene 58 160.90
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Table S16: Canis familiaris Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

424 PSMC5 PSMC5 proteasome 26S subunit, ATPase 5 160.53
425 SPATS2L SPATS2L spermatogenesis associated, serine rich 2 like 160.33
426 CTSB CTSB cathepsin B 160.23
427 MYDGF MYDGF myeloid-derived growth factor 160.17
428 ENSCAFG00000029369 159.89
429 ENSCAFG00000017563 CALM2 calmodulin 2 (phosphorylase kinase, delta) 159.67
430 SVIP SVIP small VCP/p97-interacting protein 159.60
431 TSPAN13 TSPAN13 tetraspanin 13 159.51
432 ENSCAFG00000030140 159.46
433 ENSCAFG00000018250 PLS3 plastin 3 159.27
434 HSD3B HSD3B2 hydroxy-delta-5-steroid dehydrogenase, 3 beta- and steroid delta-isomerase 2 158.12
435 SNX3 SNX3 sorting nexin 3 156.06
436 SMIM11 SMIM11 155.91
437 PAI-1 SERPINE1 serpin peptidase inhibitor, clade E (nexin, plasminogen activator inhibitor type

1), member 1
155.65

438 PDIA4 PDIA4 protein disulfide isomerase family A member 4 155.62
439 ENSCAFG00000007016 PFDN5 prefoldin subunit 5 154.59
440 PSENEN PSENEN presenilin enhancer gamma secretase subunit 153.54
441 ENSCAFG00000032717 (RPL37A) ribosomal protein L37a 152.71
442 CYSTM1 CYSTM1 cysteine-rich transmembrane module containing 1 152.22
443 RNF181 RNF181 ring finger protein 181 152.22
444 SERPINE2 SERPINE2 serpin peptidase inhibitor, clade E (nexin, plasminogen activator inhibitor type

1), member 2
152.21

445 S100A14 S100A14 S100 calcium binding protein A14 151.67
446 NME1 NME1 NME/NM23 nucleoside diphosphate kinase 1 151.48
447 UQCC2 UQCC2 ubiquinol-cytochrome c reductase complex assembly factor 2 151.46
448 SEC61G SEC61G Sec61 translocon gamma subunit 151.46
449 WFDC1 WFDC1 WAP four-disulfide core domain 1 151.09
450 ATP5F1 ATP5F1 ATP synthase, H+ transporting, mitochondrial Fo complex subunit B1 151.08
451 ENSCAFG00000013683 RP11-514P8.7 150.16
452 EIF4B EIF4B eukaryotic translation initiation factor 4B 150.03
453 SOD1 SOD1 superoxide dismutase 1, soluble 149.90
454 GPR87 GPR87 G protein-coupled receptor 87 149.44
455 ENSCAFG00000017257 MAN2B1 mannosidase, alpha, class 2B, member 1 149.23
456 CTNNB1 CTNNB1 catenin beta 1 149.04
457 ENSCAFG00000031930 148.74
458 ENSCAFG00000024966 (SUMO2) small ubiquitin-like modifier 2 148.71
459 GRN GRN granulin 148.25
460 TSTD1 TSTD1 thiosulfate sulfurtransferase (rhodanese)-like domain containing 1 148.09
461 ENSCAFG00000017655 (PKM) pyruvate kinase, muscle 147.36
462 SPCS3 SPCS3 signal peptidase complex subunit 3 147.26
463 FAM32A FAM32A family with sequence similarity 32 member A 147.23
464 PDLIM1 PDLIM1 PDZ and LIM domain 1 147.21
465 ENSCAFG00000003676 (GPT2) glutamic pyruvate transaminase (alanine aminotransferase) 2 144.00
466 ENSCAFG00000011263 142.97
467 ENSCAFG00000018753 NDUFA11 NADH:ubiquinone oxidoreductase subunit A11 142.65
468 ENSCAFG00000010572 (U2AF1) U2 small nuclear RNA auxiliary factor 1 142.60
469 EEF2 EEF2 eukaryotic translation elongation factor 2 142.45
470 UXS1 UXS1 UDP-glucuronate decarboxylase 1 141.87
471 CLDN4 (CLDN4) claudin 4 141.85
472 CNBP CNBP CCHC-type zinc finger, nucleic acid binding protein 141.81
473 TMEM59 TMEM59 transmembrane protein 59 141.76
474 MLLT1 MLLT1 myeloid/lymphoid or mixed-lineage leukemia; translocated to, 1 141.41
475 PPAP2B PPAP2B 140.58
476 SNORD39 SNORD55 small nucleolar RNA, C/D box 55 139.92
477 ENSCAFG00000011845 139.91
478 TOMM20 TOMM20 translocase of outer mitochondrial membrane 20 homolog (yeast) 139.49
479 ENSCAFG00000028485 (RPS19) ribosomal protein S19 139.32
480 FDFT1 FDFT1 farnesyl-diphosphate farnesyltransferase 1 139.26
481 PSMA7 PSMA7 proteasome subunit alpha 7 138.88
482 CORO1B CORO1B coronin, actin binding protein, 1B 138.80
483 ENSCAFG00000029298 (GLT6D1) glycosyltransferase 6 domain containing 1 138.74
484 APIP APIP APAF1 interacting protein 138.31
485 CMC2 CMC2 C-x(9)-C motif containing 2 138.29
486 GCSH GCSH glycine cleavage system protein H (aminomethyl carrier) 137.35
487 RPS27L RPS27L ribosomal protein S27 like 137.18
488 SEPW1 SEPW1 selenoprotein W, 1 137.06
489 CARHSP1 CARHSP1 calcium regulated heat stable protein 1 136.71
490 ENSCAFG00000016617 135.93
491 CTSZ CTSZ cathepsin Z 135.75
492 ENSCAFG00000008273 (RPL17) ribosomal protein L17 135.04
493 ENSCAFG00000002656 (EEF1A1) eukaryotic translation elongation factor 1 alpha 1 134.92
494 EIF3G EIF3G eukaryotic translation initiation factor 3 subunit G 134.79
495 ENSCAFG00000028960 RPL17-C18orf32 RPL17-C18orf32 readthrough 134.72
496 LMO4 LMO4 LIM domain only 4 134.70
497 RPL13A (RPL13A) ribosomal protein L13a 134.30
498 DPM3 DPM3 dolichyl-phosphate mannosyltransferase polypeptide 3 134.29
499 ATP1A1 ATP1A1 ATPase, Na+/K+ transporting, alpha 1 polypeptide 134.22
500 SFN SFN stratifin 133.53
501 ATG101 ATG101 autophagy related 101 133.27
502 ENSCAFG00000031299 133.00
503 DPY30 DPY30 dpy-30, histone methyltransferase complex regulatory subunit 132.75
504 SSR4 SSR4 signal sequence receptor, delta 132.27
505 LSM8 LSM8 LSM8 homolog, U6 small nuclear RNA associated 131.76
506 PSMB2 PSMB2 proteasome subunit beta 2 131.71
507 ENSCAFG00000010890 (COQ10B) coenzyme Q10B 131.43
508 ENSCAFG00000011083 (NDUFS8) NADH:ubiquinone oxidoreductase core subunit S8 131.30
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Table S16: Canis familiaris Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

509 PCP2 PCP2 Purkinje cell protein 2 130.41
510 RPL21 (RPL21) ribosomal protein L21 130.31
511 RAB11A RAB11A RAB11A, member RAS oncogene family 129.79
512 IGFBP7 IGFBP7 insulin like growth factor binding protein 7 129.67
513 CYB5R1 CYB5R1 cytochrome b5 reductase 1 129.63
514 ARPC5 ARPC5 actin related protein 2/3 complex subunit 5 128.37
515 HERPUD1 HERPUD1 homocysteine-inducible, endoplasmic reticulum stress-inducible, ubiquitin-

like domain member 1
128.35

516 KRTCAP2 KRTCAP2 keratinocyte associated protein 2 128.31
517 TMEM147 TMEM147 transmembrane protein 147 127.84
518 CEMIP CEMIP cell migration inducing protein, hyaluronan binding 127.73
519 TOMM6 TOMM6 translocase of outer mitochondrial membrane 6 homolog (yeast) 127.55
520 HNRNPF HNRNPF heterogeneous nuclear ribonucleoprotein F 126.83
521 RAB1A RAB1A RAB1A, member RAS oncogene family 126.35
522 LDOC1 LDOC1 leucine zipper, down-regulated in cancer 1 126.32
523 RABEPK RABEPK Rab9 effector protein with kelch motifs 126.28
524 SUMO2 SUMO2 small ubiquitin-like modifier 2 126.18
525 PRCP PRCP prolylcarboxypeptidase 126.06
526 BSG BSG basigin (Ok blood group) 125.80
527 CD81 CD81 CD81 molecule 125.72
528 TCEB1 TCEB1 transcription elongation factor B (SIII), polypeptide 1 (15kDa, elongin C) 125.46
529 C1orf64 C1orf64 chromosome 1 open reading frame 64 124.86
530 ENSCAFG00000028613 (SCAND1) SCAN domain containing 1 124.13
531 ENSCAFG00000000061 BLOC1S1 biogenesis of lysosomal organelles complex-1, subunit 1 124.03
532 NT5C NT5C 5’, 3’-nucleotidase, cytosolic 123.80
533 ENSCAFG00000024323 (GAPDH) glyceraldehyde-3-phosphate dehydrogenase 122.87
534 ENSCAFG00000024643 (EEF1G) eukaryotic translation elongation factor 1 gamma 122.72
535 GNS GNS glucosamine (N-acetyl)-6-sulfatase 122.60
536 AP2M1 AP2M1 adaptor-related protein complex 2, mu 1 subunit 122.49
537 NENF NENF neudesin neurotrophic factor 121.72
538 CHCHD6 CHCHD6 coiled-coil-helix-coiled-coil-helix domain containing 6 121.55
539 RHEB RHEB Ras homolog enriched in brain 121.05
540 STT3B STT3B STT3B, subunit of the oligosaccharyltransferase complex (catalytic) 120.65
541 RPS4X (RPS4X) ribosomal protein S4, X-linked 120.21
542 LAMTOR4 LAMTOR4 late endosomal/lysosomal adaptor, MAPK and MTOR activator 4 119.71
543 COPE COPE coatomer protein complex subunit epsilon 119.68
544 ENSCAFG00000023527 (ATP5I) ATP synthase, H+ transporting, mitochondrial Fo complex subunit E 119.36
545 ENSCAFG00000023111 (S100A10) S100 calcium binding protein A10 118.17
546 SULT1A1 SULT1A1 sulfotransferase family 1A member 1 117.98
547 ENSCAFG00000010615 H2AFZ H2A histone family member Z 117.66
548 ANXA4 ANXA4 annexin A4 117.63
549 ENSCAFG00000000118 RP11-977G19.10 117.44
550 MYL9 MYL9 myosin light chain 9 117.40
551 ENSCAFG00000014799 RAMP2 receptor (G protein-coupled) activity modifying protein 2 117.15
552 SUPT4H1 SUPT4H1 SPT4 homolog, DSIF elongation factor subunit 117.07
553 ANGPT2 ANGPT2 angiopoietin 2 116.63
554 PSMB3 (PSMB3) proteasome subunit beta 3 116.04
555 ENSCAFG00000000026 (CYB5A) cytochrome b5 type A (microsomal) 115.87
556 LAPTM4A LAPTM4A lysosomal protein transmembrane 4 alpha 115.85
557 ENSCAFG00000022721 115.50
558 ENSCAFG00000013780 115.49
559 ENSCAFG00000019697 (ENO1) enolase 1, (alpha) 115.45
560 ENSCAFG00000032349 115.45
561 ENSCAFG00000019159 115.03
562 CLIC1 CLIC1 chloride intracellular channel 1 114.97
563 CHMP2A CHMP2A charged multivesicular body protein 2A 114.58
564 NDUFB11 NDUFB11 NADH:ubiquinone oxidoreductase subunit B11 114.15
565 EIF4G2 EIF4G2 eukaryotic translation initiation factor 4 gamma, 2 113.97
566 LAMP1 LAMP1 lysosomal-associated membrane protein 1 113.71
567 RAN RAN RAN, member RAS oncogene family 113.47
568 ARF3 ARF3 ADP ribosylation factor 3 113.36
569 S100A4 S100A4 S100 calcium binding protein A4 113.36
570 MRPL36 MRPL36 mitochondrial ribosomal protein L36 112.69
571 APOC1 APOC1 apolipoprotein C-I 112.69
572 CD151 CD151 CD151 molecule (Raph blood group) 112.58
573 ENSCAFG00000000994 SKP1 S-phase kinase-associated protein 1 111.97
574 CHCHD1 CHCHD1 coiled-coil-helix-coiled-coil-helix domain containing 1 111.52
575 OAT OAT ornithine aminotransferase 111.17
576 PSMA6 PSMA6 proteasome subunit alpha 6 110.87
577 ENSCAFG00000015643 SMIM7 small integral membrane protein 7 110.83
578 SPCS1 SPCS1 signal peptidase complex subunit 1 110.44
579 CHMP5 CHMP5 charged multivesicular body protein 5 110.31
580 MFI2 MFI2 antigen p97 (melanoma associated) identified by monoclonal antibodies 133.2

and 96.5
110.21

581 ENSCAFG00000030791 (TSTD1) thiosulfate sulfurtransferase (rhodanese)-like domain containing 1 110.07
582 PNP PNP purine nucleoside phosphorylase 109.91
583 MGST3 (MGST3) microsomal glutathione S-transferase 3 109.83
584 NDUFS4 NDUFS4 NADH:ubiquinone oxidoreductase subunit S4 109.74
585 ENSCAFG00000006102 (RPL29) ribosomal protein L29 109.13
586 TPM4 TPM4 tropomyosin 4 108.88
587 CERS5 CERS5 ceramide synthase 5 108.69
588 ENSCAFG00000032276 (FMNL1) formin like 1 108.66
589 CST6 CST6 cystatin E/M 108.53
590 ENSCAFG00000016728 108.26
591 SF3B6 SF3B6 splicing factor 3b subunit 6 108.22
592 DNAJC19 DNAJC19 DnaJ heat shock protein family (Hsp40) member C19 108.08
593 ENSCAFG00000009692 (TMEM14C) transmembrane protein 14C 107.02

192

http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=PCP2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PCP2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PCP2
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=RPL21
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL21
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL21
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=RAB11A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RAB11A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RAB11A
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=IGFBP7
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=IGFBP7
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=IGFBP7
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=CYB5R1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CYB5R1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CYB5R1
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=ARPC5
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ARPC5
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ARPC5
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=HERPUD1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HERPUD1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HERPUD1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HERPUD1
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=KRTCAP2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=KRTCAP2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=KRTCAP2
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=TMEM147
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TMEM147
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TMEM147
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=CEMIP
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CEMIP
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CEMIP
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=TOMM6
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TOMM6
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TOMM6
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=HNRNPF
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HNRNPF
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HNRNPF
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=RAB1A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RAB1A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RAB1A
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=LDOC1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=LDOC1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=LDOC1
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=RABEPK
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RABEPK
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RABEPK
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=SUMO2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SUMO2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SUMO2
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=PRCP
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PRCP
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PRCP
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=BSG
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=BSG
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=BSG
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=CD81
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CD81
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CD81
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=TCEB1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TCEB1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TCEB1
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=C1orf64
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=C1orf64
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=C1orf64
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=ENSCAFG00000028613
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SCAND1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SCAND1
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=ENSCAFG00000000061
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=BLOC1S1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=BLOC1S1
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=NT5C
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NT5C
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NT5C
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=ENSCAFG00000024323
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GAPDH
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GAPDH
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=ENSCAFG00000024643
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EEF1G
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EEF1G
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=GNS
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GNS
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GNS
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=AP2M1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=AP2M1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=AP2M1
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=NENF
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NENF
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NENF
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=CHCHD6
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CHCHD6
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CHCHD6
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=RHEB
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RHEB
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RHEB
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=STT3B
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=STT3B
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=STT3B
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=RPS4X
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS4X
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS4X
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=LAMTOR4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=LAMTOR4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=LAMTOR4
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=COPE
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=COPE
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=COPE
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=ENSCAFG00000023527
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ATP5I
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ATP5I
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=ENSCAFG00000023111
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=S100A10
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=S100A10
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=SULT1A1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SULT1A1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SULT1A1
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=ENSCAFG00000010615
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=H2AFZ
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=H2AFZ
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=ANXA4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ANXA4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ANXA4
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=ENSCAFG00000000118
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RP11-977G19.10
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=MYL9
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MYL9
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MYL9
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=ENSCAFG00000014799
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RAMP2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RAMP2
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=SUPT4H1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SUPT4H1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SUPT4H1
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=ANGPT2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ANGPT2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ANGPT2
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=PSMB3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PSMB3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PSMB3
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=ENSCAFG00000000026
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CYB5A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CYB5A
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=LAPTM4A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=LAPTM4A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=LAPTM4A
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=ENSCAFG00000022721
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=ENSCAFG00000013780
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=ENSCAFG00000019697
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ENO1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ENO1
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=ENSCAFG00000032349
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=ENSCAFG00000019159
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=CLIC1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CLIC1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CLIC1
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=CHMP2A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CHMP2A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CHMP2A
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=NDUFB11
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NDUFB11
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NDUFB11
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=EIF4G2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EIF4G2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EIF4G2
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=LAMP1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=LAMP1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=LAMP1
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=RAN
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RAN
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RAN
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=ARF3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ARF3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ARF3
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=S100A4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=S100A4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=S100A4
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=MRPL36
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MRPL36
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MRPL36
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=APOC1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=APOC1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=APOC1
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=CD151
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CD151
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CD151
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=ENSCAFG00000000994
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SKP1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SKP1
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=CHCHD1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CHCHD1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CHCHD1
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=OAT
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=OAT
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=OAT
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=PSMA6
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PSMA6
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PSMA6
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=ENSCAFG00000015643
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SMIM7
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SMIM7
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=SPCS1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SPCS1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SPCS1
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=CHMP5
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CHMP5
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CHMP5
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=MFI2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MFI2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MFI2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MFI2
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=ENSCAFG00000030791
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TSTD1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TSTD1
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=PNP
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PNP
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PNP
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=MGST3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MGST3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MGST3
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=NDUFS4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NDUFS4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NDUFS4
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=ENSCAFG00000006102
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL29
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=TPM4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TPM4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TPM4
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=CERS5
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CERS5
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CERS5
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=ENSCAFG00000032276
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FMNL1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FMNL1
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=CST6
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CST6
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CST6
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=ENSCAFG00000016728
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=SF3B6
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SF3B6
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SF3B6
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=DNAJC19
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=DNAJC19
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=DNAJC19
http://www.ensembl.org/Canis_familiaris/Gene/Summary?g=ENSCAFG00000009692
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TMEM14C
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TMEM14C


3.12 Canis familiaris Placental Gene Expression 3 SPECIES EXPRESSION

Table S16: Canis familiaris Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

594 NDUFB10 NDUFB10 NADH:ubiquinone oxidoreductase subunit B10 106.91
595 RCN2 RCN2 reticulocalbin 2 106.68
596 PSMB6 PSMB6 proteasome subunit beta 6 106.52
597 NACA (NACA) nascent polypeptide-associated complex alpha subunit 106.45
598 COX17 COX17 COX17, cytochrome c oxidase copper chaperone 106.40
599 HAGH HAGH hydroxyacylglutathione hydrolase 106.39
600 RNASEH2C RNASEH2C ribonuclease H2 subunit C 105.75
601 CAPG CAPG capping protein (actin filament), gelsolin-like 105.58
602 ENSCAFG00000002237 105.27
603 ATP6V0E1 ATP6V0E1 ATPase, H+ transporting, lysosomal 9kDa, V0 subunit e1 105.02
604 RPL5 RPL5 ribosomal protein L5 105.02
605 ENSCAFG00000002646 CALM1 calmodulin 1 (phosphorylase kinase, delta) 104.71
606 SLC38A2 SLC38A2 solute carrier family 38 member 2 104.39
607 ENSCAFG00000018434 (RPL36A) ribosomal protein L36a 104.39
608 LASP1 LASP1 LIM and SH3 protein 1 103.58
609 CMAS CMAS cytidine monophosphate N-acetylneuraminic acid synthetase 103.53
610 EPHX1 EPHX1 epoxide hydrolase 1, microsomal (xenobiotic) 102.98
611 LPGAT1 LPGAT1 lysophosphatidylglycerol acyltransferase 1 102.85
612 ENSCAFG00000002707 102.77
613 ENSCAFG00000012624 (RPL7) ribosomal protein L7 102.76
614 CCDC56 COA3 cytochrome c oxidase assembly factor 3 102.59
615 SMDT1 SMDT1 single-pass membrane protein with aspartate-rich tail 1 102.57
616 RAB7A RAB7A RAB7A, member RAS oncogene family 102.37
617 MORF4L1 MORF4L1 mortality factor 4 like 1 101.76
618 ENSCAFG00000000370 TMBIM4 transmembrane BAX inhibitor motif containing 4 101.62
619 HMGB1 (HMGB1) high mobility group box 1 101.44
620 ENSCAFG00000015065 BUD31 BUD31 homolog 101.26
621 TYSND1 SAR1A secretion associated, Ras related GTPase 1A 101.09
622 ENSCAFG00000012703 (SEC14L2) SEC14-like lipid binding 2 101.06
623 SLC7A5 SLC7A5 solute carrier family 7 (amino acid transporter light chain, L system), member

5
100.89

624 EMC4 EMC4 ER membrane protein complex subunit 4 100.80
625 ENSCAFG00000031952 RPL30 ribosomal protein L30 100.75
626 RNASEK RNASEK ribonuclease, RNase K 100.44
627 PFDN2 PFDN2 prefoldin subunit 2 100.23
628 ATP6V0B ATP6V0B ATPase, H+ transporting, lysosomal 21kDa, V0 subunit b 100.20
629 GABARAPL1 GABARAPL1 GABA(A) receptor-associated protein like 1 100.12
630 MAN1C1 MAN1C1 mannosidase, alpha, class 1C, member 1 100.12
631 NPY NPY neuropeptide Y 98.94
632 C14orf142 C14orf142 chromosome 14 open reading frame 142 98.46
633 CKS2 CKS2 CDC28 protein kinase regulatory subunit 2 98.27
634 PCBP1 PCBP1 poly(rC) binding protein 1 98.03
635 ENSCAFG00000006884 EIF3F eukaryotic translation initiation factor 3 subunit F 97.74
636 PTGES PTGES prostaglandin E synthase 97.56
637 RBBP7 RBBP7 retinoblastoma binding protein 7 97.29
638 NDUFS7 NDUFS7 NADH:ubiquinone oxidoreductase core subunit S7 97.16
639 GATA3 GATA3 GATA binding protein 3 96.42
640 PRKCDBP PRKCDBP protein kinase C, delta binding protein 96.34
641 SSR3 SSR3 signal sequence receptor, gamma (translocon-associated protein gamma) 96.09
642 MCFD2 MCFD2 multiple coagulation factor deficiency 2 96.02
643 WDR83OS WDR83OS WD repeat domain 83 opposite strand 95.98
644 UQCRFS1 UQCRFS1 ubiquinol-cytochrome c reductase, Rieske iron-sulfur polypeptide 1 95.79
645 NUDT3 NUDT3 nudix hydrolase 3 95.64
646 NUCB1 NUCB1 nucleobindin 1 95.46
647 LRPAP1 LRPAP1 LDL receptor related protein associated protein 1 95.37
648 LAMP2 LAMP2 lysosomal-associated membrane protein 2 94.92
649 MRPL20 MRPL20 mitochondrial ribosomal protein L20 94.88
650 ENSCAFG00000031092 (RPL39) ribosomal protein L39 94.48
651 EIF4A2 EIF4A2 eukaryotic translation initiation factor 4A2 93.85
652 ENSCAFG00000029777 (ARF1) ADP ribosylation factor 1 93.84
653 GLUL GLUL glutamate-ammonia ligase 93.83
654 EID1 EID1 EP300 interacting inhibitor of differentiation 1 93.67
655 PABPC3 PABPC1 poly(A) binding protein, cytoplasmic 1 93.58
656 ENSCAFG00000024041 (RPS3A) ribosomal protein S3A 93.58
657 ENSCAFG00000015284 UBE2L3 ubiquitin conjugating enzyme E2L 3 93.51
658 GALNT11 GALNT11 polypeptide N-acetylgalactosaminyltransferase 11 92.98
659 PARK7 PARK7 parkinson protein 7 92.72
660 ENSCAFG00000031478 (ATP6V1G1) ATPase, H+ transporting, lysosomal 13kDa, V1 subunit G1 92.51
661 VPS29 VPS29 VPS29 retromer complex component 92.46
662 ECE1 ECE1 endothelin converting enzyme 1 92.29
663 SAP18 SAP18 Sin3A associated protein 18kDa 91.86
664 RHOB RHOB ras homolog family member B 91.86
665 PHYHIP PHYHIP phytanoyl-CoA 2-hydroxylase interacting protein 91.50
666 EIF3I EIF3I eukaryotic translation initiation factor 3 subunit I 91.48
667 POLR3K POLR3K polymerase (RNA) III (DNA directed) polypeptide K, 12.3 kDa 91.40
668 ANO2 ANO2 anoctamin 2, calcium activated chloride channel 91.39
669 ENSCAFG00000013201 (RPL27) ribosomal protein L27 91.21
670 SGMS1 SGMS1 sphingomyelin synthase 1 91.05
671 SEC11A SEC11A SEC11 homolog A, signal peptidase complex subunit 90.86
672 H2AFJ (H2AFJ) H2A histone family member J 90.64
673 ENSCAFG00000029635 (EEF1B2) eukaryotic translation elongation factor 1 beta 2 90.37
674 EMC6 EMC6 ER membrane protein complex subunit 6 90.22
675 ENSCAFG00000001886 (HSPA8) heat shock protein family A (Hsp70) member 8 90.18
676 NHP2 NHP2 NHP2 ribonucleoprotein 90.17
677 SNRPF SNRPF small nuclear ribonucleoprotein polypeptide F 90.03
678 ATP6V0D1 ATP6V0D1 ATPase, H+ transporting, lysosomal 38kDa, V0 subunit d1 90.01
679 SH3BGRL3 SH3BGRL3 SH3 domain binding glutamate-rich protein like 3 89.74
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Table S16: Canis familiaris Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

680 ENSCAFG00000000646 89.65
681 ENSCAFG00000002215 (RPL31) ribosomal protein L31 89.56
682 SMIM4 SMIM4 small integral membrane protein 4 89.13
683 DAD1 DAD1 defender against cell death 1 89.09
684 TMEM11 TMEM11 transmembrane protein 11 88.94
685 FKBP2 FKBP2 FK506 binding protein 2 88.93
686 ENSCAFG00000030220 C11orf58 chromosome 11 open reading frame 58 88.84
687 RPL4 (RPL4) ribosomal protein L4 88.66
688 ENSCAFG00000014627 (EEF1A1) eukaryotic translation elongation factor 1 alpha 1 88.50
689 GNB2 GNB2 guanine nucleotide binding protein (G protein), beta polypeptide 2 88.34
690 SLC25A5 SLC25A5 solute carrier family 25 (mitochondrial carrier; adenine nucleotide transloca-

tor), member 5
87.88

691 BHLHE40 BHLHE40 basic helix-loop-helix family member e40 87.85
692 DYNLRB1 DYNLRB1 dynein, light chain, roadblock-type 1 87.64
693 ADRM1 ADRM1 adhesion regulating molecule 1 87.63
694 ATP5D ATP5D ATP synthase, H+ transporting, mitochondrial F1 complex, delta subunit 87.61
695 COMT COMT catechol-O-methyltransferase 87.53
696 UBE2D3 UBE2D3 ubiquitin conjugating enzyme E2D 3 87.40
697 ENSCAFG00000007572 (RPL17) ribosomal protein L17 87.24
698 CLDN3 (CLDN3) claudin 3 87.20
699 ENSCAFG00000030323 87.11
700 CANX CANX calnexin 87.02
701 ENSCAFG00000031632 (RPL31) ribosomal protein L31 87.00
702 PEBP1 PEBP1 phosphatidylethanolamine binding protein 1 86.86
703 SQLE SQLE squalene epoxidase 86.58
704 SSU72 SSU72 SSU72 homolog, RNA polymerase II CTD phosphatase 86.41
705 PRELID1 PRELID1 PRELI domain containing 1 86.35
706 VCP VCP valosin containing protein 86.34
707 ENSCAFG00000019644 CNN2 calponin 2 86.24
708 RAB2A RAB2A RAB2A, member RAS oncogene family 86.18
709 PHB PHB prohibitin 86.12
710 NCL NCL nucleolin 85.83
711 MRPL41 MRPL41 mitochondrial ribosomal protein L41 85.77
712 ENSCAFG00000032218 85.66
713 ENY2 ENY2 enhancer of yellow 2 homolog (Drosophila) 85.46
714 ENSCAFG00000031306 84.97
715 ENSCAFG00000029945 (RPL36AL) ribosomal protein L36a like 84.95
716 ENSCAFG00000009746 (RPL29) ribosomal protein L29 84.82
717 HEXB HEXB hexosaminidase B (beta polypeptide) 84.58
718 REEP6 REEP6 receptor accessory protein 6 84.40
719 SFRP1 SFRP1 secreted frizzled-related protein 1 84.19
720 ENSCAFG00000005637 MMADHC methylmalonic aciduria (cobalamin deficiency) cblD type, with homocystin-

uria
84.08

721 DNAJB11 DNAJB11 DnaJ heat shock protein family (Hsp40) member B11 84.03
722 ENSCAFG00000003645 83.87
723 ENSCAFG00000008805 (RPL21) ribosomal protein L21 83.86
724 NDRG1 NDRG1 N-myc downstream regulated 1 83.53
725 NDUFV3 NDUFV3 NADH:ubiquinone oxidoreductase subunit V3 83.10
726 ENSCAFG00000016664 (COX6C) cytochrome c oxidase subunit VIc 82.89
727 ENSCAFG00000001530 (ATP5G2) ATP synthase, H+ transporting, mitochondrial Fo complex subunit C2 (sub-

unit 9)
82.88

728 TUBB4B TUBB4B tubulin, beta 4B class IVb 82.67
729 TM4SF1 TM4SF1 transmembrane 4 L six family member 1 82.37
730 ZFAND5 ZFAND5 zinc finger, AN1-type domain 5 81.93
731 LSM7 LSM7 LSM7 homolog, U6 small nuclear RNA and mRNA degradation associated 81.92
732 FKBP4 FKBP4 FK506 binding protein 4 81.87
733 RAC1 RNASE1 ribonuclease, RNase A family, 1 (pancreatic) 81.78
734 NDUFB9 NDUFB9 NADH:ubiquinone oxidoreductase subunit B9 81.78
735 ENSCAFG00000009062 PGAM1 phosphoglycerate mutase 1 81.70
736 EMB EMB embigin 81.59
737 SPTBN1 SPTBN1 spectrin, beta, non-erythrocytic 1 81.11
738 SGPL1 SGPL1 sphingosine-1-phosphate lyase 1 80.91
739 EPAS1 EPAS1 endothelial PAS domain protein 1 80.80
740 PSME2 PSME2 proteasome activator subunit 2 80.57
741 ENSCAFG00000029619 80.23
742 ENSCAFG00000010086 MRPL23 mitochondrial ribosomal protein L23 80.02
743 PSMB1 PSMB1 proteasome subunit beta 1 79.52
744 FCGRT FCGRT Fc fragment of IgG, receptor, transporter, alpha 79.45
745 AKT1S1 AKT1S1 AKT1 substrate 1 (proline rich) 79.41
746 ECHS1 ECHS1 enoyl-CoA hydratase, short chain, 1, mitochondrial 79.13
747 CUTA CUTA cutA divalent cation tolerance homolog (E. coli) 79.09
748 FUCA1 FUCA1 fucosidase, alpha-L- 1, tissue 79.05
749 ATP6AP1 ATP6AP1 ATPase, H+ transporting, lysosomal accessory protein 1 78.99
750 EIF3H EIF3H eukaryotic translation initiation factor 3 subunit H 78.98
751 TUBB TUBB tubulin, beta class I 78.94
752 GATA2 GATA2 GATA binding protein 2 78.86
753 ENSCAFG00000031971 78.70
754 DNAJC1 DNAJC1 DnaJ heat shock protein family (Hsp40) member C1 78.51
755 FAM96B FAM96B family with sequence similarity 96 member B 78.34
756 RBM8A RBM8A RNA binding motif protein 8A 77.72
757 ENSCAFG00000015394 (RPL23A) ribosomal protein L23a 77.70
758 ENSCAFG00000016799 RP11-196G11.1 77.68
759 LMAN2 LMAN2 lectin, mannose-binding 2 77.19
760 ENSCAFG00000018036 (HSP90AA1) heat shock protein 90kDa alpha family class A member 1 76.81
761 PRKAR1A PRKAR1A protein kinase, cAMP-dependent, regulatory subunit type I alpha 76.67
762 ENSCAFG00000017286 (YBX1) Y-box binding protein 1 76.57
763 ENSCAFG00000031324 (RPL37) ribosomal protein L37 76.29
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Table S16: Canis familiaris Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

764 SLC3A2 SLC3A2 solute carrier family 3 (amino acid transporter heavy chain), member 2 76.15
765 SEC11C SEC11C SEC11 homolog C, signal peptidase complex subunit 76.06
766 HMOX2 HMOX2 heme oxygenase 2 76.01
767 ENSCAFG00000028773 (ATP6V1G1) ATPase, H+ transporting, lysosomal 13kDa, V1 subunit G1 75.95
768 ARPC4 ARPC4 actin related protein 2/3 complex subunit 4 75.82
769 ENSCAFG00000031731 (RPL23A) ribosomal protein L23a 75.56
770 EEF1D EEF1D eukaryotic translation elongation factor 1 delta (guanine nucleotide exchange

protein)
75.41

771 ENSCAFG00000000177 75.38
772 ERGIC3 ERGIC3 ERGIC and golgi 3 75.31
773 SIRT5 SIRT5 sirtuin 5 75.14
774 LGALS3BP LGALS3BP lectin, galactoside-binding, soluble, 3 binding protein 74.87
775 SLC20A1 SLC20A1 solute carrier family 20 (phosphate transporter), member 1 74.51
776 ENSCAFG00000003544 74.49
777 DPM2 DPM2 dolichyl-phosphate mannosyltransferase polypeptide 2, regulatory subunit 74.27
778 UBA1 UBA1 ubiquitin-like modifier activating enzyme 1 74.18
779 MPC2 MPC2 mitochondrial pyruvate carrier 2 74.18
780 STXBP2 STXBP2 syntaxin binding protein 2 74.15
781 ENSCAFG00000015082 PLA2G16 phospholipase A2 group XVI 74.01
782 EZR EZR ezrin 73.95
783 ENSCAFG00000000054 73.76
784 HMOX1 HMOX1 heme oxygenase 1 73.76
785 ENSCAFG00000001608 RPS19 ribosomal protein S19 73.58
786 CSRP1 CSRP1 cysteine and glycine rich protein 1 73.31
787 ENSCAFG00000015433 EEF1B2 eukaryotic translation elongation factor 1 beta 2 72.91
788 KATNA1 KATNA1 katanin p60 (ATPase containing) subunit A 1 72.87
789 ENSCAFG00000002179 (SHFM1) split hand/foot malformation (ectrodactyly) type 1 72.68
790 ENSCAFG00000016151 ATP6V1E1 ATPase, H+ transporting, lysosomal 31kDa, V1 subunit E1 72.44
791 LMO1 LMO1 LIM domain only 1 72.16
792 ENSCAFG00000015206 (SAA1) serum amyloid A1 72.15
793 SSNA1 SSNA1 Sjogren syndrome nuclear autoantigen 1 72.01
794 MAP1LC3B (MAP1LC3B) microtubule associated protein 1 light chain 3 beta 71.91
795 AP2S1 AP2S1 adaptor-related protein complex 2 sigma 1 subunit 71.91
796 ENSCAFG00000003012 CAP1 CAP, adenylate cyclase-associated protein 1 (yeast) 71.83
797 DDX5 (DDX5) DEAD (Asp-Glu-Ala-Asp) box helicase 5 71.83
798 TNFRSF11B TNFRSF11B tumor necrosis factor receptor superfamily member 11b 71.82
799 OLFML3 OLFML3 olfactomedin like 3 71.63
800 ROMO1 ROMO1 reactive oxygen species modulator 1 71.54
801 ISCU ISCU iron-sulfur cluster assembly enzyme 71.44
802 EGFLAM EGFLAM EGF-like, fibronectin type III and laminin G domains 71.36
803 ENSCAFG00000001399 HNRNPK heterogeneous nuclear ribonucleoprotein K 71.29
804 HNRNPAB HNRNPAB heterogeneous nuclear ribonucleoprotein A/B 71.10
805 CIB1 CIB1 calcium and integrin binding 1 70.99
806 ENSCAFG00000032664 70.80
807 HEXIM1 HEXIM1 hexamethylene bis-acetamide inducible 1 70.78
808 ENSCAFG00000006088 ING1 inhibitor of growth family member 1 70.76
809 CHMP4B CHMP4B charged multivesicular body protein 4B 70.75
810 ENSCAFG00000017909 70.75
811 SELT SELT 70.71
812 TXNIP TXNIP thioredoxin interacting protein 70.69
813 JAG2 JAG2 jagged 2 70.57
814 OLFML2B OLFML2B olfactomedin like 2B 70.56
815 ENSCAFG00000001968 (RPL23A) ribosomal protein L23a 70.39
816 UBQLN1 UBQLN1 ubiquilin 1 70.19
817 CD36 CD36 CD36 molecule (thrombospondin receptor) 70.03
818 CCT8 CCT8 chaperonin containing TCP1, subunit 8 (theta) 69.97
819 ENSCAFG00000005880 (NPM1) nucleophosmin (nucleolar phosphoprotein B23, numatrin) 69.91
820 FOXO4 FOXO4 forkhead box O4 69.85
821 OCIAD1 OCIAD1 OCIA domain containing 1 69.82
822 ENSCAFG00000018380 (HNRNPC) heterogeneous nuclear ribonucleoprotein C (C1/C2) 69.72
823 TSPAN5 TSPAN5 tetraspanin 5 69.68
824 PSMA3 PSMA3 proteasome subunit alpha 3 69.53
825 HSD11B1 HSD11B1 hydroxysteroid (11-beta) dehydrogenase 1 69.40
826 PSMC4 PSMC4 proteasome 26S subunit, ATPase 4 69.24
827 ENSCAFG00000017667 NDUFAB1 NADH:ubiquinone oxidoreductase subunit AB1 69.11
828 ENSCAFG00000002101 69.09
829 DKK1 DKK1 dickkopf WNT signaling pathway inhibitor 1 68.95
830 FAM162A FAM162A family with sequence similarity 162 member A 68.70
831 NABP2 NABP2 nucleic acid binding protein 2 68.57
832 VAPA VAPA VAMP associated protein A 68.44
833 KARS KARS lysyl-tRNA synthetase 68.38
834 ENSCAFG00000007483 68.34
835 C8orf4 C8orf4 chromosome 8 open reading frame 4 68.31
836 ARPC3 ARPC3 actin related protein 2/3 complex subunit 3 68.25
837 POLR2E POLR2E polymerase (RNA) II (DNA directed) polypeptide E, 25kDa 68.24
838 FUS FUS FUS RNA binding protein 68.10
839 SLC5A6 SLC5A6 solute carrier family 5 (sodium/multivitamin and iodide cotransporter), mem-

ber 6
68.08

840 HNRNPL HNRNPL heterogeneous nuclear ribonucleoprotein L 68.04
841 MORF4L2 MORF4L2 mortality factor 4 like 2 67.95
842 PUF60 (PUF60) poly(U) binding splicing factor 60KDa 67.89
843 WBP2 WBP2 WW domain binding protein 2 67.85
844 ENSCAFG00000012643 (LAMA5) laminin subunit alpha 5 67.79
845 YIPF3 YIPF3 Yip1 domain family member 3 67.75
846 CRIP2 CRIP2 cysteine-rich protein 2 67.61
847 MTCH1 MTCH1 mitochondrial carrier 1 67.57
848 IL6ST IL6ST interleukin 6 signal transducer 67.55
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Table S16: Canis familiaris Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

849 GNB1 GNB1 guanine nucleotide binding protein (G protein), beta polypeptide 1 67.54
850 NCBP2 NCBP2 nuclear cap binding protein subunit 2 67.52
851 HMGCR HMGCR 3-hydroxy-3-methylglutaryl-CoA reductase 67.47
852 CDC26 CDC26 cell division cycle 26 67.39
853 RBMS1 RBMS1 RNA binding motif, single stranded interacting protein 1 67.37
854 NID2 NID2 nidogen 2 66.91
855 ENSCAFG00000005346 (MCTS1) malignant T-cell amplified sequence 1 66.90
856 CCT5 CCT5 chaperonin containing TCP1, subunit 5 (epsilon) 66.88
857 TCP1 TCP1 t-complex 1 66.83
858 NDUFA12 NDUFA12 NADH:ubiquinone oxidoreductase subunit A12 66.78
859 IMP3 IMP3 IMP3, U3 small nucleolar ribonucleoprotein 66.72
860 ARP3 ACTR3 ARP3 actin-related protein 3 homolog (yeast) 66.57
861 LMNA LMNA lamin A/C 66.50
862 ENSCAFG00000010865 HSPD1 heat shock protein family D (Hsp60) member 1 66.39
863 DUSP4 DUSP4 dual specificity phosphatase 4 66.20
864 NDFIP1 NDFIP1 Nedd4 family interacting protein 1 66.12
865 BGN BGN biglycan 66.06
866 SCARB2 SCARB2 scavenger receptor class B, member 2 65.99
867 ENSCAFG00000005504 HNRNPC heterogeneous nuclear ribonucleoprotein C (C1/C2) 65.74
868 ENSCAFG00000016636 (LDHB) lactate dehydrogenase B 65.70
869 ENSCAFG00000016263 (TUBA1A) tubulin, alpha 1a 65.69
870 VIMP VIMP VCP-interacting membrane selenoprotein 65.60
871 GLB1 GLB1 galactosidase beta 1 65.54
872 ENSCAFG00000012507 65.23
873 ENSCAFG00000024514 (RPS3A) ribosomal protein S3A 65.15
874 ETS2 ETS2 v-ets avian erythroblastosis virus E26 oncogene homolog 2 65.02
875 ENSCAFG00000017211 HAX1 HCLS1 associated protein X-1 64.81
876 ENSCAFG00000009541 ATP5O ATP synthase, H+ transporting, mitochondrial F1 complex, O subunit 64.79
877 MRPL55 MRPL55 mitochondrial ribosomal protein L55 64.68
878 ARHGAP25 ARHGAP25 Rho GTPase activating protein 25 64.68
879 CSDE1 CSDE1 cold shock domain containing E1, RNA binding 64.60
880 HNRNPA1 HNRNPA1 heterogeneous nuclear ribonucleoprotein A1 64.39
881 PAM PAM peptidylglycine alpha-amidating monooxygenase 64.27
882 TGFBR3 TGFBR3 transforming growth factor beta receptor III 64.13
883 MRPL52 MRPL52 mitochondrial ribosomal protein L52 64.09
884 SLC37A2 SLC37A2 solute carrier family 37 (glucose-6-phosphate transporter), member 2 63.80
885 FAM103A1 FAM103A1 family with sequence similarity 103 member A1 63.80
886 LSM10 LSM10 LSM10, U7 small nuclear RNA associated 63.77
887 ENSCAFG00000002085 SNRPE small nuclear ribonucleoprotein polypeptide E 63.67
888 PAFAH1B3 PAFAH1B3 platelet activating factor acetylhydrolase 1b catalytic subunit 3 63.64
889 PHB2 (PHB2) prohibitin 2 63.54
890 MME MME membrane metallo-endopeptidase 63.46
891 MRPL27 MRPL27 mitochondrial ribosomal protein L27 63.41
892 FKBP8 FKBP8 FK506 binding protein 8 63.40
893 SDHC SDHC succinate dehydrogenase complex subunit C 63.39
894 ALDH1A1 ALDH1A1 aldehyde dehydrogenase 1 family member A1 63.34
895 ACADVL ACADVL acyl-CoA dehydrogenase, very long chain 63.21
896 ENSCAFG00000025105 (BNIP3L) BCL2/adenovirus E1B 19kDa interacting protein 3-like 63.16
897 HNRNPA3 HNRNPA3 heterogeneous nuclear ribonucleoprotein A3 63.07
898 LAMB2 LAMB2 laminin subunit beta 2 62.98
899 ENSCAFG00000001388 (ATP5O) ATP synthase, H+ transporting, mitochondrial F1 complex, O subunit 62.87
900 TKT (TKT) transketolase 62.83
901 SLC9A3R2 SLC9A3R2 solute carrier family 9, subfamily A (NHE3, cation proton antiporter 3), mem-

ber 3 regulator 2
62.50

902 HDLBP HDLBP high density lipoprotein binding protein 62.47
903 RANBP1 RANBP1 RAN binding protein 1 62.45
904 ENSCAFG00000017742 62.12
905 ENSCAFG00000018586 EEF1A1 eukaryotic translation elongation factor 1 alpha 1 62.10
906 ANXA7 ANXA7 annexin A7 62.04
907 EMC9 EMC9 ER membrane protein complex subunit 9 62.03
908 EIF2B2 EIF2B2 eukaryotic translation initiation factor 2B subunit beta 61.96
909 STX8 STX8 syntaxin 8 61.92
910 DLST DLST dihydrolipoamide S-succinyltransferase (E2 component of 2-oxo-glutarate

complex)
61.75

911 DHRS7 DHRS7 dehydrogenase/reductase (SDR family) member 7 61.65
912 ENSCAFG00000008535 61.55
913 PHF5A PHF5A PHD finger protein 5A 61.50
914 ENSCAFG00000018879 (SUB1) SUB1 homolog, transcriptional regulator 61.44
915 HNRNPU HNRNPU heterogeneous nuclear ribonucleoprotein U (scaffold attachment factor A) 61.40
916 ENSCAFG00000000228 (TMED9) transmembrane p24 trafficking protein 9 61.33
917 FBXO7 FBXO7 F-box protein 7 61.30
918 RARRES2 RARRES2 retinoic acid receptor responder (tazarotene induced) 2 60.91
919 HMGN2 HMGN2 high mobility group nucleosomal binding domain 2 60.83
920 CITED2 CITED2 Cbp/p300-interacting transactivator, with Glu/Asp rich carboxy-terminal do-

main, 2
60.77

921 DCN DCN decorin 60.71
922 ENSCAFG00000011349 GSTP1 glutathione S-transferase pi 1 60.70
923 SPPL2A SPPL2A signal peptide peptidase like 2A 60.67
924 TAX1BP1 TAX1BP1 Tax1 (human T-cell leukemia virus type I) binding protein 1 60.59
925 NSFL1C NSFL1C NSFL1 (p97) cofactor (p47) 60.55
926 TINAGL1 TINAGL1 tubulointerstitial nephritis antigen-like 1 60.46
927 SRI SRI sorcin 60.40
928 CCT2 CCT2 chaperonin containing TCP1, subunit 2 (beta) 60.27
929 ARF6 ARF6 ADP ribosylation factor 6 60.23
930 SERPINH1 SERPINH1 serpin peptidase inhibitor, clade H (heat shock protein 47), member 1, (col-

lagen binding protein 1)
60.10

931 CYBA CYBA cytochrome b-245, alpha polypeptide 60.04
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Table S16: Canis familiaris Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

932 SS18L2 SS18L2 synovial sarcoma translocation gene on chromosome 18-like 2 59.90
933 RPN2 RPN2 ribophorin II 59.79
934 SSFA2 SSFA2 sperm specific antigen 2 59.69
935 TRAPPC2L TRAPPC2L trafficking protein particle complex 2-like 59.66
936 PSMC6 PSMC6 proteasome 26S subunit, ATPase 6 59.62
937 RAB5C RAB5C RAB5C, member RAS oncogene family 59.58
938 C3orf58 C3orf58 chromosome 3 open reading frame 58 59.54
939 ENSCAFG00000029884 RPS20 ribosomal protein S20 59.49
940 ENSCAFG00000013864 SNRPD3 small nuclear ribonucleoprotein D3 polypeptide 59.42
941 NDUFB4 NDUFB4 NADH:ubiquinone oxidoreductase subunit B4 59.39
942 ENSCAFG00000017475 (GAPDH) glyceraldehyde-3-phosphate dehydrogenase 59.39
943 KRTCAP3 KRTCAP3 keratinocyte associated protein 3 59.35
944 PLA2G10 PLA2G10 phospholipase A2 group X 59.17
945 RAP1B RAP1B RAP1B, member of RAS oncogene family 59.15
946 ENSA ENSA endosulfine alpha 59.09
947 IL1R2 IL1R2 interleukin 1 receptor, type II 58.98
948 IDI1 IDI1 isopentenyl-diphosphate delta isomerase 1 58.92
949 VDAC2 VDAC2 voltage-dependent anion channel 2 58.79
950 ACOT13 ACOT13 acyl-CoA thioesterase 13 58.71
951 METTL18 METTL18 methyltransferase like 18 58.63
952 PRSS23 PRSS23 protease, serine 23 58.57
953 CSNK2B CSNK2B casein kinase 2, beta polypeptide 58.54
954 PDGFRA PDGFRA platelet-derived growth factor receptor, alpha polypeptide 58.42
955 CLDN7 CLDN7 claudin 7 58.41
956 LAMC1 LAMC1 laminin subunit gamma 1 58.35
957 RHOC RHOC ras homolog family member C 58.27
958 PSMC1 PSMC1 proteasome 26S subunit, ATPase 1 58.25
959 FAM3D FAM3D family with sequence similarity 3 member D 58.12
960 BACE1 BACE1 beta-site APP-cleaving enzyme 1 58.12
961 SCAND1 SCAND1 SCAN domain containing 1 58.02
962 ENSCAFG00000009708 (EEF1A1) eukaryotic translation elongation factor 1 alpha 1 57.98
963 SNRPG SNRPG small nuclear ribonucleoprotein polypeptide G 57.88
964 ENSCAFG00000018671 57.85
965 SYPL1 SYPL1 synaptophysin-like 1 57.78
966 CD99 CD99 CD99 molecule 57.71
967 CCDC34 LIN7C lin-7 homolog C (C. elegans) 57.63
968 ENSCAFG00000001397 57.61
969 RRAS RRAS related RAS viral (r-ras) oncogene homolog 57.54
970 PSMC2 PSMC2 proteasome 26S subunit, ATPase 2 57.50
971 SEC61A1 SEC61A1 Sec61 translocon alpha 1 subunit 57.31
972 ENSCAFG00000010117 57.31
973 COL1A2 COL1A2 collagen, type I, alpha 2 57.23
974 SNRPD3 (SNRPD3) small nuclear ribonucleoprotein D3 polypeptide 57.15
975 TRAM1 TRAM1 translocation associated membrane protein 1 57.09
976 ENSCAFG00000031557 57.09
977 UBXN1 UBXN1 UBX domain protein 1 56.76
978 CEBPB CEBPB CCAAT/enhancer binding protein (C/EBP), beta 56.76
979 NFKBIA NFKBIA nuclear factor of kappa light polypeptide gene enhancer in B-cells inhibitor,

alpha
56.72

980 CHGA CHGA chromogranin A 56.42
981 H19 56.42
982 GOT1 GOT1 glutamic-oxaloacetic transaminase 1, soluble 56.40
983 TAF10 TAF10 TATA-box binding protein associated factor 10 56.29
984 CYCS CYCS cytochrome c, somatic 56.23
985 PPP1R15B PPP1R15B protein phosphatase 1 regulatory subunit 15B 56.20
986 FKBP1A (FKBP1A) FK506 binding protein 1A 56.18
987 SPP2 SPP2 secreted phosphoprotein 2 56.17
988 ENSCAFG00000013587 (PCBP2) poly(rC) binding protein 2 56.12
989 AP1S1 AP1S1 adaptor-related protein complex 1 sigma 1 subunit 55.90
990 UBE2A UBE2A ubiquitin conjugating enzyme E2A 55.85
991 BTBD3 BTBD3 BTB (POZ) domain containing 3 55.83
992 UBXN4 UBXN4 UBX domain protein 4 55.80
993 RAB14 RAB14 RAB14, member RAS oncogene family 55.69
994 ENSCAFG00000031151 (SNRPF) small nuclear ribonucleoprotein polypeptide F 55.57
995 PDAP1 PDAP1 PDGFA associated protein 1 55.53
996 ENSCAFG00000015964 RNASEK-C17orf49 RNASEK-C17orf49 readthrough 55.51
997 ENSCAFG00000018572 HMGCS1 3-hydroxy-3-methylglutaryl-CoA synthase 1 55.39
998 OOEP OOEP oocyte expressed protein 55.39
999 FERMT2 FERMT2 fermitin family member 2 55.36
1000 ENSCAFG00000003477 PDIA6 protein disulfide isomerase family A member 6 55.33
1001 GXYLT2 GXYLT2 glucoside xylosyltransferase 2 55.31
1002 CDC42 CDC42 cell division cycle 42 55.30
1003 CADM1 CADM1 cell adhesion molecule 1 55.20
1004 ENSCAFG00000000071 ORMDL2 ORMDL sphingolipid biosynthesis regulator 2 55.20
1005 MPST MPST mercaptopyruvate sulfurtransferase 55.05
1006 PMM1 PMM1 phosphomannomutase 1 55.03
1007 ENSCAFG00000013199 55.02
1008 PAM16 PAM16 presequence translocase-associated motor 16 homolog (S. cerevisiae) 55.01
1009 TIMM13 TIMM13 translocase of inner mitochondrial membrane 13 homolog (yeast) 54.95
1010 ENSCAFG00000006693 SNRPB small nuclear ribonucleoprotein polypeptides B and B1 54.94
1011 ISCA1 ISCA1 iron-sulfur cluster assembly 1 54.88
1012 RAB25 RAB25 RAB25, member RAS oncogene family 54.86
1013 ENSCAFG00000031286 MRPS16 mitochondrial ribosomal protein S16 54.83
1014 ENSCAFG00000015987 (RPL21) ribosomal protein L21 54.80
1015 PLA2G15 PLA2G15 phospholipase A2 group XV 54.77
1016 ENSCAFG00000015834 EEF1G eukaryotic translation elongation factor 1 gamma 54.60
1017 PSMB5 PSMB5 proteasome subunit beta 5 54.57
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Table S16: Canis familiaris Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

1018 ENSCAFG00000002903 (YKT6) YKT6 v-SNARE homolog (S. cerevisiae) 54.56
1019 LAMTOR5 LAMTOR5 late endosomal/lysosomal adaptor, MAPK and MTOR activator 5 54.45
1020 CCT3 CCT3 chaperonin containing TCP1, subunit 3 (gamma) 54.42
1021 SNRNP70 SNRNP70 small nuclear ribonucleoprotein, U1 70kDa subunit 54.39
1022 ENSCAFG00000014370 MRPS14 mitochondrial ribosomal protein S14 54.39
1023 PLD3 PLD3 phospholipase D family member 3 54.36
1024 WARS WARS tryptophanyl-tRNA synthetase 54.35
1025 PECAM1 PECAM1 platelet/endothelial cell adhesion molecule 1 54.22
1026 NEAT1_3 54.22
1027 POLR1D POLR1D polymerase (RNA) I polypeptide D 54.19
1028 AUP1 AUP1 ancient ubiquitous protein 1 54.18
1029 MEA1 MEA1 male-enhanced antigen 1 54.08
1030 RNF5 RNF5 ring finger protein 5, E3 ubiquitin protein ligase 54.04
1031 PQBP1 PQBP1 polyglutamine binding protein 1 53.98
1032 ENSCAFG00000006666 53.82
1033 RHOG RHOG ras homolog family member G 53.80
1034 PSMD6 PSMD6 proteasome 26S subunit, non-ATPase 6 53.78
1035 ARL1 ARL1 ADP ribosylation factor like GTPase 1 53.66
1036 ANP32B ANP32B acidic nuclear phosphoprotein 32 family member B 53.64
1037 COL3A1 COL3A1 collagen, type III, alpha 1 53.56
1038 UBL4A (UBL4A) ubiquitin like 4A 53.54
1039 POLR2I POLR2I polymerase (RNA) II (DNA directed) polypeptide I, 14.5kDa 53.49
1040 NOL7 NOL7 nucleolar protein 7 53.48
1041 BBOX1 BBOX1 butyrobetaine (gamma), 2-oxoglutarate dioxygenase (gamma-butyrobetaine

hydroxylase) 1
53.46

1042 SEMA6D SEMA6D sema domain, transmembrane domain (TM), and cytoplasmic domain,
(semaphorin) 6D

53.31

1043 SLC39A2 SLC39A2 solute carrier family 39 (zinc transporter), member 2 53.30
1044 ENSCAFG00000017208 (ASNA1) arsA arsenite transporter, ATP-binding, homolog 1 (bacterial) 53.26
1045 YBX1 YBX1 Y-box binding protein 1 53.17
1046 EVA1B EVA1B eva-1 homolog B (C. elegans) 53.16
1047 EGLN3 EGLN3 egl-9 family hypoxia-inducible factor 3 53.08
1048 ASPSCR1 ASPSCR1 alveolar soft part sarcoma chromosome region, candidate 1 53.06
1049 CAPZA2 CAPZA2 capping protein (actin filament) muscle Z-line, alpha 2 53.00
1050 IRF3 IRF3 interferon regulatory factor 3 52.97
1051 PPARD PPARD peroxisome proliferator-activated receptor delta 52.90
1052 ENSCAFG00000004560 52.89
1053 VASP VASP vasodilator-stimulated phosphoprotein 52.81
1054 CALU CALU calumenin 52.77
1055 TSPO TSPO translocator protein 52.56
1056 CSDA YBX3 Y-box binding protein 3 52.45
1057 ENSCAFG00000017143 EIF3C eukaryotic translation initiation factor 3 subunit C 52.39
1058 EIF3D EIF3D eukaryotic translation initiation factor 3 subunit D 52.10
1059 MDM2 MDM2 MDM2 proto-oncogene, E3 ubiquitin protein ligase 52.10
1060 SPAG7 SPAG7 sperm associated antigen 7 51.93
1061 GNPTG GNPTG N-acetylglucosamine-1-phosphate transferase, gamma subunit 51.91
1062 PLTP PLTP phospholipid transfer protein 51.90
1063 ENSCAFG00000007241 CYB5A cytochrome b5 type A (microsomal) 51.87
1064 ENSCAFG00000025332 (GSTP1) glutathione S-transferase pi 1 51.85
1065 ITGAV ITGAV integrin alpha V 51.73
1066 STARD10 STARD10 StAR related lipid transfer domain containing 10 51.73
1067 ERICH6 SIAH2 siah E3 ubiquitin protein ligase 2 51.72
1068 IQCJ-SCHIP1 IQCJ-SCHIP1 IQCJ-SCHIP1 readthrough 51.69
1069 GNAI2 (GNAI2) guanine nucleotide binding protein (G protein), alpha inhibiting activity

polypeptide 2
51.61

1070 ENSCAFG00000004091 51.57
1071 ENSCAFG00000004922 51.56
1072 ENSCAFG00000031249 51.54
1073 HMGA1 HMGA1 high mobility group AT-hook 1 51.48
1074 TMEM106C TMEM106C transmembrane protein 106C 51.46
1075 ENSCAFG00000015798 PLP2 proteolipid protein 2 (colonic epithelium-enriched) 51.28
1076 ENSCAFG00000009698 NDUFB8 NADH:ubiquinone oxidoreductase subunit B8 51.24
1077 ENSCAFG00000032222 (HLA-A) major histocompatibility complex, class I, A 51.19
1078 NDUFS3 NDUFS3 NADH:ubiquinone oxidoreductase core subunit S3 51.15
1079 ENSCAFG00000002548 (RPL23A) ribosomal protein L23a 51.10
1080 ENSCAFG00000019677 (NME4) NME/NM23 nucleoside diphosphate kinase 4 51.07
1081 ENSCAFG00000006342 (CLIC1) chloride intracellular channel 1 51.03
1082 HSD17B8 HSD17B8 hydroxysteroid (17-beta) dehydrogenase 8 50.97
1083 TXNL1 TXNL1 thioredoxin like 1 50.95
1084 NDUFAF3 NDUFAF3 NADH dehydrogenase (ubiquinone) complex I, assembly factor 3 50.94
1085 RAB10 RAB10 RAB10, member RAS oncogene family 50.84
1086 TIMM10 TIMM10 translocase of inner mitochondrial membrane 10 homolog (yeast) 50.82
1087 CYC1 CYC1 cytochrome c-1 50.80
1088 FAM204A FAM204A family with sequence similarity 204 member A 50.72
1089 GPI GPI glucose-6-phosphate isomerase 50.70
1090 RASSF6 RASSF6 Ras association (RalGDS/AF-6) domain family member 6 50.66
1091 CUL1 CUL1 cullin 1 50.65
1092 SLC25A11 SLC25A11 solute carrier family 25 (mitochondrial carrier; oxoglutarate carrier), member

11
50.62

1093 SNRPD1 SNRPD1 small nuclear ribonucleoprotein D1 polypeptide 50.58
1094 ENSCAFG00000011780 (C14orf166) chromosome 14 open reading frame 166 50.53
1095 SNORD26 SNORD26 small nucleolar RNA, C/D box 26 50.48
1096 CYR61 CYR61 cysteine-rich, angiogenic inducer, 61 50.46
1097 ENSCAFG00000010747 50.45
1098 LONP1 LONP1 lon peptidase 1, mitochondrial 50.42
1099 ANKRD39 ANKRD39 ankyrin repeat domain 39 50.38
1100 PFDN4 (PFDN4) prefoldin subunit 4 50.36
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Table S16: Canis familiaris Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

1101 ENSCAFG00000009225 50.33
1102 CTNNA1 CTNNA1 catenin alpha 1 50.33
1103 ENSCAFG00000001038 NHP2L1 50.31
1104 ABHD17C ABHD17C abhydrolase domain containing 17C 50.30
1105 CIAPIN1 CIAPIN1 cytokine induced apoptosis inhibitor 1 50.27
1106 ENSCAFG00000020325 50.27
1107 CDV3 CDV3 CDV3 homolog (mouse) 50.24
1108 EBAG9 EBAG9 estrogen receptor binding site associated, antigen, 9 50.21
1109 CD47 CD47 CD47 molecule 50.07
1110 SRA1 SRA1 steroid receptor RNA activator 1 50.04
1111 ENSCAFG00000008658 50.03
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3.13 Loxodonta africana Placental Gene Expression

Table S17: Loxodonta africana Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

1 NPPB NPPB natriuretic peptide B 60107.60
2 MT-ATP8 47739.90
3 TMSB10 TMSB10 thymosin beta 10 30110.50
4 ENSLAFG00000027406 25637.60
5 TMSB4Y TMSB4Y thymosin beta 4, Y-linked 14053.00
6 CALML5 CALML5 calmodulin like 5 12313.00
7 ENSLAFG00000029551 10600.20
8 ENSLAFG00000032659 10505.10
9 ATP6 MT-ATP6 mitochondrially encoded ATP synthase 6 9051.37
10 OST4 OST4 oligosaccharyltransferase complex subunit 4 (non-catalytic) 8184.96
11 MT-CO2 MT-CO2 mitochondrially encoded cytochrome c oxidase II 7496.40
12 COX MT-CO1 mitochondrially encoded cytochrome c oxidase I 6847.45
13 ENSLAFG00000028493 6448.46
14 S100A6 S100A6 S100 calcium binding protein A6 6132.92
15 MT-CYB MT-CYB mitochondrially encoded cytochrome b 5938.22
16 MT-CO3 MT-CO3 mitochondrially encoded cytochrome c oxidase III 5904.69
17 RPS29 RPS29 ribosomal protein S29 5733.28
18 ND3 MT-ND3 mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 3 5500.57
19 MT-ND4L MT-ND4L mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 4L 5404.03
20 ENSLAFG00000033285 4982.63
21 ENSLAFG00000032011 (DPP7) dipeptidyl-peptidase 7 4098.83
22 ND4 MT-ND4 mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 4 3337.86
23 ENSLAFG00000027494 (RPL35A) ribosomal protein L35a 2866.37
24 RPS28 RPS28 ribosomal protein S28 2850.42
25 ENSLAFG00000017411 RLN2 relaxin 2 2746.64
26 TXN TXN thioredoxin 2521.80
27 RPL39 RPL39 ribosomal protein L39 2474.37
28 RPL37 RPL37 ribosomal protein L37 2357.62
29 ENSLAFG00000004174 (UBC) ubiquitin C 2293.64
30 RPL38 RPL38 ribosomal protein L38 2284.58
31 ENSLAFG00000033167 2248.40
32 TPT1 TPT1 tumor protein, translationally-controlled 1 2235.10
33 ENSLAFG00000032060 (RPLP1) ribosomal protein, large, P1 2120.29
34 B2M B2M beta-2-microglobulin 2076.82
35 PRL PRL prolactin 2033.76
36 ENSLAFG00000033091 2001.12
37 ENSLAFG00000033243 2001.12
38 IGF2 IGF2 insulin like growth factor 2 1928.32
39 ENSLAFG00000027873 (RPL31) ribosomal protein L31 1831.39
40 ENSLAFG00000031933 (PRCP) prolylcarboxypeptidase 1783.06
41 ENSLAFG00000006849 (RPL37A) ribosomal protein L37a 1766.67
42 RPS11 RPS11 ribosomal protein S11 1746.73
43 ANXA2 ANXA2 annexin A2 1725.59
44 MYEOV2 MYEOV2 myeloma overexpressed 2 1702.33
45 MT-ND1 MT-ND1 mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 1 1650.45
46 MYL6B MYL6 myosin light chain 6 1589.52
47 S100A11 S100A11 S100 calcium binding protein A11 1579.62
48 ENSLAFG00000031248 FTL ferritin, light polypeptide 1578.09
49 ENSLAFG00000033042 1577.49
50 ENSLAFG00000001268 (ACTB) actin, beta 1523.74
51 ENSLAFG00000013329 RPS26 ribosomal protein S26 1472.84
52 ENSLAFG00000005758 UQCR11 ubiquinol-cytochrome c reductase, complex III subunit XI 1458.25
53 RPS12 RPS12 ribosomal protein S12 1452.56
54 FAU FAU Finkel-Biskis-Reilly murine sarcoma virus (FBR-MuSV) ubiquitously ex-

pressed
1428.88

55 ITM2B ITM2B integral membrane protein 2B 1417.85
56 ND2 MT-ND2 mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 2 1399.16
57 MT-ND6 MT-ND6 mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 6 1387.30
58 RPS21 RPS21 ribosomal protein S21 1385.19
59 RPL30 RPL30 ribosomal protein L30 1375.76
60 ENSLAFG00000031601 (RPL37A) ribosomal protein L37a 1361.73
61 RPL13A RPL13A ribosomal protein L13a 1315.71
62 ENSLAFG00000000298 ATP5E ATP synthase, H+ transporting, mitochondrial F1 complex, epsilon subunit 1312.68
63 RPS19 (RPS19) ribosomal protein S19 1276.54
64 RPS8 RPS8 ribosomal protein S8 1217.90
65 RPLP2 RPLP2 ribosomal protein, large, P2 1195.88
66 RPS9 RPS9 ribosomal protein S9 1195.22
67 PAEP PAEP progestagen-associated endometrial protein 1184.23
68 RPL18A RPL18A ribosomal protein L18a 1180.41
69 S100B S100B S100 calcium binding protein B 1170.60
70 COX17 COX17 COX17, cytochrome c oxidase copper chaperone 1152.17
71 CSTB CSTB cystatin B (stefin B) 1142.33
72 ENSLAFG00000031717 (RPS17) ribosomal protein S17 1134.77
73 ENSLAFG00000027878 (RPS24) ribosomal protein S24 1124.45
74 ENSLAFG00000031195 (RPS14) ribosomal protein S14 1096.51
75 ENSLAFG00000009167 (ACTG1) actin gamma 1 1092.22
76 RPL8 RPL8 ribosomal protein L8 1069.51
77 UBL5 UBL5 ubiquitin like 5 1049.82
78 ENSLAFG00000010031 (RPL35) ribosomal protein L35 1038.56
79 RPS23 RPS23 ribosomal protein S23 1019.07
80 MT-ND5 MT-ND5 mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 5 1012.89
81 RPS15 RPS15 ribosomal protein S15 1001.27
82 RPS20 RPS20 ribosomal protein S20 996.83
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Table S17: Loxodonta africana Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

83 PTMA PTMA prothymosin, alpha 994.90
84 COX6C COX6C cytochrome c oxidase subunit VIc 993.89
85 ENSLAFG00000017117 (RPS25) ribosomal protein S25 990.68
86 RPS4X RPS4X ribosomal protein S4, X-linked 985.88
87 KRT19 KRT19 keratin 19, type I 966.62
88 OAZ1 OAZ1 ornithine decarboxylase antizyme 1 966.17
89 LAPTM4A LAPTM4A lysosomal protein transmembrane 4 alpha 955.28
90 ENSLAFG00000000425 RPL27A ribosomal protein L27a 952.96
91 ENSLAFG00000030284 (RPLP1) ribosomal protein, large, P1 947.30
92 GSN GSN gelsolin 947.15
93 ENSLAFG00000012653 SHFM1 split hand/foot malformation (ectrodactyly) type 1 944.94
94 RPL36A-HNRNPH2 RPL36A-HNRNPH2 RPL36A-HNRNPH2 readthrough 943.49
95 CLU CLU clusterin 933.44
96 ENSLAFG00000017926 ATOX1 antioxidant 1 copper chaperone 918.97
97 ENSLAFG00000012290 (RPLP0) ribosomal protein, large, P0 916.92
98 SPARC SPARC secreted protein, acidic, cysteine-rich (osteonectin) 915.57
99 RPL28 RPL28 ribosomal protein L28 911.35
100 RNASEK RNASEK ribonuclease, RNase K 910.16
101 RPS15A RPS15A ribosomal protein S15a 901.13
102 RPS3 RPS3 ribosomal protein S3 898.39
103 ENSLAFG00000032044 (GALNT14) polypeptide N-acetylgalactosaminyltransferase 14 895.04
104 ENSLAFG00000004824 (FTH1) ferritin, heavy polypeptide 1 881.27
105 RPL23 RPL23 ribosomal protein L23 877.55
106 RARRES1 RARRES1 retinoic acid receptor responder (tazarotene induced) 1 859.66
107 ENSLAFG00000004696 RPS2 ribosomal protein S2 847.39
108 ENSLAFG00000027470 RPS27 ribosomal protein S27 846.95
109 COX7C COX7C cytochrome c oxidase subunit VIIc 846.08
110 ENSLAFG00000026982 836.96
111 RPL6 RPL6 ribosomal protein L6 834.76
112 RPL11 RPL11 ribosomal protein L11 829.57
113 SERF2 (SERF2) small EDRK-rich factor 2 818.81
114 SEC61G SEC61G Sec61 translocon gamma subunit 814.02
115 CD81 CD81 CD81 molecule 812.62
116 GPX1 GPX1 glutathione peroxidase 1 811.57
117 APOE APOE apolipoprotein E 807.14
118 RPL24 RPL24 ribosomal protein L24 807.05
119 CD24 CD24 CD24 molecule 802.90
120 TFPI2 TFPI2 tissue factor pathway inhibitor 2 793.41
121 COX6A1 COX6A1 cytochrome c oxidase subunit VIa polypeptide 1 784.81
122 RPL18 RPL18 ribosomal protein L18 783.31
123 EIF1 EIF1 eukaryotic translation initiation factor 1 771.72
124 CAPN6 CAPN6 calpain 6 770.63
125 ENSLAFG00000032173 (RPS18) ribosomal protein S18 769.13
126 ENSLAFG00000022996 COX7B cytochrome c oxidase subunit VIIb 767.98
127 TMBIM6 TMBIM6 transmembrane BAX inhibitor motif containing 6 765.60
128 ENSLAFG00000032941 762.94
129 RPL32 (RPL32) ribosomal protein L32 762.44
130 ENSLAFG00000008539 (RPS10) ribosomal protein S10 753.03
131 ENSLAFG00000023133 RPS27A ribosomal protein S27a 751.41
132 TAGLN2 TAGLN2 transgelin 2 749.76
133 ENSLAFG00000006436 (RPL7A) ribosomal protein L7a 739.95
134 S100A10 S100A10 S100 calcium binding protein A10 735.92
135 COX14 COX14 COX14, cytochrome c oxidase assembly factor 735.08
136 RPS5 RPS5 ribosomal protein S5 721.17
137 ERP29 ERP29 endoplasmic reticulum protein 29 721.03
138 ENSLAFG00000021630 RPL32 ribosomal protein L32 718.98
139 ENSLAFG00000011304 COX8A cytochrome c oxidase subunit VIIIA (ubiquitous) 707.64
140 ENSLAFG00000007590 UQCRH ubiquinol-cytochrome c reductase hinge protein 704.50
141 VIM VIM vimentin 701.85
142 RPS16 RPS16 ribosomal protein S16 697.40
143 SERPINE1 SERPINE1 serpin peptidase inhibitor, clade E (nexin, plasminogen activator inhibitor type

1), member 1
692.88

144 KRT7 KRT7 keratin 7, type II 683.80
145 CST3 CST3 cystatin C 673.57
146 ENSLAFG00000033270 671.77
147 CD63 CD63 CD63 molecule 668.74
148 ENSLAFG00000030344 (CRIP1) 665.34
149 PFDN5 PFDN5 prefoldin subunit 5 658.98
150 CALR CALR calreticulin 656.93
151 ENSLAFG00000032708 654.58
152 ENSLAFG00000010766 (RPS6) ribosomal protein S6 648.42
153 RPL14 RPL14 ribosomal protein L14 647.66
154 GNAS GNAS GNAS complex locus 643.50
155 UBB UBB ubiquitin B 639.12
156 PSAP PSAP prosaposin 634.13
157 ATPIF1 ATPIF1 ATPase inhibitory factor 1 629.16
158 ROMO1 ROMO1 reactive oxygen species modulator 1 627.36
159 ENSLAFG00000031109 (CTSV) cathepsin V 625.85
160 UQCRQ UQCRQ ubiquinol-cytochrome c reductase complex III subunit VII 621.25
161 FXYD2 FXYD2 FXYD domain containing ion transport regulator 2 620.93
162 ENSLAFG00000007770 RP11-849F2.7 616.84
163 TOMM7 TOMM7 translocase of outer mitochondrial membrane 7 homolog (yeast) 614.17
164 CLEC3B CLEC3B C-type lectin domain family 3, member B 613.76
165 UQCR10 UQCR10 ubiquinol-cytochrome c reductase, complex III subunit X 612.48
166 MGP MGP matrix Gla protein 612.39
167 MFGE8 MFGE8 milk fat globule-EGF factor 8 protein 603.78
168 ENSLAFG00000008977 NRGN neurogranin 602.26

201

http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=PTMA
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PTMA
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PTMA
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=COX6C
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=COX6C
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=COX6C
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=ENSLAFG00000017117
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS25
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS25
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=RPS4X
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS4X
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS4X
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=KRT19
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=KRT19
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=KRT19
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=OAZ1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=OAZ1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=OAZ1
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=LAPTM4A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=LAPTM4A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=LAPTM4A
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=ENSLAFG00000000425
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL27A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL27A
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=ENSLAFG00000030284
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPLP1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPLP1
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=GSN
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GSN
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GSN
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=ENSLAFG00000012653
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SHFM1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SHFM1
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=RPL36A-HNRNPH2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL36A-HNRNPH2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL36A-HNRNPH2
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=CLU
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CLU
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CLU
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=ENSLAFG00000017926
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ATOX1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ATOX1
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=ENSLAFG00000012290
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPLP0
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPLP0
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=SPARC
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SPARC
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SPARC
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=RPL28
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL28
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL28
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=RNASEK
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RNASEK
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RNASEK
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=RPS15A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS15A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS15A
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=RPS3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS3
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=ENSLAFG00000032044
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GALNT14
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GALNT14
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=ENSLAFG00000004824
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FTH1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FTH1
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=RPL23
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL23
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL23
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=RARRES1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RARRES1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RARRES1
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=ENSLAFG00000004696
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS2
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=ENSLAFG00000027470
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS27
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS27
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=COX7C
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=COX7C
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=COX7C
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=ENSLAFG00000026982
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=RPL6
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL6
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL6
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=RPL11
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL11
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL11
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=SERF2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SERF2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SERF2
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=SEC61G
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SEC61G
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SEC61G
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=CD81
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CD81
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CD81
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=GPX1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GPX1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GPX1
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=APOE
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=APOE
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=APOE
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=RPL24
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL24
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL24
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=CD24
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CD24
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CD24
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=TFPI2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TFPI2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TFPI2
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=COX6A1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=COX6A1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=COX6A1
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=RPL18
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL18
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL18
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=EIF1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EIF1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EIF1
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=CAPN6
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CAPN6
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CAPN6
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=ENSLAFG00000032173
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS18
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS18
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=ENSLAFG00000022996
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=COX7B
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=COX7B
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=TMBIM6
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TMBIM6
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TMBIM6
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=ENSLAFG00000032941
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=RPL32
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL32
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL32
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=ENSLAFG00000008539
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS10
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS10
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=ENSLAFG00000023133
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS27A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS27A
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=TAGLN2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TAGLN2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TAGLN2
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=ENSLAFG00000006436
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL7A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL7A
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=S100A10
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=S100A10
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=S100A10
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=COX14
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=COX14
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=COX14
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=RPS5
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS5
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS5
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=ERP29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ERP29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ERP29
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=ENSLAFG00000021630
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL32
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL32
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=ENSLAFG00000011304
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=COX8A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=COX8A
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=ENSLAFG00000007590
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=UQCRH
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=UQCRH
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=VIM
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=VIM
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=VIM
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=RPS16
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS16
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS16
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=SERPINE1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SERPINE1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SERPINE1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SERPINE1
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=KRT7
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=KRT7
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=KRT7
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=CST3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CST3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CST3
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=ENSLAFG00000033270
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=CD63
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CD63
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CD63
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=ENSLAFG00000030344
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CRIP1
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=PFDN5
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PFDN5
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PFDN5
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=CALR
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CALR
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CALR
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=ENSLAFG00000032708
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=ENSLAFG00000010766
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS6
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS6
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=RPL14
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL14
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL14
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=GNAS
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GNAS
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GNAS
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=UBB
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=UBB
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=UBB
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=PSAP
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PSAP
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PSAP
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=ATPIF1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ATPIF1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ATPIF1
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=ROMO1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ROMO1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ROMO1
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=ENSLAFG00000031109
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CTSV
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CTSV
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=UQCRQ
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=UQCRQ
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=UQCRQ
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=FXYD2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FXYD2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FXYD2
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=ENSLAFG00000007770
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RP11-849F2.7
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=TOMM7
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TOMM7
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TOMM7
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=CLEC3B
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CLEC3B
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CLEC3B
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=UQCR10
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=UQCR10
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=UQCR10
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=MGP
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MGP
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MGP
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=MFGE8
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MFGE8
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MFGE8
http://www.ensembl.org/Loxodonta_africana/Gene/Summary?g=ENSLAFG00000008977
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NRGN
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NRGN


3.13 Loxodonta africana Placental Gene Expression 3 SPECIES EXPRESSION

Table S17: Loxodonta africana Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

169 KRT18 KRT18 keratin 18, type I 601.14
170 ENSLAFG00000003677 RPL21 ribosomal protein L21 600.75
171 RPL3 RPL3 ribosomal protein L3 600.38
172 TMED10 TMED10 transmembrane p24 trafficking protein 10 591.67
173 NDUFA4 NDUFA4 NDUFA4, mitochondrial complex associated 590.00
174 GNG11 GNG11 guanine nucleotide binding protein (G protein), gamma 11 584.98
175 ENSLAFG00000028873 581.78
176 NOP10 NOP10 NOP10 ribonucleoprotein 581.62
177 RPS13 RPS13 ribosomal protein S13 572.12
178 RPL13 RPL13 ribosomal protein L13 571.16
179 ENSLAFG00000032491 568.93
180 KRT8 KRT8 keratin 8, type II 564.34
181 USMG5 USMG5 up-regulated during skeletal muscle growth 5 homolog (mouse) 552.68
182 RABAC1 RABAC1 Rab acceptor 1 (prenylated) 548.97
183 MT1X MT1X metallothionein 1X 548.76
184 ENSLAFG00000031575 NBL1 neuroblastoma 1, DAN family BMP antagonist 545.29
185 PFN1 PFN1 profilin 1 545.24
186 ENSLAFG00000012806 (CHCHD2) coiled-coil-helix-coiled-coil-helix domain containing 2 544.84
187 LUM LUM lumican 540.23
188 SDF4 SDF4 stromal cell derived factor 4 538.03
189 RPL15 RPL15 ribosomal protein L15 532.09
190 RPL34 RPL34 ribosomal protein L34 525.08
191 FABP3 FABP3 fatty acid binding protein 3, muscle and heart 521.75
192 ENSLAFG00000014112 HSBP1 heat shock factor binding protein 1 518.65
193 ENSLAFG00000030414 (CTSG) cathepsin G 518.06
194 COX6B1 COX6B1 cytochrome c oxidase subunit VIb polypeptide 1 (ubiquitous) 514.49
195 NPC2 NPC2 Niemann-Pick disease, type C2 514.24
196 BRK1 BRK1 BRICK1, SCAR/WAVE actin-nucleating complex subunit 511.74
197 CTSZ CTSZ cathepsin Z 505.93
198 ENSLAFG00000011345 (PPIA) peptidylprolyl isomerase A (cyclophilin A) 505.73
199 TIMP3 TIMP3 TIMP metallopeptidase inhibitor 3 499.55
200 RPL17 RPL17 ribosomal protein L17 498.96
201 ENSLAFG00000007098 (HIST1H2BB) histone cluster 1, H2bb 498.00
202 ENSLAFG00000014220 (RPL27) ribosomal protein L27 491.26
203 ATP5I ATP5I ATP synthase, H+ transporting, mitochondrial Fo complex subunit E 489.83
204 ENSLAFG00000013387 (RPL23A) ribosomal protein L23a 487.50
205 RPL36AL RPL36A ribosomal protein L36a 484.42
206 ENSLAFG00000032152 480.04
207 TACSTD2 TACSTD2 tumor-associated calcium signal transducer 2 479.70
208 RPL29 RPL29 ribosomal protein L29 475.37
209 CFL1 CFL1 cofilin 1 (non-muscle) 474.52
210 SLC25A6 SLC25A6 solute carrier family 25 (mitochondrial carrier; adenine nucleotide transloca-

tor), member 6
472.19

211 ENSLAFG00000032009 RPSA ribosomal protein SA 469.90
212 CD9 CD9 CD9 molecule 468.33
213 S100A16 S100A16 S100 calcium binding protein A16 467.13
214 5S_rRNA 461.41
215 ENSLAFG00000029792 461.34
216 ENSLAFG00000021624 (H3F3B) H3 histone, family 3B (H3.3B) 461.09
217 ENSLAFG00000009865 CALM2 calmodulin 2 (phosphorylase kinase, delta) 457.84
218 RPS7 RPS7 ribosomal protein S7 455.98
219 TAGLN TAGLN transgelin 454.20
220 RPL4 RPL4 ribosomal protein L4 446.27
221 ENSLAFG00000033272 437.97
222 EEF1B2 EEF1B2 eukaryotic translation elongation factor 1 beta 2 433.92
223 ENSLAFG00000018257 RPL19 ribosomal protein L19 432.67
224 UBA52 KXD1 KxDL motif containing 1 428.80
225 ENSLAFG00000011916 (RPL5) ribosomal protein L5 425.11
226 AQP6 AQP6 aquaporin 6 421.87
227 SH3BGRL3 SH3BGRL3 SH3 domain binding glutamate-rich protein like 3 421.79
228 ENSLAFG00000025700 (EEF1A1) eukaryotic translation elongation factor 1 alpha 1 415.58
229 GNG5 GNG5 guanine nucleotide binding protein (G protein), gamma 5 414.31
230 FBXW5 FBXW5 F-box and WD repeat domain containing 5 413.77
231 NDUFA3 (NDUFA3) NADH:ubiquinone oxidoreductase subunit A3 413.60
232 TXNIP TXNIP thioredoxin interacting protein 411.78
233 ENSLAFG00000017660 RPS3A ribosomal protein S3A 408.49
234 RPL22 RPL22 ribosomal protein L22 408.33
235 MYL12A MYL12B myosin light chain 12B 405.86
236 ENSLAFG00000031860 RPL10 ribosomal protein L10 400.37
237 ENSLAFG00000031882 (CTSD) cathepsin D 399.88
238 TMEM59 TMEM59 transmembrane protein 59 398.23
239 GNB2L1 GNB2L1 guanine nucleotide binding protein (G protein), beta polypeptide 2-like 1 397.05
240 ENSLAFG00000002431 (RPL10A) ribosomal protein L10a 395.77
241 ENSLAFG00000030577 (EEF1A1) eukaryotic translation elongation factor 1 alpha 1 395.19
242 ENSLAFG00000028657 (HLA-B) major histocompatibility complex, class I, B 394.99
243 COX7A2 COX7A2 cytochrome c oxidase subunit VIIa polypeptide 2 (liver) 392.31
244 ENSLAFG00000004598 (NACA) nascent polypeptide-associated complex alpha subunit 390.40
245 ALPL ALPL alkaline phosphatase, liver/bone/kidney 387.94
246 CYB5R3 CYB5R3 cytochrome b5 reductase 3 387.19
247 CLDN4 (CLDN4) claudin 4 386.99
248 SSR4 SSR4 signal sequence receptor, delta 385.55
249 WFDC1 WFDC1 WAP four-disulfide core domain 1 385.53
250 GAPDH (GAPDH) glyceraldehyde-3-phosphate dehydrogenase 385.11
251 ENSLAFG00000029554 (AOC1) amine oxidase, copper containing 1 384.08
252 UQCRB UQCRB ubiquinol-cytochrome c reductase binding protein 383.72
253 NGRN NGRN neugrin, neurite outgrowth associated 377.68
254 C4orf3 C4orf3 chromosome 4 open reading frame 3 375.53
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Table S17: Loxodonta africana Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

255 TIMM8B TIMM8B translocase of inner mitochondrial membrane 8 homolog B (yeast) 375.47
256 LCN12 LCN12 lipocalin 12 370.27
257 TESC TESC tescalcin 364.33
258 ENSLAFG00000031311 (ATOX1) antioxidant 1 copper chaperone 363.31
259 ENSLAFG00000027153 362.96
260 TMEM258 TMEM258 transmembrane protein 258 360.66
261 NDUFA1 NDUFA1 NADH:ubiquinone oxidoreductase subunit A1 359.37
262 TOMM6 TOMM6 translocase of outer mitochondrial membrane 6 homolog (yeast) 353.28
263 CALM1 CALM1 calmodulin 1 (phosphorylase kinase, delta) 351.04
264 ENSLAFG00000013437 ATP6V1G1 ATPase, H+ transporting, lysosomal 13kDa, V1 subunit G1 348.80
265 GLUL GLUL glutamate-ammonia ligase 348.14
266 MYL12B MYL12A myosin light chain 12A 347.32
267 COX7A2L COX7A2L cytochrome c oxidase subunit VIIa polypeptide 2 like 344.11
268 TIMP1 TIMP1 TIMP metallopeptidase inhibitor 1 342.46
269 SSR2 SSR2 signal sequence receptor, beta (translocon-associated protein beta) 342.05
270 ENSLAFG00000030680 (EEF1A1) eukaryotic translation elongation factor 1 alpha 1 341.33
271 ID3 ID3 inhibitor of DNA binding 3, dominant negative helix-loop-helix protein 341.06
272 H3F3A H3F3A H3 histone, family 3A 340.85
273 MINOS1 MINOS1 mitochondrial inner membrane organizing system 1 340.76
274 ENSLAFG00000032714 (RPLP1) ribosomal protein, large, P1 338.97
275 RCN3 RCN3 reticulocalbin 3 335.17
276 ENSLAFG00000032088 (SUB1) SUB1 homolog, transcriptional regulator 335.01
277 PPIB PPIB peptidylprolyl isomerase B (cyclophilin B) 334.01
278 DDOST DDOST dolichyl-diphosphooligosaccharide–protein glycosyltransferase subunit (non-

catalytic)
332.35

279 ENSLAFG00000017910 (BOLA2) bolA family member 2 331.96
280 DYNLRB1 DYNLRB1 dynein, light chain, roadblock-type 1 330.50
281 HSPA8 HSPA8 heat shock protein family A (Hsp70) member 8 328.54
282 RPS27L RPS27L ribosomal protein S27 like 327.88
283 BSG BSG basigin (Ok blood group) 325.10
284 ANXA5 ANXA5 annexin A5 323.65
285 SPTSSA SPTSSA serine palmitoyltransferase small subunit A 322.99
286 FIS1 FIS1 fission, mitochondrial 1 322.65
287 ANXA1 ANXA1 annexin A1 322.59
288 ENSLAFG00000030274 (ATP5L) ATP synthase, H+ transporting, mitochondrial Fo complex subunit G 320.60
289 NENF NENF neudesin neurotrophic factor 320.54
290 HEBP1 HEBP1 heme binding protein 1 316.47
291 ENSLAFG00000012918 C19orf53 chromosome 19 open reading frame 53 315.93
292 RHOA RHOA ras homolog family member A 314.69
293 COX4I1 COX4I1 cytochrome c oxidase subunit IV isoform 1 313.07
294 APOC1 APOC1 apolipoprotein C-I 312.94
295 ENSLAFG00000026475 EIF5A eukaryotic translation initiation factor 5A 312.42
296 ENSLAFG00000007097 H2AFX H2A histone family member X 311.85
297 CYB5A CYB5A cytochrome b5 type A (microsomal) 311.44
298 EEF2 EEF2 eukaryotic translation elongation factor 2 310.63
299 ATP6V1F ATP6V1F ATPase, H+ transporting, lysosomal 14kDa, V1 subunit F 310.49
300 ENSLAFG00000030739 309.36
301 FKBP2 FKBP2 FK506 binding protein 2 308.80
302 VAMP8 VAMP8 vesicle associated membrane protein 8 308.68
303 TSPAN3 TSPAN3 tetraspanin 3 307.06
304 ENSLAFG00000010768 ATP5G3 ATP synthase, H+ transporting, mitochondrial Fo complex subunit C3 (sub-

unit 9)
306.06

305 S100A14 S100A14 S100 calcium binding protein A14 305.78
306 ENSLAFG00000032494 (RPL27A) ribosomal protein L27a 305.53
307 CTSB CTSB cathepsin B 304.74
308 ARPC1B ARPC1B actin related protein 2/3 complex subunit 1B 300.36
309 RPL9 RPL9 ribosomal protein L9 300.31
310 NDUFB2 NDUFB2 NADH:ubiquinone oxidoreductase subunit B2 296.86
311 RBX1 RBX1 ring-box 1, E3 ubiquitin protein ligase 294.57
312 TCEB2 TCEB2 transcription elongation factor B (SIII), polypeptide 2 (18kDa, elongin B) 293.77
313 ENSLAFG00000027556 (IFITM3) interferon induced transmembrane protein 3 292.56
314 PTRF PTRF polymerase I and transcript release factor 291.92
315 CTGF CTGF connective tissue growth factor 291.53
316 ENSLAFG00000027418 (RPS3A) ribosomal protein S3A 291.50
317 SSR3 SSR3 signal sequence receptor, gamma (translocon-associated protein gamma) 288.85
318 ENSLAFG00000017110 (RPL7) ribosomal protein L7 284.95
319 SCARNA18 284.94
320 BANF1 BANF1 barrier to autointegration factor 1 284.74
321 PSMG4 PSMG4 proteasome (prosome, macropain) assembly chaperone 4 284.09
322 COX5B COX5B cytochrome c oxidase subunit Vb 283.39
323 NDUFA2 NDUFA2 NADH:ubiquinone oxidoreductase subunit A2 282.58
324 CA2 CA2 carbonic anhydrase II 280.76
325 BRI3 BRI3 brain protein I3 279.07
326 GPX3 GPX3 glutathione peroxidase 3 278.65
327 ATP5B ATP5B ATP synthase, H+ transporting, mitochondrial F1 complex, beta polypeptide 277.15
328 FCGRT FCGRT Fc fragment of IgG, receptor, transporter, alpha 276.12
329 ENSLAFG00000022930 IFI6 interferon, alpha-inducible protein 6 274.66
330 SAT1 SAT1 spermidine/spermine N1-acetyltransferase 1 274.63
331 COX4I2 COX4I2 cytochrome c oxidase subunit IV isoform 2 (lung) 269.46
332 C17orf89 C17orf89 chromosome 17 open reading frame 89 269.32
333 ENSLAFG00000016151 267.03
334 POLR2F POLR2F polymerase (RNA) II (DNA directed) polypeptide F 264.61
335 CEBPB CEBPB CCAAT/enhancer binding protein (C/EBP), beta 264.37
336 ENSLAFG00000033305 263.83
337 SRSF5 SRSF5 serine/arginine-rich splicing factor 5 261.98
338 NGFRAP1 NGFRAP1 nerve growth factor receptor (TNFRSF16) associated protein 1 261.86
339 RARRES2 RARRES2 retinoic acid receptor responder (tazarotene induced) 2 259.31
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Table S17: Loxodonta africana Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

340 HNRNPA2B1 HNRNPA2B1 heterogeneous nuclear ribonucleoprotein A2/B1 258.20
341 ENSLAFG00000030038 258.17
342 DPM3 DPM3 dolichyl-phosphate mannosyltransferase polypeptide 3 257.86
343 ATP5D ATP5D ATP synthase, H+ transporting, mitochondrial F1 complex, delta subunit 257.43
344 BCAP31 BCAP31 B-cell receptor-associated protein 31 256.99
345 ENSLAFG00000028910 256.81
346 ENSLAFG00000026497 (RPL23A) ribosomal protein L23a 256.31
347 COX7A1 COX7A1 cytochrome c oxidase subunit VIIa polypeptide 1 (muscle) 254.73
348 LAMP2 LAMP2 lysosomal-associated membrane protein 2 253.36
349 MAP1LC3A MAP1LC3A microtubule associated protein 1 light chain 3 alpha 252.62
350 ENSLAFG00000020956 SMIM7 small integral membrane protein 7 249.95
351 HIST1H2BD (HIST1H2BD) histone cluster 1, H2bd 249.85
352 CNN3 CNN3 calponin 3, acidic 249.28
353 RHOC RHOC ras homolog family member C 246.55
354 ENSLAFG00000000744 GABARAP GABA(A) receptor-associated protein 246.07
355 LRPAP1 LRPAP1 LDL receptor related protein associated protein 1 245.60
356 HYPK SERF2 small EDRK-rich factor 2 243.25
357 ENSLAFG00000027166 (SAA2) serum amyloid A2 242.30
358 CSRP1 CSRP1 cysteine and glycine rich protein 1 241.79
359 TSC22D1 TSC22D1 TSC22 domain family member 1 241.60
360 ATP5H ATP5H ATP synthase, H+ transporting, mitochondrial Fo complex subunit D 241.06
361 SOD3 SOD3 superoxide dismutase 3, extracellular 241.04
362 PDIA3 PDIA3 protein disulfide isomerase family A member 3 240.63
363 EEF1G EEF1G eukaryotic translation elongation factor 1 gamma 240.22
364 HSP90AB1 HSP90AB1 heat shock protein 90kDa alpha family class B member 1 239.56
365 HMGB1 HMGB1 high mobility group box 1 239.50
366 CKB CKB creatine kinase, brain 238.37
367 GNG10 GNG10 guanine nucleotide binding protein (G protein), gamma 10 236.04
368 ATRAID ATRAID all-trans retinoic acid induced differentiation factor 234.72
369 IER3 IER3 immediate early response 3 234.66
370 SFN SFN stratifin 232.90
371 ENSLAFG00000025722 PSENEN presenilin enhancer gamma secretase subunit 231.80
372 ENSLAFG00000026833 HIGD1A HIG1 hypoxia inducible domain family member 1A 231.51
373 ATP5G2 ATP5G2 ATP synthase, H+ transporting, mitochondrial Fo complex subunit C2 (sub-

unit 9)
229.27

374 MIF MIF macrophage migration inhibitory factor (glycosylation-inhibiting factor) 229.16
375 CHMP2A CHMP2A charged multivesicular body protein 2A 227.33
376 NDUFB9 NDUFB9 NADH:ubiquinone oxidoreductase subunit B9 225.80
377 TUBA1B TUBA1A tubulin, alpha 1a 225.52
378 CLIC1 CLIC1 chloride intracellular channel 1 225.31
379 ENSLAFG00000029649 224.37
380 CAPNS1 CAPNS1 calpain, small subunit 1 221.67
381 ANAPC11 ANAPC11 anaphase promoting complex subunit 11 221.55
382 ENSLAFG00000026505 (PRSS16) protease, serine 16 220.71
383 ENSLAFG00000029751 220.24
384 EDF1 EDF1 endothelial differentiation-related factor 1 219.11
385 SPCS1 SPCS1 signal peptidase complex subunit 1 218.63
386 CDKN2C CDKN2C cyclin-dependent kinase inhibitor 2C (p18, inhibits CDK4) 218.52
387 RBBP7 RBBP7 retinoblastoma binding protein 7 218.35
388 LGMN LGMN legumain 216.81
389 ATF4 ATF4 activating transcription factor 4 216.68
390 ATP1A1 ATP1A1 ATPase, Na+/K+ transporting, alpha 1 polypeptide 215.65
391 TMED9 TMED9 transmembrane p24 trafficking protein 9 212.71
392 NDUFA6 NDUFA6 NADH:ubiquinone oxidoreductase subunit A6 212.11
393 ENSLAFG00000028821 (HLA-B) major histocompatibility complex, class I, B 211.58
394 RPL35A RPL35A ribosomal protein L35a 210.60
395 PLP2 PLP2 proteolipid protein 2 (colonic epithelium-enriched) 210.28
396 ANAPC13 ANAPC13 anaphase promoting complex subunit 13 210.25
397 SEC11C SEC11C SEC11 homolog C, signal peptidase complex subunit 209.92
398 ENSLAFG00000002065 FXYD6 FXYD domain containing ion transport regulator 6 209.06
399 ENSLAFG00000025811 SUMO2 small ubiquitin-like modifier 2 208.95
400 ARF1 ARF1 ADP ribosylation factor 1 208.53
401 RGCC RGCC regulator of cell cycle 208.34
402 NEDD8 NEDD8 neural precursor cell expressed, developmentally down-regulated 8 206.92
403 ENSLAFG00000031501 (RPL10) ribosomal protein L10 206.41
404 TCN2 TCN2 transcobalamin 2 205.90
405 ENSLAFG00000025546 205.65
406 TAF10 TAF10 TATA-box binding protein associated factor 10 205.48
407 ENSLAFG00000007784 (NME2) NME/NM23 nucleoside diphosphate kinase 2 203.44
408 ENSLAFG00000030826 (PRSS16) protease, serine 16 203.34
409 ATP1B1 ATP1B1 ATPase, Na+/K+ transporting, beta 1 polypeptide 203.20
410 ENSLAFG00000027473 (HLA-B) major histocompatibility complex, class I, B 201.30
411 SPINT2 SPINT2 serine peptidase inhibitor, Kunitz type, 2 201.15
412 F10 F10 coagulation factor X 201.00
413 COX5A COX5A cytochrome c oxidase subunit Va 200.77
414 ERGIC3 ERGIC3 ERGIC and golgi 3 199.58
415 ENSLAFG00000010459 NDUFC1 NADH:ubiquinone oxidoreductase subunit C1 198.63
416 RPL26L1 RPL26 ribosomal protein L26 198.26
417 NDUFS5 NDUFS5 NADH:ubiquinone oxidoreductase subunit S5 196.95
418 ATP5J ATP5J ATP synthase, H+ transporting, mitochondrial Fo complex subunit F6 196.87
419 U3 196.69
420 CLDN8 CLDN8 claudin 8 195.88
421 C16orf74 C16orf74 chromosome 16 open reading frame 74 195.39
422 RPN1 RPN1 ribophorin I 195.28
423 PNMT PNMT phenylethanolamine N-methyltransferase 195.10
424 CNBP CNBP CCHC-type zinc finger, nucleic acid binding protein 194.18
425 ENSLAFG00000026424 (RPS14) ribosomal protein S14 194.17
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Table S17: Loxodonta africana Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

426 ATP6V0C ATP6V0C ATPase, H+ transporting, lysosomal 16kDa, V0 subunit c 193.82
427 RASD1 RASD1 RAS, dexamethasone-induced 1 193.45
428 VOPP1 VOPP1 vesicular, overexpressed in cancer, prosurvival protein 1 193.36
429 ANXA3 ANXA3 annexin A3 192.82
430 ENSLAFG00000017669 RPL12 ribosomal protein L12 192.76
431 ARPC3 ARPC3 actin related protein 2/3 complex subunit 3 191.51
432 RAB25 RAB25 RAB25, member RAS oncogene family 190.12
433 SERINC2 SERINC2 serine incorporator 2 189.64
434 PRELID1 PRELID1 PRELI domain containing 1 189.19
435 ENSLAFG00000028693 187.81
436 DAD1 DAD1 defender against cell death 1 187.74
437 ENSLAFG00000008413 (FKBP1A) FK506 binding protein 1A 187.34
438 ENSLAFG00000028158 184.43
439 DSTN DSTN destrin (actin depolymerizing factor) 184.20
440 ENSLAFG00000026909 184.09
441 FAM162A FAM162A family with sequence similarity 162 member A 183.49
442 ENSLAFG00000023210 (IFI6) interferon, alpha-inducible protein 6 182.57
443 QSOX1 QSOX1 quiescin sulfhydryl oxidase 1 181.64
444 CTSC CTSC cathepsin C 180.85
445 NDUFB4 NDUFB4 NADH:ubiquinone oxidoreductase subunit B4 178.39
446 ENSLAFG00000006016 TSPAN7 tetraspanin 7 178.27
447 ENSLAFG00000009795 (TMEM14C) transmembrane protein 14C 178.10
448 LMAN2 LMAN2 lectin, mannose-binding 2 177.68
449 ANXA11 ANXA11 annexin A11 177.04
450 LAMTOR5 LAMTOR5 late endosomal/lysosomal adaptor, MAPK and MTOR activator 5 176.97
451 YBX1 YBX1 Y-box binding protein 1 176.81
452 ARPC2 ARPC2 actin related protein 2/3 complex subunit 2 176.81
453 PROCR PROCR protein C receptor, endothelial 176.21
454 PSMA7 PSMA7 proteasome subunit alpha 7 176.08
455 ENSLAFG00000028078 (RPS6) ribosomal protein S6 176.03
456 MRPL36 MRPL36 mitochondrial ribosomal protein L36 175.41
457 CCND3 CCND3 cyclin D3 175.13
458 SNORA67 175.06
459 HEXB HEXB hexosaminidase B (beta polypeptide) 174.93
460 ENSLAFG00000031004 (MAN2B2) mannosidase, alpha, class 2B, member 2 174.79
461 SNRPG SNRPG small nuclear ribonucleoprotein polypeptide G 174.31
462 ACTA2 ACTA2 actin, alpha 2, smooth muscle, aorta 174.17
463 CEBPZOS CEBPZOS CEBPZ opposite strand 174.10
464 ENSLAFG00000000057 HSPE1 heat shock protein family E (Hsp10) member 1 174.02
465 IGFBP7 IGFBP7 insulin like growth factor binding protein 7 172.66
466 P4HB P4HB prolyl 4-hydroxylase, beta polypeptide 172.60
467 RAMP2 RAMP2 receptor (G protein-coupled) activity modifying protein 2 171.66
468 NAA38 NAA38 N(alpha)-acetyltransferase 38, NatC auxiliary subunit 170.91
469 LGALS3 LGALS3 lectin, galactoside-binding, soluble, 3 170.69
470 LMNA LMNA lamin A/C 170.36
471 LTF LTF lactotransferrin 170.20
472 CCDC80 CCDC80 coiled-coil domain containing 80 169.07
473 YPEL3 YPEL3 yippee like 3 169.06
474 ALDOA ALDOA aldolase, fructose-bisphosphate A 169.02
475 KDELR3 KDELR3 KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein retention receptor

3
168.29

476 GNB1 GNB1 guanine nucleotide binding protein (G protein), beta polypeptide 1 168.19
477 ENSLAFG00000028740 (HLA-B) major histocompatibility complex, class I, B 167.91
478 ENSLAFG00000013881 MEA1 male-enhanced antigen 1 167.76
479 SERPINE2 SERPINE2 serpin peptidase inhibitor, clade E (nexin, plasminogen activator inhibitor type

1), member 2
167.71

480 MRFAP1 MRFAP1 Morf4 family associated protein 1 167.43
481 SLC2A1 SLC2A1 solute carrier family 2 (facilitated glucose transporter), member 1 167.09
482 GSTP1 GSTP1 glutathione S-transferase pi 1 167.06
483 HSD17B3 HSD17B3 hydroxysteroid (17-beta) dehydrogenase 3 167.01
484 NUCB2 NUCB2 nucleobindin 2 166.50
485 ENSLAFG00000031695 (SERF1B) small EDRK-rich factor 1B (centromeric) 166.05
486 ID1 ID1 inhibitor of DNA binding 1, dominant negative helix-loop-helix protein 165.34
487 EIF4A1 EIF4A1 eukaryotic translation initiation factor 4A1 165.30
488 ENSLAFG00000013994 (PABPC1) poly(A) binding protein, cytoplasmic 1 165.12
489 RNF11 RNF11 ring finger protein 11 165.03
490 SBDS SBDS Shwachman-Bodian-Diamond syndrome 164.93
491 SKP1 SKP1 S-phase kinase-associated protein 1 164.87
492 ARHGDIA ARHGDIA Rho GDP dissociation inhibitor (GDI) alpha 164.67
493 PRDX1 PRDX1 peroxiredoxin 1 163.94
494 ENSLAFG00000003770 SELT 163.62
495 PTGES PTGES prostaglandin E synthase 162.77
496 RPL26 RPL26L1 ribosomal protein L26 like 1 162.54
497 SMDT1 SMDT1 single-pass membrane protein with aspartate-rich tail 1 162.50
498 ENSA ENSA endosulfine alpha 161.64
499 HSP90AA1 HSP90AA1 heat shock protein 90kDa alpha family class A member 1 161.53
500 GCHFR GCHFR GTP cyclohydrolase I feedback regulator 160.19
501 ENSLAFG00000026724 159.42
502 ATP5A1 ATP5A1 ATP synthase, H+ transporting, mitochondrial F1 complex, alpha subunit 1,

cardiac muscle
159.41

503 CHMP4B CHMP4B charged multivesicular body protein 4B 159.14
504 MORF4L1 MORF4L1 mortality factor 4 like 1 158.69
505 BCL2L2-PABPN1 BCL2L2-PABPN1 BCL2L2-PABPN1 readthrough 158.65
506 DDX5 (DDX5) DEAD (Asp-Glu-Ala-Asp) box helicase 5 158.31
507 SRI SRI sorcin 157.93
508 GNAI2 (GNAI2) guanine nucleotide binding protein (G protein), alpha inhibiting activity

polypeptide 2
157.14
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Table S17: Loxodonta africana Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

509 TSPAN8 TSPAN8 tetraspanin 8 156.86
510 ENSLAFG00000026496 PPDPF pancreatic progenitor cell differentiation and proliferation factor 156.73
511 NDUFB7 NDUFB7 NADH:ubiquinone oxidoreductase subunit B7 156.73
512 MORF4L2 MORF4L2 mortality factor 4 like 2 156.32
513 ISCU ISCU iron-sulfur cluster assembly enzyme 156.01
514 ENSLAFG00000028487 (RPL27A) ribosomal protein L27a 154.96
515 RRP9 RRP9 ribosomal RNA processing 9, small subunit (SSU) processome component,

homolog (yeast)
154.87

516 RPN2 RPN2 ribophorin II 154.56
517 ENSLAFG00000030531 154.53
518 HSPA5 HSPA5 heat shock protein family A (Hsp70) member 5 154.24
519 SARS SARS seryl-tRNA synthetase 153.73
520 ENSLAFG00000028788 153.22
521 ENSLAFG00000030857 150.70
522 HNRNPK HNRNPK heterogeneous nuclear ribonucleoprotein K 150.53
523 LYPD3 LYPD3 LY6/PLAUR domain containing 3 150.44
524 TPM4 TPM4 tropomyosin 4 150.31
525 EIF4A2 EIF4A2 eukaryotic translation initiation factor 4A2 150.30
526 ENSLAFG00000007157 (TPM3) tropomyosin 3 150.24
527 PERP PERP PERP, TP53 apoptosis effector 150.07
528 FABP4 FABP4 fatty acid binding protein 4, adipocyte 149.09
529 POMP POMP proteasome maturation protein 148.24
530 SF3B5 SF3B5 splicing factor 3b subunit 5 147.49
531 NDUFS4 NDUFS4 NADH:ubiquinone oxidoreductase subunit S4 147.27
532 DLK1 DLK1 delta-like 1 homolog (Drosophila) 146.63
533 SCIN SCIN scinderin 146.60
534 ENSLAFG00000013052 ATP5O ATP synthase, H+ transporting, mitochondrial F1 complex, O subunit 145.55
535 ENSLAFG00000000913 (GLRX) glutaredoxin 144.65
536 CAPN2 CAPN2 calpain 2, (m/II) large subunit 144.36
537 RCN1 RCN1 reticulocalbin 1 143.51
538 FOXO4 FOXO4 forkhead box O4 143.49
539 IFI27L2 IFI27L1 interferon, alpha-inducible protein 27-like 1 143.11
540 ENSLAFG00000009554 (CDKN2A) cyclin-dependent kinase inhibitor 2A 143.08
541 PKM PKM pyruvate kinase, muscle 143.02
542 YWHAE YWHAE tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein,

epsilon
143.02

543 NDUFB10 NDUFB10 NADH:ubiquinone oxidoreductase subunit B10 142.82
544 ENSLAFG00000032656 (BTF3) basic transcription factor 3 142.52
545 NDUFS7 NDUFS7 NADH:ubiquinone oxidoreductase core subunit S7 142.48
546 LAMTOR2 LAMTOR2 late endosomal/lysosomal adaptor, MAPK and MTOR activator 2 142.44
547 SEPT5 SEPT5 septin 5 142.37
548 ABRACL ABRACL ABRA C-terminal like 142.29
549 ACTN1 ACTN1 actinin, alpha 1 141.78
550 PIM3 PIM3 Pim-3 proto-oncogene, serine/threonine kinase 140.64
551 MYL9 MYL9 myosin light chain 9 140.48
552 ENSLAFG00000021351 C18orf32 chromosome 18 open reading frame 32 140.10
553 DDB1 DDB1 damage-specific DNA binding protein 1 139.85
554 ENO1 ENO1 enolase 1, (alpha) 139.80
555 TPI1 (TPI1) triosephosphate isomerase 1 139.60
556 ORMDL3 ORMDL3 ORMDL sphingolipid biosynthesis regulator 3 139.25
557 ENSLAFG00000027546 (DPP7) dipeptidyl-peptidase 7 139.03
558 CYR61 CYR61 cysteine-rich, angiogenic inducer, 61 138.86
559 PTGS2 PTGS2 prostaglandin-endoperoxide synthase 2 (prostaglandin G/H synthase and cy-

clooxygenase)
138.41

560 PECAM1 PECAM1 platelet/endothelial cell adhesion molecule 1 138.36
561 CIRBP CIRBP cold inducible RNA binding protein 138.06
562 PSMB1 PSMB1 proteasome subunit beta 1 137.23
563 ENSLAFG00000025768 137.14
564 ENSLAFG00000028920 NDUFA11 NADH:ubiquinone oxidoreductase subunit A11 136.39
565 ENSLAFG00000025534 (PCBP2) poly(rC) binding protein 2 136.37
566 ARF6 ARF6 ADP ribosylation factor 6 135.68
567 TUBA1C TUBA1C tubulin, alpha 1c 135.51
568 LGALS1 LGALS1 lectin, galactoside-binding, soluble, 1 135.31
569 PLBD1 PLBD1 phospholipase B domain containing 1 135.28
570 AVPI1 AVPI1 arginine vasopressin induced 1 135.00
571 GTF2H5 GTF2H5 general transcription factor IIH subunit 5 134.58
572 UQCC3 UQCC3 ubiquinol-cytochrome c reductase complex assembly factor 3 133.83
573 H2AFJ (H2AFJ) H2A histone family member J 133.50
574 ENSLAFG00000011267 BLOC1S1 biogenesis of lysosomal organelles complex-1, subunit 1 133.44
575 SNRPD2 SNRPD2 small nuclear ribonucleoprotein D2 polypeptide 133.18
576 TMED2 TMED2 transmembrane p24 trafficking protein 2 132.39
577 DYNLL1 DYNLL1 dynein, light chain, LC8-type 1 132.16
578 NUPR1 NUPR1 nuclear protein 1, transcriptional regulator 131.98
579 YBX3 YBX3 Y-box binding protein 3 131.13
580 HINT1 HINT1 histidine triad nucleotide binding protein 1 130.53
581 KLHDC3 KLHDC3 kelch domain containing 3 130.50
582 STAG3 STAG3 stromal antigen 3 129.71
583 CDK4 CDK4 cyclin-dependent kinase 4 129.49
584 ENSLAFG00000009341 HNRNPC heterogeneous nuclear ribonucleoprotein C (C1/C2) 129.00
585 SEC61B SEC61B Sec61 translocon beta subunit 128.89
586 TINAGL1 TINAGL1 tubulointerstitial nephritis antigen-like 1 128.87
587 ENSLAFG00000025973 HSPA1B heat shock protein family A (Hsp70) member 1B 128.67
588 CNDP2 CNDP2 CNDP dipeptidase 2 (metallopeptidase M20 family) 128.65
589 ENSLAFG00000028401 (DPP7) dipeptidyl-peptidase 7 127.40
590 TSPAN6 TSPAN6 tetraspanin 6 127.02
591 LAMP1 LAMP1 lysosomal-associated membrane protein 1 126.88
592 Y_RNA 126.76
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Table S17: Loxodonta africana Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

593 EIF3I EIF3I eukaryotic translation initiation factor 3 subunit I 126.30
594 CD53 CD53 CD53 molecule 126.10
595 ENSLAFG00000015256 PSMB5 proteasome subunit beta 5 125.98
596 DEGS1 DEGS1 delta(4)-desaturase, sphingolipid 1 125.69
597 RAB11A RAB11A RAB11A, member RAS oncogene family 125.10
598 ARPC1A ARPC1A actin related protein 2/3 complex subunit 1A 124.95
599 ENSLAFG00000022064 CTC-260F20.3 124.73
600 NHP2L1 NHP2L1 124.27
601 ENSLAFG00000032183 124.21
602 ENSLAFG00000027912 (RPL21) ribosomal protein L21 124.15
603 XBP1 XBP1 X-box binding protein 1 124.00
604 FAM32A FAM32A family with sequence similarity 32 member A 123.97
605 TIMM13 TIMM13 translocase of inner mitochondrial membrane 13 homolog (yeast) 123.91
606 NDUFB11 NDUFB11 NADH:ubiquinone oxidoreductase subunit B11 123.68
607 ENSLAFG00000004336 DDT D-dopachrome tautomerase 122.99
608 CORO1B CORO1B coronin, actin binding protein, 1B 122.92
609 C12orf57 (C12orf57) chromosome 12 open reading frame 57 122.50
610 NDFIP1 NDFIP1 Nedd4 family interacting protein 1 122.45
611 POLE4 POLE4 polymerase (DNA-directed), epsilon 4, accessory subunit 122.32
612 RAN RAN RAN, member RAS oncogene family 122.14
613 MPC2 MPC2 mitochondrial pyruvate carrier 2 120.35
614 CLTA CLTA clathrin, light chain A 120.04
615 ENSLAFG00000023435 119.85
616 PARK7 PARK7 parkinson protein 7 119.00
617 SRP14 SRP14 signal recognition particle 14kDa 118.58
618 C8orf4 C8orf4 chromosome 8 open reading frame 4 118.28
619 SNRPF SNRPF small nuclear ribonucleoprotein polypeptide F 117.73
620 ZFYVE21 ZFYVE21 zinc finger, FYVE domain containing 21 117.71
621 FKBP11 FKBP11 FK506 binding protein 11 117.13
622 ENSLAFG00000005708 NDUFS6 NADH:ubiquinone oxidoreductase subunit S6 117.05
623 ENSLAFG00000016608 NDUFB8 NADH:ubiquinone oxidoreductase subunit B8 117.03
624 DAZAP2 DAZAP2 DAZ associated protein 2 116.38
625 AP2M1 AP2M1 adaptor-related protein complex 2, mu 1 subunit 115.91
626 CDC42 CDC42 cell division cycle 42 115.70
627 VDAC2 VDAC2 voltage-dependent anion channel 2 115.45
628 ENSLAFG00000017019 115.19
629 APP APP amyloid beta (A4) precursor protein 114.72
630 TUBB TUBB tubulin, beta class I 114.37
631 DYNLT1 DYNLT1 dynein, light chain, Tctex-type 1 114.36
632 EZR EZR ezrin 113.99
633 MOV10 MOV10 Mov10 RISC complex RNA helicase 113.98
634 ENSLAFG00000027585 113.66
635 C1orf21 C1orf21 chromosome 1 open reading frame 21 113.65
636 HOPX HOPX HOP homeobox 113.62
637 SDCBP SDCBP syndecan binding protein 113.48
638 EIF3K EIF3K eukaryotic translation initiation factor 3 subunit K 113.36
639 MRPS21 (MRPS21) mitochondrial ribosomal protein S21 113.35
640 MRPL14 MRPL14 mitochondrial ribosomal protein L14 113.31
641 CSNK2B CSNK2B casein kinase 2, beta polypeptide 113.29
642 SCARB1 SCARB1 scavenger receptor class B, member 1 113.14
643 RHOB RHOB ras homolog family member B 112.99
644 HERPUD1 HERPUD1 homocysteine-inducible, endoplasmic reticulum stress-inducible, ubiquitin-

like domain member 1
112.98

645 H2AFZ H2AFZ H2A histone family member Z 112.89
646 COA3 COA3 cytochrome c oxidase assembly factor 3 112.83
647 EIF4G2 EIF4G2 eukaryotic translation initiation factor 4 gamma, 2 112.72
648 TMEM147 TMEM147 transmembrane protein 147 112.55
649 VPS28 (VPS28) vacuolar protein sorting 28 homolog (S. cerevisiae) 112.55
650 RAB5C RAB5C RAB5C, member RAS oncogene family 112.53
651 CYSTM1 CYSTM1 cysteine-rich transmembrane module containing 1 112.27
652 DBI DBI diazepam binding inhibitor (GABA receptor modulator, acyl-CoA binding

protein)
112.13

653 AGA AGA aspartylglucosaminidase 112.00
654 NUCB1 NUCB1 nucleobindin 1 111.99
655 PSMB4 PSMB4 proteasome subunit beta 4 111.91
656 SBSPON SBSPON somatomedin B and thrombospondin type 1 domain containing 111.12
657 ENSLAFG00000007003 (RBM3) RNA binding motif (RNP1, RRM) protein 3 111.10
658 NDUFB3 NDUFB3 NADH:ubiquinone oxidoreductase subunit B3 110.95
659 MANF (MANF) mesencephalic astrocyte-derived neurotrophic factor 110.91
660 PCBD2 PCBD2 pterin-4 alpha-carbinolamine dehydratase/dimerization cofactor of hepato-

cyte nuclear factor 1 alpha (TCF1) 2
110.77

661 TBCA TBCA tubulin folding cofactor A 110.71
662 ASS1 ASS1 argininosuccinate synthase 1 110.32
663 CTH CTH cystathionine gamma-lyase 110.14
664 BTG3 BTG3 BTG family member 3 110.11
665 RAC1 RAC1 ras-related C3 botulinum toxin substrate 1 (rho family, small GTP binding

protein Rac1)
110.08

666 LDHB LDHB lactate dehydrogenase B 109.66
667 TPM1 TPM1 tropomyosin 1 (alpha) 109.63
668 TRMT112 TRMT112 tRNA methyltransferase 11-2 homolog (S. cerevisiae) 109.04
669 EMP3 EMP3 epithelial membrane protein 3 108.98
670 SDCBP2 SDCBP2 syndecan binding protein (syntenin) 2 108.85
671 CYCS CYCS cytochrome c, somatic 108.72
672 COMMD6 COMMD6 COMM domain containing 6 107.98
673 EMCN EMCN endomucin 107.82
674 TMEM160 TMEM160 transmembrane protein 160 107.75
675 SPCS3 SPCS3 signal peptidase complex subunit 3 107.74
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Table S17: Loxodonta africana Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

676 SNORA42 107.65
677 RRAS RRAS related RAS viral (r-ras) oncogene homolog 107.26
678 HINT2 HINT2 histidine triad nucleotide binding protein 2 107.18
679 YWHAQ YWHAQ tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein,

theta
106.93

680 ENSLAFG00000014720 TMBIM4 transmembrane BAX inhibitor motif containing 4 106.72
681 ENSLAFG00000015787 106.62
682 RAB7A RAB7A RAB7A, member RAS oncogene family 106.58
683 ENSLAFG00000017912 (SULT1A1) sulfotransferase family 1A member 1 106.38
684 GABARAPL2 GABARAPL2 GABA(A) receptor-associated protein like 2 106.37
685 CUTA CUTA cutA divalent cation tolerance homolog (E. coli) 106.31
686 ENSLAFG00000029909 (RPL19) ribosomal protein L19 105.80
687 ENSLAFG00000029182 (IFITM3) interferon induced transmembrane protein 3 105.79
688 ERH ERH enhancer of rudimentary homolog (Drosophila) 105.79
689 DUSP1 DUSP1 dual specificity phosphatase 1 105.64
690 COA5 COA5 cytochrome c oxidase assembly factor 5 105.58
691 DDX39B DDX39B DEAD (Asp-Glu-Ala-Asp) box polypeptide 39B 105.36
692 IDH2 IDH2 isocitrate dehydrogenase 2 (NADP+), mitochondrial 105.33
693 CSDE1 CSDE1 cold shock domain containing E1, RNA binding 105.18
694 SQSTM1 SQSTM1 sequestosome 1 105.18
695 CTNNA1 CTNNA1 catenin alpha 1 105.06
696 PAWR PAWR PRKC, apoptosis, WT1, regulator 104.97
697 CMBL CMBL carboxymethylenebutenolidase homolog (Pseudomonas) 104.90
698 ENSLAFG00000032316 104.72
699 MYDGF MYDGF myeloid-derived growth factor 104.62
700 ARF4 ARF4 ADP ribosylation factor 4 104.59
701 ETHE1 ETHE1 ethylmalonic encephalopathy 1 104.51
702 MRPL57 MRPL57 mitochondrial ribosomal protein L57 104.28
703 ENSLAFG00000000772 (EIF3F) eukaryotic translation initiation factor 3 subunit F 103.83
704 KLC4 KLC4 kinesin light chain 4 103.78
705 S100A13 S100A13 S100 calcium binding protein A13 103.75
706 SNF8 SNF8 SNF8, ESCRT-II complex subunit 103.69
707 TMED4 TMED4 transmembrane p24 trafficking protein 4 103.59
708 C19orf43 C19orf43 chromosome 19 open reading frame 43 103.50
709 RAMP1 RAMP1 receptor (G protein-coupled) activity modifying protein 1 103.32
710 EDEM2 EDEM2 ER degradation enhancer, mannosidase alpha-like 2 103.11
711 HNRNPF HNRNPF heterogeneous nuclear ribonucleoprotein F 103.05
712 ZNF706 ZNF706 zinc finger protein 706 102.95
713 ARPC4 ARPC4 actin related protein 2/3 complex subunit 4 102.64
714 ENSLAFG00000015766 (HNRNPH1) heterogeneous nuclear ribonucleoprotein H1 (H) 102.42
715 ENSLAFG00000026000 (GAPDH) glyceraldehyde-3-phosphate dehydrogenase 102.33
716 RBL2 RBL2 retinoblastoma-like 2 102.26
717 ENSLAFG00000011052 EIF2S3 eukaryotic translation initiation factor 2 subunit gamma 102.07
718 TLE2 TLE2 transducin like enhancer of split 2 102.04
719 ENSLAFG00000007572 (HIST2H2BE) histone cluster 2, H2be 102.03
720 ENSLAFG00000001918 RNASE6 ribonuclease, RNase A family, k6 101.50
721 DPY30 DPY30 dpy-30, histone methyltransferase complex regulatory subunit 101.30
722 RAB1A RAB1A RAB1A, member RAS oncogene family 101.24
723 RRAS2 RRAS2 related RAS viral (r-ras) oncogene homolog 2 101.05
724 DRAP1 DRAP1 DR1-associated protein 1 (negative cofactor 2 alpha) 100.99
725 QARS QARS glutaminyl-tRNA synthetase 100.84
726 MRPL20 MRPL20 mitochondrial ribosomal protein L20 100.83
727 IFI30 IFI30 interferon, gamma-inducible protein 30 100.78
728 PDCD6 PDCD6 programmed cell death 6 100.63
729 TECR TECR trans-2,3-enoyl-CoA reductase 100.58
730 GRN GRN granulin 100.52
731 EMC10 EMC10 ER membrane protein complex subunit 10 100.40
732 CAPG CAPG capping protein (actin filament), gelsolin-like 100.31
733 ENSLAFG00000026512 (AP2S1) adaptor-related protein complex 2 sigma 1 subunit 100.23
734 C20orf27 C20orf27 chromosome 20 open reading frame 27 100.11
735 PGRMC1 PGRMC1 progesterone receptor membrane component 1 99.78
736 COPE COPE coatomer protein complex subunit epsilon 99.44
737 BLVRB BLVRB biliverdin reductase B 99.29
738 SYNGR2 SYNGR2 synaptogyrin 2 99.24
739 COMMD1 COMMD1 copper metabolism (Murr1) domain containing 1 99.02
740 TCEB1 TCEB1 transcription elongation factor B (SIII), polypeptide 1 (15kDa, elongin C) 99.00
741 ENSLAFG00000007677 NPM1 nucleophosmin (nucleolar phosphoprotein B23, numatrin) 98.86
742 PRDX5 PRDX5 peroxiredoxin 5 98.84
743 SNRPD3 SNRPD3 small nuclear ribonucleoprotein D3 polypeptide 98.83
744 PSMD8 PSMD8 proteasome 26S subunit, non-ATPase 8 98.72
745 ATP6AP2 ATP6AP2 ATPase, H+ transporting, lysosomal accessory protein 2 98.55
746 TUBA4A TUBA4A tubulin, alpha 4a 98.02
747 PRCP PRCP prolylcarboxypeptidase 97.98
748 JTB JTB jumping translocation breakpoint 97.90
749 ENSLAFG00000027384 (PRCP) prolylcarboxypeptidase 97.72
750 FDX1 FDX1 ferredoxin 1 97.71
751 SNORD22 97.68
752 ENSLAFG00000030768 TIMM10B 97.60
753 ENSLAFG00000026436 (PFKP) phosphofructokinase, platelet 97.57
754 RAP2C RAP2C RAP2C, member of RAS oncogene family 97.45
755 RNF167 RNF167 ring finger protein 167 97.31
756 PYURF PYURF PIGY upstream reading frame 96.74
757 GNG12 GNG12 guanine nucleotide binding protein (G protein), gamma 12 96.72
758 GNB2 GNB2 guanine nucleotide binding protein (G protein), beta polypeptide 2 96.69
759 ENSLAFG00000002233 (PSMB3) proteasome subunit beta 3 96.55
760 ENSLAFG00000021507 RP11-514P8.7 96.39
761 FAM195B FAM195B family with sequence similarity 195 member B 96.38
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Table S17: Loxodonta africana Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

762 UBE2M UBE2M ubiquitin conjugating enzyme E2M 96.37
763 VTI1B VTI1B vesicle transport through interaction with t-SNAREs 1B 96.28
764 ATP6AP1 ATP6AP1 ATPase, H+ transporting, lysosomal accessory protein 1 96.17
765 LSM4 LSM4 LSM4 homolog, U6 small nuclear RNA and mRNA degradation associated 95.84
766 JUN JUN jun proto-oncogene 95.79
767 WBP2 WBP2 WW domain binding protein 2 95.09
768 SUMO3 RP1-241P17.4 94.97
769 ENSLAFG00000020905 (TOR1AIP2) torsin A interacting protein 2 94.86
770 ST13 ST13 suppression of tumorigenicity 13 (colon carcinoma) (Hsp70 interacting pro-

tein)
94.74

771 MED15 MED15 mediator complex subunit 15 94.64
772 ENSLAFG00000028423 (VKORC1) vitamin K epoxide reductase complex subunit 1 94.63
773 ELOF1 ELOF1 ELF1 homolog, elongation factor 1 94.59
774 TOMM20 TOMM20 translocase of outer mitochondrial membrane 20 homolog (yeast) 94.53
775 CITED2 CITED2 Cbp/p300-interacting transactivator, with Glu/Asp rich carboxy-terminal do-

main, 2
94.45

776 ANGPT4 ANGPT4 angiopoietin 4 94.32
777 PSMC1 PSMC1 proteasome 26S subunit, ATPase 1 94.26
778 SMIM11 SMIM11 94.24
779 NXN NXN nucleoredoxin 94.06
780 AIMP1 AIMP1 aminoacyl tRNA synthetase complex-interacting multifunctional protein 1 94.03
781 JOSD2 JOSD2 Josephin domain containing 2 94.01
782 ENSLAFG00000026617 CHMP3 charged multivesicular body protein 3 93.99
783 ENY2 ENY2 enhancer of yellow 2 homolog (Drosophila) 93.95
784 CTSH CTSH cathepsin H 93.77
785 CD164 CD164 CD164 molecule, sialomucin 93.39
786 CRIP2 (CRIP2) cysteine-rich protein 2 93.30
787 ENSLAFG00000004432 (SLC2A3) solute carrier family 2 (facilitated glucose transporter), member 3 93.07
788 PFDN2 PFDN2 prefoldin subunit 2 93.02
789 TMED3 TMED3 transmembrane p24 trafficking protein 3 92.96
790 WDR83OS WDR83OS WD repeat domain 83 opposite strand 92.92
791 RBM8A RBM8A RNA binding motif protein 8A 92.87
792 CMC4 CMC4 C-x(9)-C motif containing 4 92.80
793 GHITM GHITM growth hormone inducible transmembrane protein 92.79
794 TRAPPC1 TRAPPC1 trafficking protein particle complex 1 92.72
795 USF2 USF2 upstream transcription factor 2, c-fos interacting 92.65
796 ORMDL2 ORMDL2 ORMDL sphingolipid biosynthesis regulator 2 92.56
797 LSM6 LSM6 LSM6 homolog, U6 small nuclear RNA and mRNA degradation associated 92.48
798 HMG20B HMG20B high mobility group 20B 92.45
799 WLS WLS wntless Wnt ligand secretion mediator 92.37
800 NUTF2 NUTF2 nuclear transport factor 2 92.28
801 SNORD14 SNORD14C small nucleolar RNA, C/D box 14C 92.20
802 DHRS3 DHRS3 dehydrogenase/reductase (SDR family) member 3 91.51
803 SNRPE SNRPE small nuclear ribonucleoprotein polypeptide E 91.30
804 MRPL52 MRPL52 mitochondrial ribosomal protein L52 91.14
805 UFC1 UFC1 ubiquitin-fold modifier conjugating enzyme 1 91.09
806 PRDX6 PRDX6 peroxiredoxin 6 90.97
807 SOD2 SOD2 superoxide dismutase 2, mitochondrial 90.81
808 ENSLAFG00000012292 GSTM4 glutathione S-transferase mu 4 90.26
809 MRPL34 MRPL34 mitochondrial ribosomal protein L34 90.03
810 HNRNPH3 HNRNPH3 heterogeneous nuclear ribonucleoprotein H3 (2H9) 89.90
811 PHPT1 PHPT1 phosphohistidine phosphatase 1 89.81
812 PRKAR1A PRKAR1A protein kinase, cAMP-dependent, regulatory subunit type I alpha 89.17
813 ENSLAFG00000028912 89.12
814 PTP4A2 PTP4A2 protein tyrosine phosphatase type IVA, member 2 89.09
815 EHD2 EHD2 EH domain containing 2 89.00
816 IFI27 IFI27 interferon, alpha-inducible protein 27 88.60
817 ID2 ID2 inhibitor of DNA binding 2, dominant negative helix-loop-helix protein 88.57
818 RRBP1 RRBP1 ribosome binding protein 1 88.54
819 CDC37 CDC37 cell division cycle 37 88.44
820 TRPV6 TRPV6 transient receptor potential cation channel, subfamily V, member 6 88.26
821 TMEM167A TMEM167A transmembrane protein 167A 88.09
822 FHL2 FHL2 four and a half LIM domains 2 88.02
823 ENSLAFG00000011761 LGALS7B lectin, galactoside-binding, soluble, 7B 87.95
824 TMEM50A TMEM50A transmembrane protein 50A 87.88
825 OAZ2 OAZ2 ornithine decarboxylase antizyme 2 87.87
826 NFKBIA NFKBIA nuclear factor of kappa light polypeptide gene enhancer in B-cells inhibitor,

alpha
87.75

827 RBM39 RBM39 RNA binding motif protein 39 87.65
828 SARAF SARAF store-operated calcium entry-associated regulatory factor 87.55
829 RNF19B RNF19B ring finger protein 19B 87.51
830 PSMB6 PSMB6 proteasome subunit beta 6 87.45
831 TMEM92 TMEM92 transmembrane protein 92 87.33
832 KIAA1161 KIAA1161 KIAA1161 87.31
833 KDELR1 KDELR1 KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein retention receptor

1
87.30

834 SLC25A3 SLC25A3 solute carrier family 25 (mitochondrial carrier; phosphate carrier), member 3 87.28
835 S100A4 S100A4 S100 calcium binding protein A4 87.22
836 AP1S1 AP1S1 adaptor-related protein complex 1 sigma 1 subunit 87.09
837 UBE2D3 UBE2D3 ubiquitin conjugating enzyme E2D 3 87.09
838 PRKCDBP PRKCDBP protein kinase C, delta binding protein 87.06
839 BET1 BET1 Bet1 golgi vesicular membrane trafficking protein 86.96
840 EIF3G EIF3G eukaryotic translation initiation factor 3 subunit G 86.96
841 DYNLL2 DYNLL2 dynein, light chain, LC8-type 2 86.91
842 NXT1 NXT1 nuclear transport factor 2-like export factor 1 86.81
843 EIF4EBP2 EIF4EBP2 eukaryotic translation initiation factor 4E binding protein 2 86.60
844 OS9 OS9 osteosarcoma amplified 9, endoplasmic reticulum lectin 86.58
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Table S17: Loxodonta africana Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

845 RPS26 (RPS26) ribosomal protein S26 86.55
846 IRF9 IRF9 interferon regulatory factor 9 86.37
847 BCL2L1 BCL2L1 BCL2-like 1 86.32
848 ENSLAFG00000013187 PCBP2 poly(rC) binding protein 2 86.21
849 CCDC64B CCDC64B coiled-coil domain containing 64B 86.17
850 GPNMB GPNMB glycoprotein (transmembrane) nmb 85.96
851 EIF6 EIF6 eukaryotic translation initiation factor 6 85.88
852 DCN DCN decorin 85.48
853 ATP5G1 ATP5G1 ATP synthase, H+ transporting, mitochondrial Fo complex subunit C1 (sub-

unit 9)
85.18

854 RRAGA RRAGA Ras-related GTP binding A 85.07
855 PSMB2 PSMB2 proteasome subunit beta 2 85.07
856 GOLM1 GOLM1 golgi membrane protein 1 84.93
857 PCSK7 PCSK7 proprotein convertase subtilisin/kexin type 7 84.75
858 SET SET SET nuclear proto-oncogene 84.47
859 PRG4 PRG4 proteoglycan 4 84.39
860 HRK HRK harakiri, BCL2 interacting protein 84.30
861 ESAM ESAM endothelial cell adhesion molecule 84.25
862 HNRNPM HNRNPM heterogeneous nuclear ribonucleoprotein M 84.24
863 AGPAT1 AGPAT1 1-acylglycerol-3-phosphate O-acyltransferase 1 84.19
864 TCF25 TCF25 transcription factor 25 (basic helix-loop-helix) 84.12
865 BLCAP BLCAP bladder cancer associated protein 84.03
866 GADD45A GADD45A growth arrest and DNA damage inducible alpha 84.02
867 HNRNPA3 HNRNPA3 heterogeneous nuclear ribonucleoprotein A3 83.86
868 SLC31A2 SLC31A2 solute carrier family 31 (copper transporter), member 2 83.66
869 CDC34 CDC34 cell division cycle 34 83.58
870 C7orf55 C7orf55 chromosome 7 open reading frame 55 83.11
871 OTUB1 OTUB1 OTU deubiquitinase, ubiquitin aldehyde binding 1 82.96
872 CIB1 CIB1 calcium and integrin binding 1 82.90
873 HM13 HM13 histocompatibility (minor) 13 82.88
874 RALB RALB v-ral simian leukemia viral oncogene homolog B 82.84
875 FKBP8 FKBP8 FK506 binding protein 8 82.79
876 TPM2 TPM2 tropomyosin 2 (beta) 82.79
877 TXNDC17 TXNDC17 thioredoxin domain containing 17 82.54
878 KARS KARS lysyl-tRNA synthetase 82.35
879 YWHAZ YWHAZ tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein,

zeta
82.25

880 ENSLAFG00000006176 VPS29 VPS29 retromer complex component 81.88
881 TALDO1 TALDO1 transaldolase 1 81.71
882 ENSLAFG00000023407 81.40
883 DCTN3 DCTN3 dynactin subunit 3 81.29
884 TMED1 TMED1 transmembrane p24 trafficking protein 1 81.28
885 EGFL7 EGFL7 EGF-like-domain, multiple 7 81.22
886 SEC62 SEC62 SEC62 homolog, preprotein translocation factor 81.17
887 C6orf62 C6orf62 chromosome 6 open reading frame 62 80.71
888 MRPL17 MRPL17 mitochondrial ribosomal protein L17 80.67
889 ENSLAFG00000000012 SERBP1 SERPINE1 mRNA binding protein 1 80.57
890 ITM2A ITM2A integral membrane protein 2A 80.56
891 GBA GBA glucosidase, beta, acid 80.44
892 AGPAT6 AGPAT6 80.28
893 FBL FBL fibrillarin 80.25
894 SLC40A1 SLC40A1 solute carrier family 40 (iron-regulated transporter), member 1 80.19
895 SEPT9 SEPT9 septin 9 80.13
896 MZT1 MZT1 mitotic spindle organizing protein 1 80.12
897 PPP1CA PPP1CA protein phosphatase 1, catalytic subunit, alpha isozyme 79.97
898 ENSLAFG00000011006 SUB1 SUB1 homolog, transcriptional regulator 79.76
899 ATP5F1 ATP5F1 ATP synthase, H+ transporting, mitochondrial Fo complex subunit B1 79.59
900 ENSLAFG00000030743 79.45
901 SUPT4H1 SUPT4H1 SPT4 homolog, DSIF elongation factor subunit 79.43
902 ANXA7 ANXA7 annexin A7 79.38
903 CHCHD7 CHCHD7 coiled-coil-helix-coiled-coil-helix domain containing 7 79.16
904 PRSS8 PRSS8 protease, serine 8 79.16
905 JUP (JUP) junction plakoglobin 79.03
906 UBE2B UBE2B ubiquitin conjugating enzyme E2B 78.96
907 ENSLAFG00000018193 SRSF3 serine/arginine-rich splicing factor 3 78.94
908 TAF15 TAF15 TATA-box binding protein associated factor 15 78.86
909 PAIP2 PAIP2 poly(A) binding protein interacting protein 2 78.68
910 ARHGEF6 ARHGEF6 Rac/Cdc42 guanine nucleotide exchange factor 6 78.60
911 AKR1D1 AKR1D1 aldo-keto reductase family 1, member D1 78.38
912 PKIG PKIG protein kinase (cAMP-dependent, catalytic) inhibitor gamma 78.31
913 CNIH4 CNIH4 cornichon family AMPA receptor auxiliary protein 4 78.22
914 CHMP5 CHMP5 charged multivesicular body protein 5 78.22
915 SNX3 SNX3 sorting nexin 3 78.20
916 DNAJA1 DNAJA1 DnaJ heat shock protein family (Hsp40) member A1 78.12
917 SRSF9 SRSF9 serine/arginine-rich splicing factor 9 78.12
918 ACTN4 ACTN4 actinin, alpha 4 78.02
919 TRIM28 TRIM28 tripartite motif containing 28 77.75
920 ENSLAFG00000013184 PRR13 proline rich 13 77.61
921 ATP6V0B ATP6V0B ATPase, H+ transporting, lysosomal 21kDa, V0 subunit b 77.55
922 ENSLAFG00000018390 NDUFA7 NADH:ubiquinone oxidoreductase subunit A7 77.44
923 SDC4 SDC4 syndecan 4 77.41
924 SERINC1 SERINC1 serine incorporator 1 77.36
925 OSTC OSTC oligosaccharyltransferase complex subunit (non-catalytic) 77.36
926 SHISA5 SHISA5 shisa family member 5 77.12
927 TRIAP1 TRIAP1 TP53 regulated inhibitor of apoptosis 1 77.05
928 DOK4 DOK4 docking protein 4 77.03
929 ENSLAFG00000027907 (MRPS17) mitochondrial ribosomal protein S17 76.90
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Table S17: Loxodonta africana Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

930 ENSLAFG00000024194 76.87
931 INHBE INHBE inhibin beta E 76.86
932 NR2F6 NR2F6 nuclear receptor subfamily 2 group F member 6 76.77
933 PRMT1 PRMT1 protein arginine methyltransferase 1 76.58
934 S100A12 S100A12 S100 calcium binding protein A12 76.41
935 PLD3 PLD3 phospholipase D family member 3 76.38
936 PHB PHB prohibitin 76.35
937 ANXA4 ANXA4 annexin A4 76.18
938 SYPL1 SYPL1 synaptophysin-like 1 76.03
939 ARPC5 ARPC5 actin related protein 2/3 complex subunit 5 76.00
940 RHEB RHEB Ras homolog enriched in brain 75.85
941 ENSLAFG00000022545 (GABARAP) GABA(A) receptor-associated protein 75.74
942 CLK1 CLK1 CDC like kinase 1 75.69
943 FAM129B FAM129B family with sequence similarity 129 member B 75.41
944 ANAPC16 ANAPC16 anaphase promoting complex subunit 16 75.37
945 RNF5 RNF5 ring finger protein 5, E3 ubiquitin protein ligase 75.34
946 PHLDB3 PHLDB3 pleckstrin homology-like domain, family B, member 3 75.23
947 ENSLAFG00000014523 AOC1 amine oxidase, copper containing 1 75.20
948 SS18L2 SS18L2 synovial sarcoma translocation gene on chromosome 18-like 2 75.16
949 SSBP3 SSBP3 single stranded DNA binding protein 3 74.99
950 ENSLAFG00000029625 74.92
951 CANX CANX calnexin 74.87
952 KDELR2 KDELR2 KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein retention receptor

2
74.53

953 IGFBP4 IGFBP4 insulin like growth factor binding protein 4 74.52
954 ENSLAFG00000029587 HNRNPA1 heterogeneous nuclear ribonucleoprotein A1 74.37
955 ENSLAFG00000025536 (HNRNPL) heterogeneous nuclear ribonucleoprotein L 74.32
956 UBE2D2 UBE2D2 ubiquitin conjugating enzyme E2D 2 74.23
957 CAMK1 CAMK1 calcium/calmodulin-dependent protein kinase I 74.22
958 AHCY AHCY adenosylhomocysteinase 74.07
959 COTL1 COTL1 coactosin-like F-actin binding protein 1 74.02
960 SSU72 SSU72 SSU72 homolog, RNA polymerase II CTD phosphatase 73.97
961 PON3 PON3 paraoxonase 3 73.91
962 ENSLAFG00000008591 (CCL23) chemokine (C-C motif) ligand 23 73.89
963 SPG21 SPG21 spastic paraplegia 21 (autosomal recessive, Mast syndrome) 73.88
964 POLR2K POLR2K polymerase (RNA) II (DNA directed) polypeptide K, 7.0kDa 73.84
965 NCL NCL nucleolin 73.81
966 ENSLAFG00000012231 (RPL7) ribosomal protein L7 73.75
967 PTTG1IP PTTG1IP pituitary tumor-transforming 1 interacting protein 73.74
968 CYC1 CYC1 cytochrome c-1 73.72
969 LSM7 LSM7 LSM7 homolog, U6 small nuclear RNA and mRNA degradation associated 73.45
970 ENSLAFG00000011417 PSMA2 proteasome subunit alpha 2 73.37
971 ENSLAFG00000008121 (LDHA) lactate dehydrogenase A 73.36
972 CTSS CTSS cathepsin S 73.32
973 MACROD1 MACROD1 MACRO domain containing 1 73.16
974 PCBD1 PCBD1 pterin-4 alpha-carbinolamine dehydratase/dimerization cofactor of hepato-

cyte nuclear factor 1 alpha
73.16

975 SERPINH1 SERPINH1 serpin peptidase inhibitor, clade H (heat shock protein 47), member 1, (col-
lagen binding protein 1)

73.14

976 ATP6V0E2 ATP6V0E2 ATPase, H+ transporting V0 subunit e2 72.97
977 AKT1 AKT1 v-akt murine thymoma viral oncogene homolog 1 72.95
978 PHB2 (PHB2) prohibitin 2 72.82
979 RTN2 RTN2 reticulon 2 72.64
980 PGK1 PGK1 phosphoglycerate kinase 1 72.52
981 MRPL41 MRPL41 mitochondrial ribosomal protein L41 72.45
982 TUBB4B TUBB4B tubulin, beta 4B class IVb 72.36
983 SF3B6 SF3B6 splicing factor 3b subunit 6 72.17
984 EPAS1 EPAS1 endothelial PAS domain protein 1 72.14
985 MANBAL MANBAL mannosidase, beta A, lysosomal-like 72.13
986 TMEM125 TMEM125 transmembrane protein 125 72.07
987 MRPL28 MRPL28 mitochondrial ribosomal protein L28 72.00
988 C11orf58 C11orf58 chromosome 11 open reading frame 58 72.00
989 TAX1BP3 TAX1BP3 Tax1 (human T-cell leukemia virus type I) binding protein 3 71.99
990 DCTN2 DCTN2 dynactin subunit 2 71.93
991 MYADM MYADM myeloid-associated differentiation marker 71.84
992 SERINC3 SERINC3 serine incorporator 3 71.77
993 ENSLAFG00000009103 MGST3 microsomal glutathione S-transferase 3 71.62
994 FAM96B FAM96B family with sequence similarity 96 member B 71.54
995 TXN2 TXN2 thioredoxin 2 71.53
996 SUCLG1 SUCLG1 succinate-CoA ligase, alpha subunit 71.50
997 PRKCSH PRKCSH protein kinase C substrate 80K-H 71.46
998 PGRMC2 PGRMC2 progesterone receptor membrane component 2 71.30
999 MKRN1 MKRN1 makorin ring finger protein 1 70.72
1000 ABHD12 ABHD12 abhydrolase domain containing 12 70.72
1001 ENSLAFG00000032593 (TMEM256) transmembrane protein 256 70.65
1002 FBXW8 FBXW8 F-box and WD repeat domain containing 8 70.63
1003 MYO1C MYO1C myosin IC 70.49
1004 MDH2 (MDH2) malate dehydrogenase 2 70.39
1005 RPL7L1 RPL7L1 ribosomal protein L7 like 1 70.37
1006 STT3B STT3B STT3B, subunit of the oligosaccharyltransferase complex (catalytic) 70.35
1007 THY1 THY1 Thy-1 cell surface antigen 70.34
1008 CNN2 CNN2 calponin 2 70.16
1009 SMIM14 SMIM14 small integral membrane protein 14 70.08
1010 BZW1 BZW1 basic leucine zipper and W2 domains 1 69.90
1011 EMC6 EMC6 ER membrane protein complex subunit 6 69.74
1012 FUS FUS FUS RNA binding protein 69.66
1013 YIPF3 YIPF3 Yip1 domain family member 3 69.52
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Table S17: Loxodonta africana Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

1014 VMA21 VMA21 VMA21 vacuolar H+-ATPase homolog (S. cerevisiae) 69.38
1015 ENSLAFG00000018056 U2AF2 U2 small nuclear RNA auxiliary factor 2 69.35
1016 CCDC23 CCDC23 69.33
1017 ENSLAFG00000031016 69.28
1018 ENSLAFG00000005058 69.21
1019 ENSLAFG00000023848 69.18
1020 HPRT1 HPRT1 hypoxanthine phosphoribosyltransferase 1 69.16
1021 ENSLAFG00000031517 69.04
1022 AKR7A2 AKR7A2 aldo-keto reductase family 7, member A2 69.02
1023 YPEL5 YPEL5 yippee like 5 68.98
1024 TSPO TSPO translocator protein 68.85
1025 SNORA63 68.85
1026 PDLIM1 PDLIM1 PDZ and LIM domain 1 68.84
1027 NFE2L1 NFE2L1 nuclear factor, erythroid 2 like 1 68.83
1028 ENSLAFG00000026841 68.83
1029 HNRNPDL HNRNPDL heterogeneous nuclear ribonucleoprotein D like 68.81
1030 SNRPD1 SNRPD1 small nuclear ribonucleoprotein D1 polypeptide 68.74
1031 SPTAN1 SPTAN1 spectrin, alpha, non-erythrocytic 1 68.60
1032 ENSLAFG00000032299 (RPL12) ribosomal protein L12 68.39
1033 CCNI CCNI cyclin I 68.33
1034 FAM122B FAM122B family with sequence similarity 122B 68.33
1035 CAPZB CAPZB capping protein (actin filament) muscle Z-line, beta 68.24
1036 AK3 AK3 adenylate kinase 3 68.18
1037 ENSLAFG00000010708 (SOD1) superoxide dismutase 1, soluble 68.12
1038 CENPB CENPB centromere protein B 68.11
1039 C19orf70 C19orf70 chromosome 19 open reading frame 70 68.05
1040 ATP5C1 ATP5C1 ATP synthase, H+ transporting, mitochondrial F1 complex, gamma polypep-

tide 1
67.99

1041 CHCHD10 CHCHD10 coiled-coil-helix-coiled-coil-helix domain containing 10 67.79
1042 RNF10 RNF10 ring finger protein 10 67.64
1043 HNRNPA0 HNRNPA0 heterogeneous nuclear ribonucleoprotein A0 67.64
1044 NR1H2 NR1H2 nuclear receptor subfamily 1 group H member 2 67.56
1045 NDFIP2 NDFIP2 Nedd4 family interacting protein 2 67.55
1046 GRPEL1 GRPEL1 GrpE-like 1, mitochondrial (E. coli) 67.51
1047 ABHD14A ABHD14A abhydrolase domain containing 14A 67.37
1048 ITGB1 ITGB1 integrin beta 1 67.35
1049 PSMC3 PSMC3 proteasome 26S subunit, ATPase 3 67.34
1050 VAMP5 VAMP5 vesicle associated membrane protein 5 67.12
1051 IP6K2 IP6K2 inositol hexakisphosphate kinase 2 67.00
1052 SNORD94 66.94
1053 RAB2A RAB2A RAB2A, member RAS oncogene family 66.94
1054 HDGF HDGF hepatoma-derived growth factor 66.94
1055 SLCO2A1 SLCO2A1 solute carrier organic anion transporter family member 2A1 66.86
1056 MED29 MED29 mediator complex subunit 29 66.81
1057 PDIA4 PDIA4 protein disulfide isomerase family A member 4 66.72
1058 TRAPPC2L TRAPPC2L trafficking protein particle complex 2-like 66.70
1059 FKBP5 FKBP5 FK506 binding protein 5 66.69
1060 SLC22A8 SLC22A8 solute carrier family 22 (organic anion transporter), member 8 66.67
1061 C20orf24 C20orf24 chromosome 20 open reading frame 24 66.61
1062 TCEAL8 TCEAL8 transcription elongation factor A (SII)-like 8 66.52
1063 NAPA NAPA N-ethylmaleimide-sensitive factor attachment protein, alpha 66.40
1064 ARL6IP5 ARL6IP5 ADP ribosylation factor like GTPase 6 interacting protein 5 66.36
1065 HIST1H4D HIST1H4D histone cluster 1, H4d 66.31
1066 SMIM12 SMIM12 small integral membrane protein 12 66.30
1067 LSM2 LSM2 LSM2 homolog, U6 small nuclear RNA and mRNA degradation associated 66.30
1068 LASP1 LASP1 LIM and SH3 protein 1 66.27
1069 UQCC2 UQCC2 ubiquinol-cytochrome c reductase complex assembly factor 2 66.25
1070 ITFG1 ITFG1 integrin alpha FG-GAP repeat containing 1 66.14
1071 APH1A (APH1A) aph-1 homolog A, gamma secretase subunit 65.99
1072 CAP1 CAP1 CAP, adenylate cyclase-associated protein 1 (yeast) 65.96
1073 CDC42SE1 CDC42SE1 CDC42 small effector 1 65.95
1074 RAP1A RAP1A RAP1A, member of RAS oncogene family 65.84
1075 PLIN3 PLIN3 perilipin 3 65.80
1076 PDAP1 PDAP1 PDGFA associated protein 1 65.73
1077 ENSLAFG00000022855 SUMO1 small ubiquitin-like modifier 1 65.70
1078 MTCH1 MTCH1 mitochondrial carrier 1 65.66
1079 ACSBG2 ACSBG2 acyl-CoA synthetase bubblegum family member 2 65.56
1080 CCT7 CCT7 chaperonin containing TCP1, subunit 7 (eta) 65.53
1081 MRPL51 MRPL51 mitochondrial ribosomal protein L51 65.43
1082 HNRNPAB HNRNPAB heterogeneous nuclear ribonucleoprotein A/B 65.27
1083 ENSLAFG00000027465 65.25
1084 SURF1 SURF1 surfeit 1 65.18
1085 SLC5A6 SLC5A6 solute carrier family 5 (sodium/multivitamin and iodide cotransporter), mem-

ber 6
65.17

1086 ENSLAFG00000029094 (RPL12) ribosomal protein L12 65.07
1087 HSP90B1 HSP90B1 heat shock protein 90kDa beta family member 1 65.02
1088 EIF2S2 EIF2S2 eukaryotic translation initiation factor 2 subunit beta 65.01
1089 POLR2E POLR2E polymerase (RNA) II (DNA directed) polypeptide E, 25kDa 64.91
1090 CNPY3 CNPY3 canopy FGF signaling regulator 3 64.88
1091 CRTAM CRTAM cytotoxic and regulatory T-cell molecule 64.84
1092 ENSLAFG00000009979 KDM3A lysine (K)-specific demethylase 3A 64.80
1093 PHLDA3 PHLDA3 pleckstrin homology-like domain, family A, member 3 64.73
1094 ENSLAFG00000031929 (HLA-A) major histocompatibility complex, class I, A 64.71
1095 NDUFA12 NDUFA12 NADH:ubiquinone oxidoreductase subunit A12 64.59
1096 MRPS26 MRPS26 mitochondrial ribosomal protein S26 64.57
1097 POLR3K POLR3K polymerase (RNA) III (DNA directed) polypeptide K, 12.3 kDa 64.57
1098 PSME1 PSME1 proteasome activator subunit 1 64.52
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Table S17: Loxodonta africana Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

1099 PINK1 PINK1 PTEN induced putative kinase 1 64.50
1100 CD34 CD34 CD34 molecule 64.44
1101 KIAA1551 KIAA1551 KIAA1551 64.42
1102 NDUFA8 NDUFA8 NADH:ubiquinone oxidoreductase subunit A8 64.40
1103 CMTM8 CMTM8 CKLF-like MARVEL transmembrane domain containing 8 64.24
1104 SDC2 SDC2 syndecan 2 64.24
1105 DHPS DHPS deoxyhypusine synthase 64.15
1106 SRGN SRGN serglycin 64.06
1107 ATP6V0D1 ATP6V0D1 ATPase, H+ transporting, lysosomal 38kDa, V0 subunit d1 63.96
1108 PDIA6 PDIA6 protein disulfide isomerase family A member 6 63.95
1109 MIEN1 MIEN1 migration and invasion enhancer 1 63.89
1110 RSL24D1 RSL24D1 ribosomal L24 domain containing 1 63.84
1111 IL18BP IL18BP interleukin 18 binding protein 63.83
1112 RNF130 RNF130 ring finger protein 130 63.78
1113 WDR1 WDR1 WD repeat domain 1 63.77
1114 SLC9A3R2 SLC9A3R2 solute carrier family 9, subfamily A (NHE3, cation proton antiporter 3), mem-

ber 3 regulator 2
63.71

1115 TRA2A TRA2A transformer 2 alpha homolog (Drosophila) 63.69
1116 MAF1 MAF1 MAF1 homolog, negative regulator of RNA polymerase III 63.69
1117 VAMP3 VAMP3 vesicle associated membrane protein 3 63.67
1118 WNT6 WNT6 wingless-type MMTV integration site family member 6 63.63
1119 PSMC5 PSMC5 proteasome 26S subunit, ATPase 5 63.62
1120 AGER AGER advanced glycosylation end product-specific receptor 63.55
1121 RAB1B RAB1B RAB1B, member RAS oncogene family 63.54
1122 ENSLAFG00000013093 TPD52 tumor protein D52 63.45
1123 MED25 MED25 mediator complex subunit 25 63.42
1124 FUCA1 FUCA1 fucosidase, alpha-L- 1, tissue 63.08
1125 SRPR SRPR 62.85
1126 EMC3 EMC3 ER membrane protein complex subunit 3 62.85
1127 HAND1 HAND1 heart and neural crest derivatives expressed 1 62.83
1128 ENSLAFG00000002763 AP002884.2 62.64
1129 FSTL1 FSTL1 follistatin like 1 62.62
1130 USP11 USP11 ubiquitin specific peptidase 11 62.45
1131 KRTCAP2 KRTCAP2 keratinocyte associated protein 2 62.33
1132 TMEM261 TMEM261 transmembrane protein 261 62.28
1133 FKBP4 FKBP4 FK506 binding protein 4 62.28
1134 AKTIP AKTIP AKT interacting protein 62.20
1135 CCT5 CCT5 chaperonin containing TCP1, subunit 5 (epsilon) 62.18
1136 LITAF LITAF lipopolysaccharide-induced TNF factor 62.15
1137 ADM ADM adrenomedullin 62.08
1138 PACSIN2 PACSIN2 protein kinase C and casein kinase substrate in neurons 2 62.08
1139 C2orf40 C2orf40 chromosome 2 open reading frame 40 62.03
1140 NREP NREP neuronal regeneration related protein 61.97
1141 MAGED2 MAGED2 MAGE family member D2 61.95
1142 EIF3L EIF3L eukaryotic translation initiation factor 3 subunit L 61.95
1143 TSC22D3 TSC22D3 TSC22 domain family member 3 61.95
1144 ENSLAFG00000015979 PGAM1 phosphoglycerate mutase 1 61.94
1145 PRDX2 PRDX2 peroxiredoxin 2 61.92
1146 TMEM205 TMEM205 transmembrane protein 205 61.91
1147 PIN1 PIN1 peptidylprolyl cis/trans isomerase, NIMA-interacting 1 61.82
1148 HMGA1 HMGA1 high mobility group AT-hook 1 61.78
1149 SMIM15 SMIM15 small integral membrane protein 15 61.70
1150 GJA1 GJA1 gap junction protein alpha 1 61.58
1151 ENSLAFG00000015477 PEBP1 phosphatidylethanolamine binding protein 1 61.51
1152 CAPN1 CAPN1 calpain 1, (mu/I) large subunit 61.49
1153 VIMP VIMP VCP-interacting membrane selenoprotein 61.40
1154 WBSCR22 (WBSCR22) Williams Beuren syndrome chromosome region 22 61.39
1155 SLC39A7 SLC39A7 solute carrier family 39 (zinc transporter), member 7 61.38
1156 SUPT5H SUPT5H SPT5 homolog, DSIF elongation factor subunit 61.05
1157 FOSL2 FOSL2 FOS-like antigen 2 61.01
1158 PSMB7 PSMB7 proteasome subunit beta 7 61.00
1159 HNRNPD HNRNPD heterogeneous nuclear ribonucleoprotein D 60.81
1160 GLO1 GLO1 glyoxalase I 60.71
1161 NAA10 NAA10 N(alpha)-acetyltransferase 10, NatA catalytic subunit 60.69
1162 SAP18 SAP18 Sin3A associated protein 18kDa 60.45
1163 MRPL27 MRPL27 mitochondrial ribosomal protein L27 60.39
1164 ENSLAFG00000022032 (UBE2Q1) ubiquitin conjugating enzyme E2Q family member 1 60.21
1165 PTGES3 PTGES3 prostaglandin E synthase 3 60.19
1166 REEP5 REEP5 receptor accessory protein 5 60.17
1167 SH3GLB2 SH3GLB2 SH3-domain GRB2-like endophilin B2 60.12
1168 MDK MDK midkine (neurite growth-promoting factor 2) 59.92
1169 ENSLAFG00000016641 (CTSG) cathepsin G 59.86
1170 ZMAT2 ZMAT2 zinc finger, matrin-type 2 59.84
1171 PIGC PIGC phosphatidylinositol glycan anchor biosynthesis class C 59.80
1172 RNASEH2C RNASEH2C ribonuclease H2 subunit C 59.71
1173 RNF7 RNF7 ring finger protein 7 59.58
1174 DLG5 DLG5 discs, large homolog 5 (Drosophila) 59.57
1175 LAMTOR1 LAMTOR1 late endosomal/lysosomal adaptor, MAPK and MTOR activator 1 59.57
1176 ENSLAFG00000031116 (SARS2) seryl-tRNA synthetase 2, mitochondrial 59.56
1177 CAV1 CAV1 caveolin 1 59.49
1178 TSSC4 TSSC4 tumor suppressing subtransferable candidate 4 59.48
1179 CPE CPE carboxypeptidase E 59.46
1180 PEA15 PEA15 phosphoprotein enriched in astrocytes 15 59.41
1181 STXBP2 STXBP2 syntaxin binding protein 2 59.32
1182 NUDC NUDC nudC nuclear distribution protein 59.30
1183 ENSLAFG00000001271 NDUFC2 NADH:ubiquinone oxidoreductase subunit C2 59.28
1184 METTL7A METTL7A methyltransferase like 7A 59.27
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Table S17: Loxodonta africana Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

1185 PHYHIP PHYHIP phytanoyl-CoA 2-hydroxylase interacting protein 59.26
1186 STUB1 STUB1 STIP1 homology and U-box containing protein 1, E3 ubiquitin protein ligase 59.24
1187 SNRNP70 SNRNP70 small nuclear ribonucleoprotein, U1 70kDa subunit 59.21
1188 EMC7 EMC7 ER membrane protein complex subunit 7 59.21
1189 NUCKS1 NUCKS1 nuclear casein kinase and cyclin-dependent kinase substrate 1 59.18
1190 NDUFA5 NDUFA5 NADH:ubiquinone oxidoreductase subunit A5 59.13
1191 ENSLAFG00000028852 59.10
1192 GALNT14 GALNT14 polypeptide N-acetylgalactosaminyltransferase 14 59.03
1193 PSMA4 PSMA4 proteasome subunit alpha 4 58.97
1194 ENSLAFG00000031094 58.92
1195 CLPP CLPP caseinolytic mitochondrial matrix peptidase proteolytic subunit 58.88
1196 MAP2K3 MAP2K3 mitogen-activated protein kinase kinase 3 58.75
1197 DNAJB9 DNAJB9 DnaJ heat shock protein family (Hsp40) member B9 58.74
1198 HEXIM1 HEXIM1 hexamethylene bis-acetamide inducible 1 58.73
1199 TM4SF1 TM4SF1 transmembrane 4 L six family member 1 58.69
1200 R3HDM4 R3HDM4 R3H domain containing 4 58.63
1201 GPI GPI glucose-6-phosphate isomerase 58.61
1202 COPS6 COPS6 COP9 signalosome subunit 6 58.46
1203 PSMD4 PSMD4 proteasome 26S subunit, non-ATPase 4 58.44
1204 ECHS1 ECHS1 enoyl-CoA hydratase, short chain, 1, mitochondrial 58.42
1205 GRINA (GRINA) glutamate receptor, ionotropic, N-methyl D-aspartate-associated protein 1

(glutamate binding)
58.41

1206 ENSLAFG00000022813 (MT2A) metallothionein 2A 58.40
1207 MYH9 MYH9 myosin, heavy chain 9, non-muscle 58.39
1208 ENSLAFG00000012201 (BUD31) BUD31 homolog 58.35
1209 ENSLAFG00000011460 (U2AF1) U2 small nuclear RNA auxiliary factor 1 58.29
1210 LY6E LY6E lymphocyte antigen 6 complex, locus E 58.24
1211 NDUFV2 NDUFV2 NADH:ubiquinone oxidoreductase core subunit V2 58.20
1212 MRPL43 MRPL43 mitochondrial ribosomal protein L43 58.17
1213 RNF181 RNF181 ring finger protein 181 58.13
1214 FLNA FLNA filamin A, alpha 58.08
1215 H2AFV H2AFV H2A histone family member V 58.05
1216 MAPKAPK2 (MAPKAPK2) mitogen-activated protein kinase-activated protein kinase 2 57.98
1217 RCN2 RCN2 reticulocalbin 2 57.96
1218 SPR SPR sepiapterin reductase (7,8-dihydrobiopterin:NADP+ oxidoreductase) 57.92
1219 SPAG7 SPAG7 sperm associated antigen 7 57.85
1220 ENSLAFG00000031986 (MUSTN1) musculoskeletal, embryonic nuclear protein 1 57.80
1221 CTSA CTSA cathepsin A 57.78
1222 UBE2E2 UBE2E2 ubiquitin conjugating enzyme E2E 2 57.71
1223 ENSLAFG00000008436 DCAF4 DDB1 and CUL4 associated factor 4 57.63
1224 ENSLAFG00000011260 MCL1 myeloid cell leukemia 1 57.61
1225 ERF ERF Ets2 repressor factor 57.58
1226 UBXN1 UBXN1 UBX domain protein 1 57.47
1227 CISD1 CISD1 CDGSH iron sulfur domain 1 57.44
1228 F11R F11R F11 receptor 57.44
1229 RNPS1 RNPS1 RNA binding protein S1, serine-rich domain 57.44
1230 ENSLAFG00000029109 57.43
1231 ENSLAFG00000028462 (HLA-A) major histocompatibility complex, class I, A 57.39
1232 TJP2 TJP2 tight junction protein 2 57.26
1233 ATP6V1D ATP6V1D ATPase, H+ transporting, lysosomal 34kDa, V1 subunit D 57.25
1234 ENSLAFG00000006907 CBX3 chromobox 3 57.12
1235 PRDX4 PRDX4 peroxiredoxin 4 57.12
1236 SYNGR1 SYNGR1 synaptogyrin 1 57.10
1237 ENSLAFG00000017537 56.98
1238 CALM2 (CALM1) calmodulin 1 (phosphorylase kinase, delta) 56.92
1239 P4HA1 P4HA1 prolyl 4-hydroxylase, alpha polypeptide I 56.92
1240 TMEM219 TMEM219 transmembrane protein 219 56.83
1241 PIN4 PIN4 peptidylprolyl cis/trans isomerase, NIMA-interacting 4 56.77
1242 CCT3 CCT3 chaperonin containing TCP1, subunit 3 (gamma) 56.75
1243 CKS1B CKS1BP3 CDC28 protein kinase regulatory subunit 1B pseudogene 3 56.72
1244 ENSLAFG00000030874 56.68
1245 NACA NACA nascent polypeptide-associated complex alpha subunit 56.67
1246 ENSLAFG00000016460 RAP1B RAP1B, member of RAS oncogene family 56.51
1247 ENSLAFG00000028342 TCEAL5 transcription elongation factor A (SII)-like 5 56.43
1248 TMEM37 TMEM37 transmembrane protein 37 56.34
1249 STIP1 STIP1 stress induced phosphoprotein 1 56.24
1250 CREG1 CREG1 cellular repressor of E1A-stimulated genes 1 56.20
1251 EIF3M EIF3M eukaryotic translation initiation factor 3 subunit M 56.16
1252 C8orf59 C8orf59 chromosome 8 open reading frame 59 56.05
1253 TMEM11 TMEM11 transmembrane protein 11 56.01
1254 UACA UACA uveal autoantigen with coiled-coil domains and ankyrin repeats 55.88
1255 MLF2 MLF2 myeloid leukemia factor 2 55.86
1256 CCNG1 CCNG1 cyclin G1 55.82
1257 TRAFD1 TRAFD1 TRAF-type zinc finger domain containing 1 55.82
1258 PALM3 PALM3 paralemmin 3 55.79
1259 DKKL1 DKKL1 dickkopf-like 1 55.79
1260 TCP1 TCP1 t-complex 1 55.73
1261 SAR1A SAR1A secretion associated, Ras related GTPase 1A 55.52
1262 AHSA1 AHSA1 AHA1, activator of heat shock 90kDa protein ATPase homolog 1 (yeast) 55.52
1263 MFAP5 MFAP5 microfibrillar associated protein 5 55.50
1264 PPP2R1A PPP2R1A protein phosphatase 2 regulatory subunit A, alpha 55.48
1265 BST2 BST2 bone marrow stromal cell antigen 2 55.39
1266 ENSLAFG00000014033 IL10RB interleukin 10 receptor, beta 55.34
1267 EPN1 EPN1 epsin 1 55.31
1268 TWSG1 TWSG1 twisted gastrulation BMP signaling modulator 1 55.23
1269 MAP1LC3B (MAP1LC3B) microtubule associated protein 1 light chain 3 beta 55.15
1270 GTF2A2 GTF2A2 general transcription factor IIA 2 55.09
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Table S17: Loxodonta africana Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

1271 DCTN1 DCTN1 dynactin subunit 1 55.01
1272 SRSF1 SRSF1 serine/arginine-rich splicing factor 1 54.98
1273 SCARNA17 54.97
1274 HIST1H2BF HIST1H2BF histone cluster 1, H2bf 54.89
1275 PPP1R11 PPP1R11 protein phosphatase 1 regulatory inhibitor subunit 11 54.78
1276 ENSLAFG00000011947 (SERPINB6) serpin peptidase inhibitor, clade B (ovalbumin), member 6 54.75
1277 EIF4H EIF4H eukaryotic translation initiation factor 4H 54.66
1278 SRSF6 SRSF6 serine/arginine-rich splicing factor 6 54.55
1279 ARFGAP1 ARFGAP1 ADP ribosylation factor GTPase activating protein 1 54.48
1280 SH3BGRL SH3BGRL SH3 domain binding glutamate-rich protein like 54.43
1281 VEGFA VEGFA vascular endothelial growth factor A 54.35
1282 TIMM10 TIMM10 translocase of inner mitochondrial membrane 10 homolog (yeast) 54.28
1283 ADRM1 ADRM1 adhesion regulating molecule 1 54.27
1284 RER1 RER1 retention in endoplasmic reticulum sorting receptor 1 54.25
1285 DDAH2 DDAH2 dimethylarginine dimethylaminohydrolase 2 54.24
1286 UNC50 UNC50 unc-50 homolog (C. elegans) 54.22
1287 ENSLAFG00000026280 (PPAP2A) 54.04
1288 TRAPPC5 TRAPPC5 trafficking protein particle complex 5 54.03
1289 ACKR3 ACKR3 atypical chemokine receptor 3 54.02
1290 TMEM54 TMEM54 transmembrane protein 54 53.98
1291 MRPS14 MRPS14 mitochondrial ribosomal protein S14 53.89
1292 DUSP7 DUSP7 dual specificity phosphatase 7 53.72
1293 HSD17B10 HSD17B10 hydroxysteroid (17-beta) dehydrogenase 10 53.72
1294 SRSF7 SRSF7 serine/arginine-rich splicing factor 7 53.65
1295 RAB11B RAB11B RAB11B, member RAS oncogene family 53.61
1296 ENSLAFG00000009828 53.60
1297 STARD10 STARD10 StAR related lipid transfer domain containing 10 53.52
1298 HNRNPU HNRNPU heterogeneous nuclear ribonucleoprotein U (scaffold attachment factor A) 53.44
1299 ITM2C ITM2C integral membrane protein 2C 53.42
1300 SNRPB SNRPB small nuclear ribonucleoprotein polypeptides B and B1 53.41
1301 UQCRC1 UQCRC1 ubiquinol-cytochrome c reductase core protein I 53.34
1302 LRP10 LRP10 LDL receptor related protein 10 53.24
1303 ARL4C ARL4C ADP ribosylation factor like GTPase 4C 53.21
1304 ENSLAFG00000013047 MATR3 53.16
1305 SNORA54 53.16
1306 MRPL55 MRPL55 mitochondrial ribosomal protein L55 53.13
1307 CUEDC2 CUEDC2 CUE domain containing 2 53.12
1308 U11 53.10
1309 SNORD27 SNORD27 small nucleolar RNA, C/D box 27 53.04
1310 FAM50A FAM50A family with sequence similarity 50 member A 52.91
1311 NAGA NAGA N-acetylgalactosaminidase, alpha- 52.90
1312 AAMDC AAMDC adipogenesis associated, Mth938 domain containing 52.83
1313 SMARCE1 SMARCE1 SWI/SNF related, matrix associated, actin dependent regulator of chromatin,

subfamily e, member 1
52.81

1314 NDUFS3 NDUFS3 NADH:ubiquinone oxidoreductase core subunit S3 52.76
1315 NSA2 NSA2 NSA2, ribosome biogenesis homolog 52.69
1316 APBA3 APBA3 amyloid beta (A4) precursor protein-binding, family A, member 3 52.67
1317 ENSLAFG00000017073 PLS3 plastin 3 52.63
1318 TMEM45B TMEM45B transmembrane protein 45B 52.47
1319 IAH1 IAH1 isoamyl acetate-hydrolyzing esterase 1 homolog 52.37
1320 RSPO1 RSPO1 R-spondin 1 52.34
1321 C4orf48 C4orf48 chromosome 4 open reading frame 48 52.32
1322 SP6 SP6 Sp6 transcription factor 52.30
1323 CUL7 CUL7 cullin 7 52.25
1324 MGAT1 MGAT1 mannosyl (alpha-1,3-)-glycoprotein beta-1,2-N-

acetylglucosaminyltransferase
52.23

1325 STARD7 STARD7 StAR related lipid transfer domain containing 7 52.23
1326 CCT8 CCT8 chaperonin containing TCP1, subunit 8 (theta) 52.22
1327 NONO NONO non-POU domain containing, octamer-binding 52.22
1328 GPS1 GPS1 G protein pathway suppressor 1 52.20
1329 HSPA9 HSPA9 heat shock protein family A (Hsp70) member 9 52.15
1330 IK IK IK cytokine, down-regulator of HLA II 52.14
1331 TMEM106C TMEM106C transmembrane protein 106C 52.08
1332 STC2 STC2 stanniocalcin 2 52.07
1333 ENSLAFG00000026093 (RAP2C) RAP2C, member of RAS oncogene family 51.92
1334 ARPP19 ARPP19 cAMP regulated phosphoprotein 19kDa 51.91
1335 TUFM TUFM Tu translation elongation factor, mitochondrial 51.87
1336 YBX2 YBX2 Y-box binding protein 2 51.84
1337 ENSLAFG00000022560 ANP32A acidic nuclear phosphoprotein 32 family member A 51.83
1338 SDF2 SDF2 stromal cell-derived factor 2 51.83
1339 GLRX5 GLRX5 glutaredoxin 5 51.75
1340 RMDN3 RMDN3 regulator of microtubule dynamics 3 51.68
1341 BTBD6 BTBD6 BTB (POZ) domain containing 6 51.65
1342 SNORA31 51.64
1343 NT5DC2 NT5DC2 5’-nucleotidase domain containing 2 51.60
1344 C12orf73 C12orf73 chromosome 12 open reading frame 73 51.55
1345 TM9SF2 TM9SF2 transmembrane 9 superfamily member 2 51.43
1346 FIBP FIBP fibroblast growth factor (acidic) intracellular binding protein 51.31
1347 PDLIM4 PDLIM4 PDZ and LIM domain 4 51.31
1348 RHOG RHOG ras homolog family member G 51.26
1349 ERLEC1 ERLEC1 endoplasmic reticulum lectin 1 51.24
1350 PSMD2 PSMD2 proteasome 26S subunit, non-ATPase 2 51.18
1351 SARNP SARNP SAP domain containing ribonucleoprotein 51.11
1352 FAM96A FAM96A family with sequence similarity 96 member A 51.05
1353 DYNLRB2 DYNLRB2 dynein, light chain, roadblock-type 2 51.05
1354 EIF4A3 EIF4A3 eukaryotic translation initiation factor 4A3 50.79
1355 ENSLAFG00000024246 50.70
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Table S17: Loxodonta africana Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

1356 ENSLAFG00000015825 PSME2 proteasome activator subunit 2 50.65
1357 STT3A STT3A STT3A, subunit of the oligosaccharyltransferase complex (catalytic) 50.64
1358 TSEN34 (TSEN34) tRNA splicing endonuclease subunit 34 50.63
1359 YY1 YY1 YY1 transcription factor 50.61
1360 FOS FOS FBJ murine osteosarcoma viral oncogene homolog 50.59
1361 TEAD3 TEAD3 TEA domain family member 3 50.58
1362 C1QA C1QA complement component 1, q subcomponent, A chain 50.56
1363 NRBP1 NRBP1 nuclear receptor binding protein 1 50.53
1364 PTPRA PTPRA protein tyrosine phosphatase, receptor type, A 50.47
1365 NOV NOV nephroblastoma overexpressed 50.41
1366 SEC13 SEC13 SEC13 homolog, nuclear pore and COPII coat complex component 50.40
1367 ENSLAFG00000000433 50.40
1368 SNORA8 50.36
1369 SLC44A2 SLC44A2 solute carrier family 44 (choline transporter), member 2 50.34
1370 CSNK1A1 CSNK1A1 casein kinase 1, alpha 1 50.33
1371 ENSLAFG00000003876 (C21orf33) chromosome 21 open reading frame 33 50.27
1372 TRA2B TRA2B transformer 2 beta homolog (Drosophila) 50.16
1373 ENSLAFG00000011110 (IFITM3) interferon induced transmembrane protein 3 50.15
1374 CTTN CTTN cortactin 50.12
1375 DNAJB1 DNAJB1 DnaJ heat shock protein family (Hsp40) member B1 50.08
1376 ERP44 ERP44 endoplasmic reticulum protein 44 50.07
1377 ACO2 ACO2 aconitase 2 50.04
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3.14 Dasypus novemcinctus Placental Gene Expression

Table S18: Dasypus novemcinctus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

1 ENSDNOG00000047645 (PGA5) pepsinogen 5, group I (pepsinogen A) 35646.70
2 ENSDNOG00000038510 (PGA5) pepsinogen 5, group I (pepsinogen A) 29991.40
3 ENSDNOG00000009014 RPL39 ribosomal protein L39 5971.87
4 ENSDNOG00000003715 PAGE4 PAGE family member 4 5908.65
5 HBB HBB hemoglobin subunit beta 4564.08
6 LEPR LEPR leptin receptor 4322.38
7 ENSDNOG00000033320 (AC024940.1) 3866.73
8 ENSDNOG00000033885 (PGA5) pepsinogen 5, group I (pepsinogen A) 2833.63
9 ENSDNOG00000033323 (MT-ND6) mitochondrially encoded NADH:ubiquinone oxidoreductase core subunit 6 2771.01
10 NEAT1_3 NEAT1_3 2619.62
11 RPS28 RPS28 ribosomal protein S28 2609.15
12 TMSB4X TMSB4X thymosin beta 4, X-linked 2315.87
13 NEAT1_2 NEAT1_2 2227.48
14 RPS18 RPS18 ribosomal protein S18 1761.99
15 ENSDNOG00000010781 (ATP5E) ATP synthase, H+ transporting, mitochondrial F1 complex, epsilon subunit 1685.35
16 B2M B2M beta-2-microglobulin 1436.59
17 OST4 OST4 oligosaccharyltransferase complex subunit 4 (non-catalytic) 1392.75
18 NEAT1_1 NEAT1_1 1314.87
19 RPL31 RPL31 ribosomal protein L31 1212.10
20 RPS15A (RPS15A) ribosomal protein S15a 1142.64
21 PSAP PSAP prosaposin 1116.74
22 RPS25 (RPS25) ribosomal protein S25 1057.99
23 GNAS GNAS GNAS complex locus 1032.21
24 ENSDNOG00000044728 (RPL30) ribosomal protein L30 1019.12
25 CD63 CD63 CD63 molecule 997.24
26 SPARC SPARC secreted protein, acidic, cysteine-rich (osteonectin) 960.89
27 ENSDNOG00000004481 FAU Finkel-Biskis-Reilly murine sarcoma virus (FBR-MuSV) ubiquitously ex-

pressed
952.76

28 ENSDNOG00000039593 (RPL27) ribosomal protein L27 928.78
29 RPS11 RPS11 ribosomal protein S11 922.60
30 RPS7 RPS7 ribosomal protein S7 915.87
31 ENSDNOG00000033747 (RPS23) ribosomal protein S23 887.87
32 IGFBP4 IGFBP4 insulin like growth factor binding protein 4 841.42
33 ENSDNOG00000009938 RPS14 ribosomal protein S14 835.09
34 TFPI2 TFPI2 tissue factor pathway inhibitor 2 827.28
35 ENSDNOG00000041572 (RPL37) ribosomal protein L37 825.83
36 RPL24 RPL24 ribosomal protein L24 823.96
37 ENSDNOG00000013676 (UBC) ubiquitin C 789.88
38 RPS27A RPS27A ribosomal protein S27a 775.60
39 ENSDNOG00000045634 (ANXA8L1) annexin A8-like 1 760.65
40 ENSDNOG00000011217 NDUFA4 NDUFA4, mitochondrial complex associated 755.14
41 ENSDNOG00000008412 RPL12 ribosomal protein L12 744.20
42 ENSDNOG00000030825 (RPLP1) ribosomal protein, large, P1 733.97
43 ENSDNOG00000037250 680.30
44 GHRH GHRH growth hormone releasing hormone 668.83
45 ENSDNOG00000044347 (RPLP0) ribosomal protein, large, P0 666.05
46 RPL7A RPL7A ribosomal protein L7a 664.27
47 COL3A1 COL3A1 collagen, type III, alpha 1 655.97
48 ENSDNOG00000038609 (RPL36A) ribosomal protein L36a 647.08
49 GNG5 GNG5 guanine nucleotide binding protein (G protein), gamma 5 646.61
50 UBA52 UBA52 ubiquitin A-52 residue ribosomal protein fusion product 1 645.60
51 ENSDNOG00000034693 (RPS20) ribosomal protein S20 624.92
52 DLK1 DLK1 delta-like 1 homolog (Drosophila) 620.70
53 ENSDNOG00000049412 (EEF1A1) eukaryotic translation elongation factor 1 alpha 1 607.75
54 ENSDNOG00000049586 607.31
55 ENSDNOG00000001259 RPL35A ribosomal protein L35a 598.60
56 ENSDNOG00000006693 (RPL4) ribosomal protein L4 592.10
57 ENSDNOG00000033745 (RPL37A) ribosomal protein L37a 578.39
58 ENSDNOG00000016087 569.41
59 RPL36A RPL36A ribosomal protein L36a 561.28
60 ENSDNOG00000046378 544.28
61 ENSDNOG00000048504 (S100A10) S100 calcium binding protein A10 542.61
62 ENSDNOG00000013554 UQCRH ubiquinol-cytochrome c reductase hinge protein 534.09
63 ENSDNOG00000040794 (SUB1) SUB1 homolog, transcriptional regulator 525.13
64 EEF1A1 EEF1A1 eukaryotic translation elongation factor 1 alpha 1 522.36
65 RPS26 RPS26 ribosomal protein S26 519.97
66 ENSDNOG00000047815 (PFN1) profilin 1 507.06
67 ENSDNOG00000005163 RPL36 ribosomal protein L36 496.58
68 ENSDNOG00000044172 (RPL28) ribosomal protein L28 496.35
69 ENSDNOG00000031601 (HSPA5) heat shock protein family A (Hsp70) member 5 492.14
70 CALR CALR calreticulin 491.68
71 TMSB4Y TMSB4Y thymosin beta 4, Y-linked 487.65
72 COX7C COX7C cytochrome c oxidase subunit VIIc 487.27
73 UQCR10 UQCR10 ubiquinol-cytochrome c reductase, complex III subunit X 484.68
74 ENSDNOG00000004237 ANXA2 annexin A2 477.05
75 PDIA6 PDIA6 protein disulfide isomerase family A member 6 473.31
76 ENSDNOG00000004048 RPSA ribosomal protein SA 472.99
77 ENSDNOG00000033454 (RPL27A) ribosomal protein L27a 472.14
78 ENSDNOG00000041820 (RPL27A) ribosomal protein L27a 469.68
79 USMG5 USMG5 up-regulated during skeletal muscle growth 5 homolog (mouse) 468.28
80 ENSDNOG00000044587 (RPS4X) ribosomal protein S4, X-linked 461.38
81 ENSDNOG00000025236 (RPS8) ribosomal protein S8 460.37
82 VIM VIM vimentin 458.80
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Table S18: Dasypus novemcinctus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

83 ENSDNOG00000007411 (RPL9) ribosomal protein L9 458.76
84 ENSDNOG00000042370 (RPS20) ribosomal protein S20 456.47
85 TOMM7 TOMM7 translocase of outer mitochondrial membrane 7 homolog (yeast) 454.24
86 ENSDNOG00000040491 (RPL34) ribosomal protein L34 453.15
87 HSPA8 HSPA8 heat shock protein family A (Hsp70) member 8 452.52
88 ENSDNOG00000041073 (RPL18) ribosomal protein L18 448.45
89 IGF2R IGF2R insulin like growth factor 2 receptor 448.33
90 ENSDNOG00000038540 (RPS3A) ribosomal protein S3A 444.25
91 ENSDNOG00000044267 (TPT1) tumor protein, translationally-controlled 1 435.08
92 CD9 CD9 CD9 molecule 424.11
93 ENSDNOG00000032809 (RPL26) ribosomal protein L26 423.13
94 SLC40A1 SLC40A1 solute carrier family 40 (iron-regulated transporter), member 1 421.46
95 ENSDNOG00000030628 (ATP5I) ATP synthase, H+ transporting, mitochondrial Fo complex subunit E 420.81
96 ENSDNOG00000037436 (RPL31) ribosomal protein L31 418.90
97 ENSDNOG00000002289 RPL26 ribosomal protein L26 418.53
98 TIMP2 TIMP2 TIMP metallopeptidase inhibitor 2 417.67
99 ENSDNOG00000045235 (KRT85) keratin 85, type II 411.71
100 ENSDNOG00000031798 (EEF1G) eukaryotic translation elongation factor 1 gamma 406.92
101 ENSDNOG00000031942 (RPS16) ribosomal protein S16 403.98
102 RPS3A RPS3A ribosomal protein S3A 402.69
103 ENSDNOG00000035370 (RPL13A) ribosomal protein L13a 401.21
104 UQCRQ UQCRQ ubiquinol-cytochrome c reductase complex III subunit VII 399.60
105 P4HB P4HB prolyl 4-hydroxylase, beta polypeptide 398.00
106 ENSDNOG00000041887 (RPL7) ribosomal protein L7 391.30
107 ENSDNOG00000041430 (RPL26) ribosomal protein L26 383.77
108 COX6B1 COX6B1 cytochrome c oxidase subunit VIb polypeptide 1 (ubiquitous) 378.69
109 HSP90B1 HSP90B1 heat shock protein 90kDa beta family member 1 378.43
110 ENSDNOG00000046481 370.63
111 MRFAP1 MRFAP1 Morf4 family associated protein 1 367.41
112 ENSDNOG00000044235 362.57
113 ENSDNOG00000047901 (ACTG1) actin gamma 1 361.07
114 PDIA3 PDIA3 protein disulfide isomerase family A member 3 359.33
115 ENSDNOG00000045818 (RPL17) ribosomal protein L17 352.65
116 ATP5G2 ATP5G2 ATP synthase, H+ transporting, mitochondrial Fo complex subunit C2 (sub-

unit 9)
351.97

117 SNRPD2 SNRPD2 small nuclear ribonucleoprotein D2 polypeptide 349.31
118 ENSDNOG00000039572 (TUBA1A) tubulin, alpha 1a 347.69
119 GUSB GUSB glucuronidase, beta 346.51
120 FBXO47 FBXO47 F-box protein 47 346.50
121 RPS12 (RPS12) ribosomal protein S12 345.60
122 ENSDNOG00000009294 S100A6 S100 calcium binding protein A6 340.78
123 ENSDNOG00000048405 (RPL23A) ribosomal protein L23a 339.03
124 ENSDNOG00000039571 (RPL32) ribosomal protein L32 337.71
125 ENSDNOG00000043660 (RPL32) ribosomal protein L32 337.49
126 ENSDNOG00000033771 (ATP6V0D1) ATPase, H+ transporting, lysosomal 38kDa, V0 subunit d1 332.19
127 GNG11 GNG11 guanine nucleotide binding protein (G protein), gamma 11 325.79
128 ENSDNOG00000033015 (RPL32) ribosomal protein L32 317.78
129 ENSDNOG00000012037 (CTSL) cathepsin L 317.39
130 SERPINE2 SERPINE2 serpin peptidase inhibitor, clade E (nexin, plasminogen activator inhibitor type

1), member 2
313.23

131 MYL12A MYL12A myosin light chain 12A 311.97
132 TMEM258 TMEM258 transmembrane protein 258 311.73
133 RHOC RHOC ras homolog family member C 308.31
134 ANXA1 ANXA1 annexin A1 307.47
135 TMED10 TMED10 transmembrane p24 trafficking protein 10 306.97
136 RPS19 (RPS19) ribosomal protein S19 305.38
137 ENSDNOG00000008341 (RPS15A) ribosomal protein S15a 304.67
138 SSR2 SSR2 signal sequence receptor, beta (translocon-associated protein beta) 299.37
139 EZR EZR ezrin 292.18
140 LGALS1 LGALS1 lectin, galactoside-binding, soluble, 1 290.08
141 SMOC2 SMOC2 SPARC related modular calcium binding 2 289.49
142 ENSDNOG00000035355 (PPIA) peptidylprolyl isomerase A (cyclophilin A) 287.88
143 PET100 PET100 PET100 homolog 286.20
144 RPS6 (RPS6) ribosomal protein S6 286.19
145 ENSDNOG00000034369 (UBB) ubiquitin B 283.35
146 RPS10 RPS10 ribosomal protein S10 282.36
147 PDIA4 PDIA4 protein disulfide isomerase family A member 4 278.56
148 TCEB2 TCEB2 transcription elongation factor B (SIII), polypeptide 2 (18kDa, elongin B) 278.51
149 CHN2 CHN2 chimerin 2 277.49
150 SSR4 SSR4 signal sequence receptor, delta 275.56
151 GNB2L1 GNB2L1 guanine nucleotide binding protein (G protein), beta polypeptide 2-like 1 275.09
152 ENSDNOG00000012883 CNN3 calponin 3, acidic 273.62
153 ENSDNOG00000046230 272.86
154 ENSDNOG00000047475 (RPL5) ribosomal protein L5 272.86
155 MFGE8 MFGE8 milk fat globule-EGF factor 8 protein 272.01
156 ENSDNOG00000011179 RPL34 ribosomal protein L34 271.02
157 ENSDNOG00000003148 (IFI27L2) interferon, alpha-inducible protein 27-like 2 270.53
158 NDUFA2 NDUFA2 NADH:ubiquinone oxidoreductase subunit A2 267.75
159 CANX CANX calnexin 265.29
160 ENSDNOG00000036794 (LAPTM4B) lysosomal protein transmembrane 4 beta 264.66
161 ENSDNOG00000011759 COX17 COX17, cytochrome c oxidase copper chaperone 263.21
162 ENSDNOG00000017654 (RPL7) ribosomal protein L7 261.89
163 DDOST DDOST dolichyl-diphosphooligosaccharide–protein glycosyltransferase subunit (non-

catalytic)
259.19

164 RPL8 RPL8 ribosomal protein L8 258.30
165 MYL12B MYL12B myosin light chain 12B 257.55
166 BCAP31 BCAP31 B-cell receptor-associated protein 31 257.24
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Table S18: Dasypus novemcinctus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

167 QPCT QPCT glutaminyl-peptide cyclotransferase 254.17
168 FBLN1 FBLN1 fibulin 1 252.65
169 SEC61B SEC61B Sec61 translocon beta subunit 252.04
170 PTMA PTMA prothymosin, alpha 248.62
171 COL1A2 COL1A2 collagen, type I, alpha 2 246.99
172 ENSDNOG00000033528 (NACA) nascent polypeptide-associated complex alpha subunit 246.05
173 OBTP TOMM6 translocase of outer mitochondrial membrane 6 homolog (yeast) 245.50
174 ENSDNOG00000037189 (RPS3) ribosomal protein S3 241.38
175 ENSDNOG00000037300 (SBSPON) somatomedin B and thrombospondin type 1 domain containing 239.58
176 ENSDNOG00000036588 236.40
177 ENSDNOG00000017128 (FTH1) ferritin, heavy polypeptide 1 234.24
178 ENSDNOG00000001344 OAZ1 ornithine decarboxylase antizyme 1 233.75
179 ENSDNOG00000035289 (CALM2) calmodulin 2 (phosphorylase kinase, delta) 232.81
180 ENSDNOG00000011787 EEF1B2 eukaryotic translation elongation factor 1 beta 2 231.70
181 RPL17 RPL17 ribosomal protein L17 231.03
182 HNRNPK HNRNPK heterogeneous nuclear ribonucleoprotein K 230.57
183 ENSDNOG00000042996 CTC-429P9.4 230.06
184 PRDX1 PRDX1 peroxiredoxin 1 229.28
185 CAV2 CAV1 caveolin 1 228.37
186 TIMP1 TIMP1 TIMP metallopeptidase inhibitor 1 228.14
187 GYLTL1B GYLTL1B glycosyltransferase-like 1B 227.08
188 ENSDNOG00000047632 (KRT18) keratin 18, type I 226.98
189 C14orf1 C14orf1 chromosome 14 open reading frame 1 226.38
190 ENSDNOG00000000752 SSR3 signal sequence receptor, gamma (translocon-associated protein gamma) 224.75
191 FAM132B FAM132B family with sequence similarity 132 member B 220.94
192 ENSDNOG00000040652 (RPS20) ribosomal protein S20 219.19
193 ENSDNOG00000035429 (PSENEN) presenilin enhancer gamma secretase subunit 217.98
194 ADA ADA adenosine deaminase 217.78
195 ENSDNOG00000046740 (HNRNPA2B1) heterogeneous nuclear ribonucleoprotein A2/B1 217.75
196 S100B S100B S100 calcium binding protein B 217.34
197 ENSDNOG00000036288 (CTSD) cathepsin D 217.16
198 ENSDNOG00000031630 (SNURF) 217.15
199 FLT1 FLT1 fms-related tyrosine kinase 1 215.70
200 ATP5J ATP5J ATP synthase, H+ transporting, mitochondrial Fo complex subunit F6 215.37
201 ENSDNOG00000045407 (BRK1) BRICK1, SCAR/WAVE actin-nucleating complex subunit 214.77
202 ENSDNOG00000042334 (RPS2) ribosomal protein S2 214.70
203 GPRC5A GPRC5A G protein-coupled receptor, class C, group 5, member A 211.26
204 TOMM20 TOMM20 translocase of outer mitochondrial membrane 20 homolog (yeast) 209.89
205 ENSDNOG00000006351 ATP5J2 ATP synthase, H+ transporting, mitochondrial Fo complex subunit F2 209.54
206 ENSDNOG00000033237 (HSPE1) heat shock protein family E (Hsp10) member 1 208.79
207 WDR83OS WDR83OS WD repeat domain 83 opposite strand 208.28
208 ENSDNOG00000006251 RPL5 ribosomal protein L5 208.23
209 ENSDNOG00000033236 (C7orf73) chromosome 7 open reading frame 73 207.82
210 ENSDNOG00000010880 (CHCHD2) coiled-coil-helix-coiled-coil-helix domain containing 2 207.40
211 ENSDNOG00000004821 (RPL38) ribosomal protein L38 206.75
212 EIF4G2 EIF4G2 eukaryotic translation initiation factor 4 gamma, 2 204.36
213 TMEM59 TMEM59 transmembrane protein 59 202.80
214 EIF4A1 EIF4A1 eukaryotic translation initiation factor 4A1 202.72
215 NDUFA3 NDUFA3 NADH:ubiquinone oxidoreductase subunit A3 201.87
216 ENSDNOG00000033912 (EIF5A) eukaryotic translation initiation factor 5A 201.39
217 ENSDNOG00000019487 RPL23A ribosomal protein L23a 199.25
218 PRSS23 PRSS23 protease, serine 23 198.68
219 ENSDNOG00000000626 FN1 fibronectin 1 198.13
220 HMGN3 HMGN3 high mobility group nucleosomal binding domain 3 197.85
221 PTGES PTGES prostaglandin E synthase 197.09
222 SERPINE1 SERPINE1 serpin peptidase inhibitor, clade E (nexin, plasminogen activator inhibitor type

1), member 1
196.71

223 SRSF5 SRSF5 serine/arginine-rich splicing factor 5 196.53
224 PGF PGF placental growth factor 196.22
225 ENSDNOG00000037825 (FABP5) fatty acid binding protein 5 (psoriasis-associated) 195.95
226 CTSK CTSK cathepsin K 194.43
227 ABCB1 ABCB1 ATP binding cassette subfamily B member 1 191.20
228 ENSDNOG00000039964 (RPLP0) ribosomal protein, large, P0 190.23
229 ENSDNOG00000034167 (IFITM3) interferon induced transmembrane protein 3 189.83
230 RPL11 RPL11 ribosomal protein L11 189.74
231 MYO1C MYO1C myosin IC 187.64
232 UBE2E1 UBE2E1 ubiquitin conjugating enzyme E2E 1 187.49
233 FAM129B FAM129B family with sequence similarity 129 member B 187.11
234 EDF1 EDF1 endothelial differentiation-related factor 1 185.99
235 SERF2 SERF2 small EDRK-rich factor 2 185.99
236 ENSDNOG00000007673 (NDUFB2) NADH:ubiquinone oxidoreductase subunit B2 185.82
237 XBP1 XBP1 X-box binding protein 1 184.99
238 ENSDNOG00000044139 (ATP5J2) ATP synthase, H+ transporting, mitochondrial Fo complex subunit F2 182.87
239 GABARAPL1 GABARAPL1 GABA(A) receptor-associated protein like 1 182.81
240 RNF181 RNF181 ring finger protein 181 182.42
241 ENSDNOG00000035641 182.31
242 ENSDNOG00000007452 (DDX3X) DEAD (Asp-Glu-Ala-Asp) box helicase 3, X-linked 181.76
243 ENSDNOG00000036775 (FTH1) ferritin, heavy polypeptide 1 181.04
244 GPX3 GPX3 glutathione peroxidase 3 179.47
245 LAPTM4A LAPTM4A lysosomal protein transmembrane 4 alpha 177.58
246 ENSDNOG00000048447 (RPS15) ribosomal protein S15 176.52
247 ENSDNOG00000044782 (RCN1) reticulocalbin 1 175.19
248 TM4SF1 TM4SF1 transmembrane 4 L six family member 1 173.53
249 COL1A1 COL1A1 collagen, type I, alpha 1 173.10
250 HNRNPA3 HNRNPA3 heterogeneous nuclear ribonucleoprotein A3 172.51
251 HBA (HBA2) hemoglobin subunit alpha 2 171.94
252 SERPINB9 SERPINB9 serpin peptidase inhibitor, clade B (ovalbumin), member 9 171.59
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Table S18: Dasypus novemcinctus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

253 LEPROTL1 LEPROTL1 leptin receptor overlapping transcript-like 1 171.51
254 C8orf4 C8orf4 chromosome 8 open reading frame 4 171.32
255 ENSDNOG00000048459 (RPL29) ribosomal protein L29 170.99
256 ENSDNOG00000038638 (RPS27A) ribosomal protein S27a 170.95
257 PTPN12 PTPN12 protein tyrosine phosphatase, non-receptor type 12 170.85
258 EHD1 EHD1 EH domain containing 1 170.82
259 COL4A1 COL4A1 collagen, type IV, alpha 1 170.62
260 AD_R333_JSM93A99F ROMO1 reactive oxygen species modulator 1 168.96
261 ENSDNOG00000039281 (DDX5) DEAD (Asp-Glu-Ala-Asp) box helicase 5 168.67
262 IGFBP7 IGFBP7 insulin like growth factor binding protein 7 168.61
263 ENSDNOG00000034700 168.40
264 LGMN LGMN legumain 167.76
265 ENSDNOG00000043623 (RPL34) ribosomal protein L34 167.27
266 POSTN POSTN periostin, osteoblast specific factor 166.69
267 H1F0 H1F0 H1 histone family member 0 166.49
268 KIF21A KIF21A kinesin family member 21A 166.10
269 ENSDNOG00000042151 165.99
270 TMED2 TMED2 transmembrane p24 trafficking protein 2 165.57
271 KRT19 KRT19 keratin 19, type I 165.07
272 RBX1 RBX1 ring-box 1, E3 ubiquitin protein ligase 165.03
273 PPIB PPIB peptidylprolyl isomerase B (cyclophilin B) 164.15
274 RBP1 RBP1 retinol binding protein 1 163.70
275 AP2M1 AP2M1 adaptor-related protein complex 2, mu 1 subunit 162.90
276 WLS WLS wntless Wnt ligand secretion mediator 162.87
277 RAB7A RAB7A RAB7A, member RAS oncogene family 162.22
278 TAGLN2 TAGLN2 transgelin 2 161.47
279 ENSDNOG00000012887 HMGB1 high mobility group box 1 160.30
280 RPL21 RPL21 ribosomal protein L21 159.24
281 CD74 CD74 CD74 molecule, major histocompatibility complex, class II invariant chain 158.98
282 MEST MEST mesoderm specific transcript 158.87
283 PSMB7 PSMB7 proteasome subunit beta 7 158.11
284 ENSDNOG00000035302 (RPL37A) ribosomal protein L37a 157.44
285 ENSDNOG00000000079 (UBE2L3) ubiquitin conjugating enzyme E2L 3 156.84
286 ARPC2 ARPC2 actin related protein 2/3 complex subunit 2 156.33
287 ENSDNOG00000031014 (RPL12) ribosomal protein L12 155.45
288 PLTP PLTP phospholipid transfer protein 154.68
289 ENSDNOG00000039304 (HMGN1) high mobility group nucleosome binding domain 1 154.12
290 SH3BGRL3 SH3BGRL3 SH3 domain binding glutamate-rich protein like 3 154.09
291 ENSDNOG00000041620 (RPL3) ribosomal protein L3 153.59
292 SPTBN1 SPTBN1 spectrin, beta, non-erythrocytic 1 152.55
293 ENSDNOG00000040417 152.26
294 ARL6IP5 ARL6IP5 ADP ribosylation factor like GTPase 6 interacting protein 5 151.85
295 ENSDNOG00000011425 S100A10 S100 calcium binding protein A10 151.56
296 HMGB2 HMGB2 high mobility group box 2 151.25
297 ENSDNOG00000036362 151.08
298 ENSDNOG00000009568 SERPINA3 serpin peptidase inhibitor, clade A (alpha-1 antiproteinase, antitrypsin), mem-

ber 3
151.07

299 ENSDNOG00000026007 150.33
300 ENSDNOG00000046837 (ATF4) activating transcription factor 4 149.49
301 TXNIP TXNIP thioredoxin interacting protein 149.03
302 FKBP2 FKBP2 FK506 binding protein 2 147.75
303 NUPR1 NUPR1 nuclear protein 1, transcriptional regulator 147.70
304 ENSDNOG00000010783 NCL nucleolin 147.37
305 ENSDNOG00000041806 146.38
306 ENSDNOG00000034826 (ATP6V1G1) ATPase, H+ transporting, lysosomal 13kDa, V1 subunit G1 146.23
307 ENSDNOG00000045145 (MT2A) metallothionein 2A 145.61
308 ENSDNOG00000032705 (COX7A2) cytochrome c oxidase subunit VIIa polypeptide 2 (liver) 145.50
309 ENSDNOG00000049068 (RPL23A) ribosomal protein L23a 145.19
310 CKS1B CKS1B CDC28 protein kinase regulatory subunit 1B 145.17
311 COX4I1 COX4I1 cytochrome c oxidase subunit IV isoform 1 145.00
312 ENSDNOG00000049390 (MINOS1) mitochondrial inner membrane organizing system 1 144.06
313 SEPT2 SEPT2 septin 2 142.00
314 LGALS3 LGALS3 lectin, galactoside-binding, soluble, 3 141.83
315 ENSDNOG00000049442 (TPM3) tropomyosin 3 140.94
316 ENSDNOG00000034870 (RPL38) ribosomal protein L38 140.38
317 ENSDNOG00000048457 (TPT1) tumor protein, translationally-controlled 1 140.36
318 PDAP1 PDAP1 PDGFA associated protein 1 140.09
319 ENSDNOG00000017336 (ATP5O) ATP synthase, H+ transporting, mitochondrial F1 complex, O subunit 139.24
320 TUBB TUBB tubulin, beta class I 138.77
321 ENSDNOG00000000073 (EEF1B2) eukaryotic translation elongation factor 1 beta 2 138.20
322 RPL10A RPL10A ribosomal protein L10a 138.11
323 OPTC OPTC opticin 138.03
324 OS9 OS9 osteosarcoma amplified 9, endoplasmic reticulum lectin 138.01
325 ENSDNOG00000024322 DYNLT1 dynein, light chain, Tctex-type 1 137.78
326 PGD PGD phosphogluconate dehydrogenase 136.97
327 ATP5B ATP5B ATP synthase, H+ transporting, mitochondrial F1 complex, beta polypeptide 136.51
328 ENSDNOG00000002254 HTATSF1 HIV-1 Tat specific factor 1 136.51
329 HINT1 HINT1 histidine triad nucleotide binding protein 1 136.46
330 C9orf16 C9orf16 chromosome 9 open reading frame 16 136.37
331 PERP PERP PERP, TP53 apoptosis effector 136.36
332 MAP1LC3B MAP1LC3B microtubule associated protein 1 light chain 3 beta 135.85
333 RPN2 RPN2 ribophorin II 135.55
334 TUG1_1 TUG1_1 135.44
335 uc_338 135.20
336 ENSDNOG00000041206 (RPL17) ribosomal protein L17 135.02
337 PTMS PTMS parathymosin 134.83
338 BZW1 BZW1 basic leucine zipper and W2 domains 1 134.50
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Table S18: Dasypus novemcinctus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

339 SLC2A1 SLC2A1 solute carrier family 2 (facilitated glucose transporter), member 1 134.30
340 ERP29 ERP29 endoplasmic reticulum protein 29 134.21
341 PRMT1 PRMT1 protein arginine methyltransferase 1 133.89
342 ENSDNOG00000032196 (RPL23A) ribosomal protein L23a 133.14
343 ENSDNOG00000048297 (TPT1) tumor protein, translationally-controlled 1 132.70
344 AGT AGT angiotensinogen (serpin peptidase inhibitor, clade A, member 8) 132.31
345 ENSDNOG00000035174 131.76
346 CALU CALU calumenin 131.67
347 ENSDNOG00000043514 131.64
348 ENSDNOG00000002831 MORF4L1 mortality factor 4 like 1 131.60
349 CTTN CTTN cortactin 131.47
350 TAX1BP3 TAX1BP3 Tax1 (human T-cell leukemia virus type I) binding protein 3 131.31
351 SERPINH1 SERPINH1 serpin peptidase inhibitor, clade H (heat shock protein 47), member 1, (col-

lagen binding protein 1)
131.08

352 YWHAZ YWHAZ tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein,
zeta

130.99

353 ACTA2 ACTA2 actin, alpha 2, smooth muscle, aorta 130.43
354 COL4A2 COL4A2 collagen, type IV, alpha 2 128.89
355 MORF4L2 MORF4L2 mortality factor 4 like 2 128.79
356 UFM1 UFM1 ubiquitin-fold modifier 1 128.47
357 RNF11 RNF11 ring finger protein 11 128.27
358 ANAPC13 ANAPC13 anaphase promoting complex subunit 13 128.05
359 ENSDNOG00000048095 (SHFM1) split hand/foot malformation (ectrodactyly) type 1 127.77
360 PEG3 PEG3 paternally expressed 3 127.53
361 RAMP2 RAMP2 receptor (G protein-coupled) activity modifying protein 2 127.28
362 MRPS14 MRPS14 mitochondrial ribosomal protein S14 127.11
363 ENSDNOG00000031566 (COX5B) cytochrome c oxidase subunit Vb 126.98
364 CYB5R3 CYB5R3 cytochrome b5 reductase 3 126.10
365 ORMDL2 ORMDL2 ORMDL sphingolipid biosynthesis regulator 2 125.65
366 HERPUD1 HERPUD1 homocysteine-inducible, endoplasmic reticulum stress-inducible, ubiquitin-

like domain member 1
125.39

367 FUS FUS FUS RNA binding protein 125.37
368 ENSDNOG00000034172 (FKBP1A) FK506 binding protein 1A 125.06
369 CHMP5 CHMP5 charged multivesicular body protein 5 125.01
370 PSMB4 PSMB4 proteasome subunit beta 4 124.92
371 GNAI2 GNAI2 guanine nucleotide binding protein (G protein), alpha inhibiting activity

polypeptide 2
124.56

372 ENSDNOG00000008346 (TCEAL8) transcription elongation factor A (SII)-like 8 124.23
373 CHMP2A CHMP2A charged multivesicular body protein 2A 123.43
374 ENSDNOG00000032685 123.20
375 TMBIM1 TMBIM1 transmembrane BAX inhibitor motif containing 1 122.47
376 S100P S100P S100 calcium binding protein P 122.42
377 DSTN DSTN destrin (actin depolymerizing factor) 122.21
378 PPP1R1A PPP1R1A protein phosphatase 1 regulatory inhibitor subunit 1A 121.49
379 ENSDNOG00000006088 (MGST3) microsomal glutathione S-transferase 3 121.38
380 ENSDNOG00000031022 121.14
381 TPM3 TPM3 tropomyosin 3 120.86
382 SEC61G SEC61G Sec61 translocon gamma subunit 120.47
383 RPN1 RPN1 ribophorin I 120.43
384 TUG1_3 TUG1_3 120.13
385 BAG1 BAG1 BCL2 associated athanogene 1 119.67
386 ENSDNOG00000035517 (TUBA1A) tubulin, alpha 1a 119.60
387 H3F3A H3F3A H3 histone, family 3A 119.48
388 GNB2 (GNB2) guanine nucleotide binding protein (G protein), beta polypeptide 2 119.32
389 ENSDNOG00000000934 (DSTN) destrin (actin depolymerizing factor) 118.89
390 ENSDNOG00000030849 (HNRNPF) heterogeneous nuclear ribonucleoprotein F 118.81
391 ENSDNOG00000049353 (POLR2K) polymerase (RNA) II (DNA directed) polypeptide K, 7.0kDa 117.69
392 TMBIM6 TMBIM6 transmembrane BAX inhibitor motif containing 6 117.52
393 ENSDNOG00000000653 TPT1 tumor protein, translationally-controlled 1 117.12
394 ENSDNOG00000047328 (RPL38) ribosomal protein L38 116.57
395 ENSDNOG00000044417 (ATF6) activating transcription factor 6 116.52
396 PNRC2 (PNRC2) proline rich nuclear receptor coactivator 2 116.13
397 SRRM2 SRRM2 serine/arginine repetitive matrix 2 115.66
398 TBCA TBCA tubulin folding cofactor A 115.61
399 ANAPC16 (ANAPC16) anaphase promoting complex subunit 16 114.97
400 SRSF7 SRSF7 serine/arginine-rich splicing factor 7 114.94
401 ENSDNOG00000016284 CALCOCO2 calcium binding and coiled-coil domain 2 113.84
402 DYNLRB1 DYNLRB1 dynein, light chain, roadblock-type 1 113.77
403 DDX17 DDX17 DEAD (Asp-Glu-Ala-Asp) box helicase 17 113.73
404 PLA2G7 PLA2G7 phospholipase A2 group VII 113.50
405 ITM2B ITM2B integral membrane protein 2B 113.28
406 ENSDNOG00000045314 (COX8A) cytochrome c oxidase subunit VIIIA (ubiquitous) 112.69
407 ENSDNOG00000038147 112.35
408 ENSDNOG00000004701 SEP15 112.30
409 SLC22A3 SLC22A3 solute carrier family 22 (organic cation transporter), member 3 111.96
410 ENSDNOG00000010925 (CNPY2) canopy FGF signaling regulator 2 111.93
411 RPS9 RPS9 ribosomal protein S9 111.79
412 CRACR2B CRACR2B calcium release activated channel regulator 2B 111.64
413 PGRMC1 PGRMC1 progesterone receptor membrane component 1 111.56
414 ENSDNOG00000004645 CALM3 calmodulin 3 (phosphorylase kinase, delta) 111.19
415 PRKAR1A PRKAR1A protein kinase, cAMP-dependent, regulatory subunit type I alpha 110.35
416 ENSDNOG00000018450 CYSTM1 cysteine-rich transmembrane module containing 1 109.96
417 SNX3 SNX3 sorting nexin 3 109.82
418 SDHC SDHC succinate dehydrogenase complex subunit C 109.64
419 ENSDNOG00000035060 (VKORC1) vitamin K epoxide reductase complex subunit 1 109.30
420 PCBP1 PCBP1 poly(rC) binding protein 1 109.21
421 HNRNPH3 HNRNPH3 heterogeneous nuclear ribonucleoprotein H3 (2H9) 109.19
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Table S18: Dasypus novemcinctus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

422 RAB11A RAB11A RAB11A, member RAS oncogene family 109.19
423 SCPEP1 SCPEP1 serine carboxypeptidase 1 109.05
424 ZFAND5 ZFAND5 zinc finger, AN1-type domain 5 108.70
425 ARF1 (ARF1) ADP ribosylation factor 1 108.63
426 VCP VCP valosin containing protein 108.60
427 HYOU1 HYOU1 hypoxia up-regulated 1 108.21
428 HIGD1B HIGD1B HIG1 hypoxia inducible domain family member 1B 108.02
429 SF3B6 SF3B6 splicing factor 3b subunit 6 107.81
430 S100A4 S100A4 S100 calcium binding protein A4 107.31
431 CBX1 CBX1 chromobox 1 107.14
432 EEF2 EEF2 eukaryotic translation elongation factor 2 107.04
433 ENSDNOG00000023689 107.01
434 HIF3A HIF3A hypoxia inducible factor 3, alpha subunit 106.72
435 CTSV CTSV cathepsin V 106.65
436 MRPL27 MRPL27 mitochondrial ribosomal protein L27 106.53
437 TFPI TFPI tissue factor pathway inhibitor 106.52
438 TUG1_4 TUG1_4 106.52
439 SKP1 (SKP1) S-phase kinase-associated protein 1 105.95
440 ATP6V0C ATP6V0C ATPase, H+ transporting, lysosomal 16kDa, V0 subunit c 105.46
441 GSTK1 GSTK1 glutathione S-transferase kappa 1 105.17
442 SDHD SDHD succinate dehydrogenase complex subunit D, integral membrane protein 105.16
443 ENSDNOG00000039768 104.85
444 TMEM206 TMEM206 transmembrane protein 206 104.48
445 ENSDNOG00000007721 SLIRP SRA stem-loop interacting RNA binding protein 104.39
446 ENSDNOG00000035543 (NDUFA4) NDUFA4, mitochondrial complex associated 104.39
447 AHNAK AHNAK AHNAK nucleoprotein 104.34
448 REEP5 REEP5 receptor accessory protein 5 104.34
449 WSB1 WSB1 WD repeat and SOCS box containing 1 103.79
450 TRAM1 TRAM1 translocation associated membrane protein 1 103.55
451 ENSDNOG00000039515 (PPIA) peptidylprolyl isomerase A (cyclophilin A) 103.27
452 RPL22 RPL22 ribosomal protein L22 103.17
453 ENSDNOG00000008119 ARMC10 armadillo repeat containing 10 103.02
454 ENSDNOG00000046774 (RPL14) ribosomal protein L14 102.70
455 ENSDNOG00000049521 (GAPDH) glyceraldehyde-3-phosphate dehydrogenase 102.64
456 RPL10 RPL10L ribosomal protein L10 like 102.36
457 ENSDNOG00000017679 102.08
458 MYDGF MYDGF myeloid-derived growth factor 101.87
459 ENSDNOG00000042371 (RPL23A) ribosomal protein L23a 101.86
460 C12orf57 (C12orf57) chromosome 12 open reading frame 57 101.82
461 ATP5A1 ATP5A1 ATP synthase, H+ transporting, mitochondrial F1 complex, alpha subunit 1,

cardiac muscle
101.77

462 CALD1 CALD1 caldesmon 1 101.64
463 UQCC2 UQCC2 ubiquinol-cytochrome c reductase complex assembly factor 2 101.55
464 ACADVL ACADVL acyl-CoA dehydrogenase, very long chain 101.09
465 ENSDNOG00000041449 (HMGN2) high mobility group nucleosomal binding domain 2 100.84
466 ENSDNOG00000023883 (RNASEK) ribonuclease, RNase K 100.52
467 ENSDNOG00000038624 (PTP4A1) protein tyrosine phosphatase type IVA, member 1 100.49
468 H2AFZ H2AFZ H2A histone family member Z 100.29
469 ENSDNOG00000024630 100.15
470 OSTC OSTC oligosaccharyltransferase complex subunit (non-catalytic) 99.91
471 ENSDNOG00000019446 SNRPG small nuclear ribonucleoprotein polypeptide G 99.60
472 SLC7A7 SLC7A7 solute carrier family 7 (amino acid transporter light chain, y+L system), mem-

ber 7
99.02

473 CNBP CNBP CCHC-type zinc finger, nucleic acid binding protein 98.92
474 ENSDNOG00000047919 (HLA-A) major histocompatibility complex, class I, A 98.88
475 DYNLL1 DYNLL1 dynein, light chain, LC8-type 1 98.39
476 SRSF6 SRSF6 serine/arginine-rich splicing factor 6 98.35
477 CALM2 CALM2 calmodulin 2 (phosphorylase kinase, delta) 98.18
478 ENSDNOG00000048200 (RBM3) RNA binding motif (RNP1, RRM) protein 3 98.18
479 GDI2 GDI2 GDP dissociation inhibitor 2 97.93
480 MMP2 MMP2 matrix metallopeptidase 2 97.53
481 HDLBP HDLBP high density lipoprotein binding protein 96.86
482 ENSDNOG00000044762 (RPL27) ribosomal protein L27 96.81
483 DAD1 DAD1 defender against cell death 1 96.38
484 PPP2R1A PPP2R1A protein phosphatase 2 regulatory subunit A, alpha 95.95
485 LAMP1 LAMP1 lysosomal-associated membrane protein 1 95.81
486 ENSDNOG00000049808 (RPS20) ribosomal protein S20 95.50
487 ENSDNOG00000017550 (PRELID1) PRELI domain containing 1 95.49
488 ENSDNOG00000037930 (ERVW-1) endogenous retrovirus group W, member 1 95.16
489 ITGB1 ITGB1 integrin beta 1 94.73
490 ENSDNOG00000046934 (GPX1) glutathione peroxidase 1 94.53
491 TSC22D1 TSC22D1 TSC22 domain family member 1 94.52
492 GAPDH (GAPDH) glyceraldehyde-3-phosphate dehydrogenase 94.48
493 NTRK1 NTRK1 neurotrophic tyrosine kinase, receptor, type 1 94.42
494 HEXB HEXB hexosaminidase B (beta polypeptide) 94.23
495 CDC42 CDC42 cell division cycle 42 94.18
496 RBM39 RBM39 RNA binding motif protein 39 94.14
497 ENSDNOG00000042731 (NDUFS5) NADH:ubiquinone oxidoreductase subunit S5 93.80
498 TPPP3 TPPP3 tubulin polymerization-promoting protein family member 3 93.80
499 ENSDNOG00000018314 (TUBA1C) tubulin, alpha 1c 93.54
500 ENSDNOG00000041575 (SOD1) superoxide dismutase 1, soluble 93.33
501 RAP1A RAP1A RAP1A, member of RAS oncogene family 93.31
502 NDUFB11 NDUFB11 NADH:ubiquinone oxidoreductase subunit B11 92.96
503 ERGIC3 ERGIC3 ERGIC and golgi 3 92.75
504 ENSDNOG00000044132 92.75
505 PLEKHB2 PLEKHB2 pleckstrin homology domain containing B2 92.71
506 CLTB CLTB clathrin, light chain B 92.62
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Table S18: Dasypus novemcinctus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

507 ENSDNOG00000045361 (RPL9) ribosomal protein L9 92.61
508 HYPK HYPK huntingtin interacting protein K 91.97
509 ENSDNOG00000046788 (RPL21) ribosomal protein L21 91.75
510 SERINC1 SERINC1 serine incorporator 1 91.70
511 SRSF3 SRSF3 serine/arginine-rich splicing factor 3 91.60
512 DNAJA1 DNAJA1 DnaJ heat shock protein family (Hsp40) member A1 91.58
513 ENSDNOG00000043658 (ACTB) actin, beta 91.55
514 ENSDNOG00000038143 (FOLR1) folate receptor 1 (adult) 91.17
515 ENSDNOG00000013412 SRP9 signal recognition particle 9kDa 91.01
516 SMIM11 SMIM11 90.88
517 LDOC1 LDOC1 leucine zipper, down-regulated in cancer 1 90.69
518 ENSDNOG00000041208 (GPC3) glypican 3 90.44
519 TIMP3 TIMP3 TIMP metallopeptidase inhibitor 3 90.27
520 ENSDNOG00000033451 (RPL6) ribosomal protein L6 90.20
521 APP APP amyloid beta (A4) precursor protein 90.06
522 CDC42SE1 CDC42SE1 CDC42 small effector 1 89.94
523 CAPN2 CAPN2 calpain 2, (m/II) large subunit 89.78
524 ACTN4 (ACTN4) actinin, alpha 4 89.78
525 TM9SF2 TM9SF2 transmembrane 9 superfamily member 2 89.30
526 LAMP2 LAMP2 lysosomal-associated membrane protein 2 89.24
527 DAG1 DAG1 dystroglycan 1 89.16
528 IGFBP5 IGFBP5 insulin like growth factor binding protein 5 89.02
529 COPZ1 COPZ1 coatomer protein complex subunit zeta 1 88.91
530 GANAB GANAB glucosidase, alpha; neutral AB 88.73
531 ENSDNOG00000013733 UFC1 ubiquitin-fold modifier conjugating enzyme 1 88.57
532 ENSDNOG00000007020 TMCO1 transmembrane and coiled-coil domains 1 88.36
533 CMC4 CMC4 C-x(9)-C motif containing 4 88.29
534 TFRC TFRC transferrin receptor 87.77
535 SDC2 SDC2 syndecan 2 87.75
536 PRDX5 PRDX5 peroxiredoxin 5 87.63
537 MANF MANF mesencephalic astrocyte-derived neurotrophic factor 87.60
538 PAIP2 PAIP2 poly(A) binding protein interacting protein 2 87.19
539 ENSDNOG00000032647 (EDEM1) ER degradation enhancer, mannosidase alpha-like 1 87.09
540 ENSDNOG00000013707 87.09
541 ENSDNOG00000007885 (TRAPPC4) trafficking protein particle complex 4 86.90
542 YWHAE YWHAE tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein,

epsilon
86.61

543 LIPH LIPH lipase, member H 86.51
544 ENSDNOG00000011910 PSMA2 proteasome subunit alpha 2 86.43
545 CIB1 CIB1 calcium and integrin binding 1 86.40
546 ADD3 ADD3 adducin 3 86.39
547 ENSDNOG00000038191 (GAPDH) glyceraldehyde-3-phosphate dehydrogenase 86.25
548 PTRF PTRF polymerase I and transcript release factor 86.05
549 ENSDNOG00000015114 HSD17B12 hydroxysteroid (17-beta) dehydrogenase 12 85.28
550 LCP1 LCP1 lymphocyte cytosolic protein 1 (L-plastin) 85.26
551 EIF3G EIF3G eukaryotic translation initiation factor 3 subunit G 85.11
552 SERBP1 SERBP1 SERPINE1 mRNA binding protein 1 85.09
553 NSA2 NSA2 NSA2, ribosome biogenesis homolog 85.03
554 MDH1 MDH1 malate dehydrogenase 1 84.97
555 RBM8A RBM8A RNA binding motif protein 8A 84.83
556 ENSDNOG00000025202 NDUFC1 NADH:ubiquinone oxidoreductase subunit C1 84.71
557 PABPC1 PABPC1 poly(A) binding protein, cytoplasmic 1 84.61
558 LLPH LLPH LLP homolog, long-term synaptic facilitation (Aplysia) 84.55
559 CISD2 CISD2 CDGSH iron sulfur domain 2 84.43
560 ENSDNOG00000044730 (BLOC1S1) biogenesis of lysosomal organelles complex-1, subunit 1 84.24
561 HNRNPU HNRNPU heterogeneous nuclear ribonucleoprotein U (scaffold attachment factor A) 84.24
562 ENSDNOG00000046397 84.22
563 CD82 CD82 CD82 molecule 84.18
564 TMED4 TMED4 transmembrane p24 trafficking protein 4 84.12
565 LAMTOR2 LAMTOR2 late endosomal/lysosomal adaptor, MAPK and MTOR activator 2 83.85
566 CNP (CNP) 2’,3’-cyclic nucleotide 3’ phosphodiesterase 83.69
567 PHB2 (PHB2) prohibitin 2 83.45
568 OSTF1 OSTF1 osteoclast stimulating factor 1 83.41
569 OAZ2 OAZ2 ornithine decarboxylase antizyme 2 83.20
570 CDC14B CDC14B cell division cycle 14B 83.10
571 ENSDNOG00000014035 (KRT18) keratin 18, type I 82.92
572 ENSDNOG00000004247 DDX5 DEAD (Asp-Glu-Ala-Asp) box helicase 5 82.83
573 ENSDNOG00000045463 (SSR1) signal sequence receptor, alpha 82.79
574 CTDNEP1 CTDNEP1 CTD nuclear envelope phosphatase 1 82.77
575 CAST CAST calpastatin 82.76
576 TMEM123 TMEM123 transmembrane protein 123 82.72
577 ENO1 ENO1 enolase 1, (alpha) 82.57
578 SNX17 SNX17 sorting nexin 17 82.34
579 ARHGAP1 ARHGAP1 Rho GTPase activating protein 1 81.98
580 SLC39A7 SLC39A7 solute carrier family 39 (zinc transporter), member 7 81.51
581 ENSDNOG00000012421 SPCS1 signal peptidase complex subunit 1 81.40
582 ENSDNOG00000036529 (TXN) thioredoxin 81.29
583 NUCB1 NUCB1 nucleobindin 1 81.27
584 UBE2B UBE2B ubiquitin conjugating enzyme E2B 81.03
585 ENSDNOG00000018990 (HNRNPL) heterogeneous nuclear ribonucleoprotein L 80.61
586 EIF3I EIF3I eukaryotic translation initiation factor 3 subunit I 80.51
587 SDC4 SDC4 syndecan 4 80.31
588 CDKN1A CDKN1A cyclin-dependent kinase inhibitor 1A (p21, Cip1) 80.23
589 DNAJC3 DNAJC3 DnaJ heat shock protein family (Hsp40) member C3 80.20
590 ENSDNOG00000038954 (AQP1) aquaporin 1 (Colton blood group) 80.12
591 BTG1 BTG1 B-cell translocation gene 1, anti-proliferative 79.89
592 CNPPD1 CNPPD1 cyclin Pas1/PHO80 domain containing 1 79.83
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Table S18: Dasypus novemcinctus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

593 ACVRL1 ACVRL1 activin A receptor type IL 79.81
594 CTSA CTSA cathepsin A 79.76
595 ENSDNOG00000036168 (NPM1) nucleophosmin (nucleolar phosphoprotein B23, numatrin) 79.74
596 ENSDNOG00000002470 RPL26L1 ribosomal protein L26 like 1 79.62
597 ENSDNOG00000032671 (FTL) ferritin, light polypeptide 79.50
598 ENSDNOG00000015868 (SUMO1) small ubiquitin-like modifier 1 79.49
599 ENSDNOG00000041309 (MACF1) microtubule-actin crosslinking factor 1 79.42
600 KRTCAP2 KRTCAP2 keratinocyte associated protein 2 79.33
601 MYL6 MYL6 myosin light chain 6 79.24
602 BLCAP BLCAP bladder cancer associated protein 78.57
603 MAN1A1 MAN1A1 mannosidase, alpha, class 1A, member 1 78.54
604 OLFML3 OLFML3 olfactomedin like 3 78.50
605 TMED9 TMED9 transmembrane p24 trafficking protein 9 78.40
606 MYL1 MYL1 myosin light chain 1 78.35
607 ENSDNOG00000001531 ARFRP1 ADP ribosylation factor related protein 1 78.27
608 ENSDNOG00000013620 (LDHB) lactate dehydrogenase B 78.11
609 PSMB1 PSMB1 proteasome subunit beta 1 77.93
610 ENSDNOG00000014113 AK2 adenylate kinase 2 77.89
611 BET1L BET1L Bet1 golgi vesicular membrane trafficking protein like 77.84
612 SPCS3 SPCS3 signal peptidase complex subunit 3 77.81
613 HEBP1 HEBP1 heme binding protein 1 77.80
614 PPL PPL periplakin 77.74
615 CTDSP2 CTDSP2 CTD small phosphatase 2 77.55
616 ENSDNOG00000031463 (RPS23) ribosomal protein S23 77.45
617 ENSDNOG00000003161 (HNRNPC) heterogeneous nuclear ribonucleoprotein C (C1/C2) 77.21
618 SRP14 SRP14 signal recognition particle 14kDa 77.15
619 SEMA7A SEMA7A semaphorin 7A, GPI membrane anchor (John Milton Hagen blood group) 77.06
620 ENSDNOG00000045549 77.04
621 RPS13 RPS13 ribosomal protein S13 76.86
622 SMIM12 SMIM12 small integral membrane protein 12 76.85
623 ENSDNOG00000010287 CSDE1 cold shock domain containing E1, RNA binding 76.77
624 SLC7A1 SLC7A1 solute carrier family 7 (cationic amino acid transporter, y+ system), member

1
76.70

625 CST3 CST3 cystatin C 76.70
626 ENSDNOG00000033171 (GAPDH) glyceraldehyde-3-phosphate dehydrogenase 76.66
627 RAB2A RAB2A RAB2A, member RAS oncogene family 76.64
628 ENSDNOG00000016210 NPC2 Niemann-Pick disease, type C2 76.56
629 DKK3 DKK3 dickkopf WNT signaling pathway inhibitor 3 76.40
630 ENSDNOG00000014930 TPD52L2 tumor protein D52-like 2 76.39
631 TMEM176B TMEM176B transmembrane protein 176B 76.19
632 ENSDNOG00000036390 (TMA7) translation machinery associated 7 homolog 75.83
633 ENSDNOG00000042641 75.34
634 BUD31 BUD31 BUD31 homolog 75.22
635 SYPL1 SYPL1 synaptophysin-like 1 75.17
636 PHYH PHYH phytanoyl-CoA 2-hydroxylase 75.01
637 BANF1 BANF1 barrier to autointegration factor 1 74.92
638 SLC7A8 SLC7A8 solute carrier family 7 (amino acid transporter light chain, L system), member

8
74.85

639 NAA38 NAA38 N(alpha)-acetyltransferase 38, NatC auxiliary subunit 74.67
640 LIFR LIFR leukemia inhibitory factor receptor alpha 74.57
641 ENSDNOG00000043724 (CHTF8) chromosome transmission fidelity factor 8 74.40
642 ENSDNOG00000003294 EIF3L eukaryotic translation initiation factor 3 subunit L 74.28
643 ENSDNOG00000003267 NONO non-POU domain containing, octamer-binding 74.26
644 ENSDNOG00000042329 (NPM1) nucleophosmin (nucleolar phosphoprotein B23, numatrin) 74.17
645 KDELR2 KDELR2 KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein retention receptor

2
74.12

646 ENSDNOG00000036969 (COPG2) coatomer protein complex subunit gamma 2 74.09
647 PLP2 PLP2 proteolipid protein 2 (colonic epithelium-enriched) 74.08
648 ARL6IP1 ARL6IP1 ADP ribosylation factor like GTPase 6 interacting protein 1 74.07
649 SRSF9 SRSF9 serine/arginine-rich splicing factor 9 74.02
650 RAB1A RAB1A RAB1A, member RAS oncogene family 73.78
651 P4HA2 P4HA2 prolyl 4-hydroxylase, alpha polypeptide II 73.74
652 ENSDNOG00000032674 (EIF5) eukaryotic translation initiation factor 5 73.58
653 PMP22 PMP22 peripheral myelin protein 22 73.51
654 ENSDNOG00000016869 CAP1 CAP, adenylate cyclase-associated protein 1 (yeast) 73.47
655 ENSDNOG00000004121 (TUBA1C) tubulin, alpha 1c 73.47
656 PECAM1 PECAM1 platelet/endothelial cell adhesion molecule 1 73.46
657 ARPC5 ARPC5 actin related protein 2/3 complex subunit 5 73.39
658 PLA1A PLA1A phospholipase A1 member A 73.35
659 S100A11 S100A11 S100 calcium binding protein A11 73.35
660 ENSDNOG00000007400 KRT8 keratin 8, type II 73.34
661 MYEOV2 MYEOV2 myeloma overexpressed 2 73.06
662 ENSDNOG00000041544 (HLA-C) major histocompatibility complex, class I, C 73.03
663 RGS5 RGS5 regulator of G-protein signaling 5 72.84
664 CLEC2D CLEC2D C-type lectin domain family 2, member D 72.84
665 ENSDNOG00000011699 VKORC1L1 vitamin K epoxide reductase complex subunit 1 like 1 72.81
666 ENSDNOG00000047382 (EIF3L) eukaryotic translation initiation factor 3 subunit L 72.72
667 PIK3IP1 PIK3IP1 phosphoinositide-3-kinase interacting protein 1 72.69
668 LRPAP1 LRPAP1 LDL receptor related protein associated protein 1 72.67
669 ENSDNOG00000033968 (RPL35) ribosomal protein L35 72.42
670 ERH ERH enhancer of rudimentary homolog (Drosophila) 72.33
671 ENSDNOG00000032284 (CLEC4F) C-type lectin domain family 4, member F 72.25
672 UXS1 UXS1 UDP-glucuronate decarboxylase 1 72.15
673 MAGT1 MAGT1 magnesium transporter 1 71.92
674 USP19 USP19 ubiquitin specific peptidase 19 71.92
675 ENSDNOG00000044411 (BECN1) beclin 1, autophagy related 71.89
676 GOLM1 GOLM1 golgi membrane protein 1 71.88
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Table S18: Dasypus novemcinctus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

677 RBBP7 RBBP7 retinoblastoma binding protein 7 71.87
678 RDX RDX radixin 71.73
679 PSMB8 PSMB8 proteasome subunit beta 8 71.71
680 ENSDNOG00000008384 (SLC25A5) solute carrier family 25 (mitochondrial carrier; adenine nucleotide transloca-

tor), member 5
71.70

681 ENSDNOG00000039659 (KRT8) keratin 8, type II 71.68
682 SDCBP SDCBP syndecan binding protein 71.64
683 SF3B1 SF3B1 splicing factor 3b subunit 1 71.31
684 GAA GAA glucosidase, alpha; acid 71.24
685 ARHGAP30 USF1 upstream transcription factor 1 71.22
686 CTNNBIP1 CTNNBIP1 catenin beta interacting protein 1 71.02
687 LAMC1 LAMC1 laminin subunit gamma 1 70.97
688 PNPO PNPO pyridoxamine 5’-phosphate oxidase 70.91
689 ENSDNOG00000002505 RNFT1 ring finger protein, transmembrane 1 70.89
690 EWSR1 EWSR1 EWS RNA binding protein 1 70.85
691 ENSDNOG00000032324 (NME2) NME/NM23 nucleoside diphosphate kinase 2 70.81
692 ENSDNOG00000035525 (TALDO1) transaldolase 1 70.79
693 SARNP SARNP SAP domain containing ribonucleoprotein 70.75
694 SNRPB (SNRPB) small nuclear ribonucleoprotein polypeptides B and B1 70.74
695 ENSDNOG00000019177 CD47 CD47 molecule 70.73
696 TIMM8B TIMM8B translocase of inner mitochondrial membrane 8 homolog B (yeast) 70.64
697 TNNC1 TNNC1 troponin C type 1 (slow) 70.48
698 CKS2 CKS2 CDC28 protein kinase regulatory subunit 2 70.29
699 CSRP1 CSRP1 cysteine and glycine rich protein 1 70.29
700 ENSDNOG00000007856 (EIF1) eukaryotic translation initiation factor 1 70.15
701 ENSDNOG00000041308 (PTP4A1) protein tyrosine phosphatase type IVA, member 1 70.07
702 ENSDNOG00000005693 (DDX3X) DEAD (Asp-Glu-Ala-Asp) box helicase 3, X-linked 70.03
703 ENSDNOG00000000381 PARK7 parkinson protein 7 70.00
704 SPTAN1 SPTAN1 spectrin, alpha, non-erythrocytic 1 69.79
705 MRPL33 MRPL33 mitochondrial ribosomal protein L33 69.73
706 ENSDNOG00000011743 SELT 69.72
707 LDB1 LDB1 LIM domain binding 1 69.66
708 EID1 EID1 EP300 interacting inhibitor of differentiation 1 69.58
709 YPEL5 YPEL5 yippee like 5 69.47
710 ENSDNOG00000014245 CDK4 cyclin-dependent kinase 4 69.46
711 RFK RFK riboflavin kinase 69.41
712 RAB5C RAB5C RAB5C, member RAS oncogene family 69.40
713 SEC61A1 SEC61A1 Sec61 translocon alpha 1 subunit 69.39
714 PTGES3 PTGES3 prostaglandin E synthase 3 69.08
715 ATOX1 ATOX1 antioxidant 1 copper chaperone 68.93
716 PROCR PROCR protein C receptor, endothelial 68.89
717 ATP5C1 ATP5C1 ATP synthase, H+ transporting, mitochondrial F1 complex, gamma polypep-

tide 1
68.89

718 THEM5 THEM5 thioesterase superfamily member 5 68.89
719 ENSDNOG00000040661 (SNRPE) small nuclear ribonucleoprotein polypeptide E 68.76
720 ATP6AP2 ATP6AP2 ATPase, H+ transporting, lysosomal accessory protein 2 68.62
721 ENSDNOG00000009230 RAN RAN, member RAS oncogene family 68.57
722 ENSDNOG00000032621 (PCBP2) poly(rC) binding protein 2 68.43
723 SNORA32 68.33
724 ENO3 ENO3 enolase 3 (beta, muscle) 67.82
725 RCN3 RCN3 reticulocalbin 3 67.75
726 ENSDNOG00000040064 (HNRNPC) heterogeneous nuclear ribonucleoprotein C (C1/C2) 67.47
727 EGLN1 EGLN1 egl-9 family hypoxia-inducible factor 1 67.24
728 SEC31A SEC31A SEC31 homolog A, COPII coat complex component 67.12
729 SF1 SF1 splicing factor 1 67.11
730 OGN OGN osteoglycin 67.06
731 ENSDNOG00000036777 (HMGN2) high mobility group nucleosomal binding domain 2 67.01
732 CARD8 CARD8 caspase recruitment domain family member 8 66.91
733 MRPS21 (MRPS21) mitochondrial ribosomal protein S21 66.91
734 PIGK PIGK phosphatidylinositol glycan anchor biosynthesis class K 66.74
735 ENSDNOG00000034875 (PPIA) peptidylprolyl isomerase A (cyclophilin A) 66.73
736 APLP2 APLP2 amyloid beta (A4) precursor-like protein 2 66.71
737 VTCN1 VTCN1 V-set domain containing T cell activation inhibitor 1 66.68
738 CD81 CD81 CD81 molecule 66.56
739 SUN2 SUN2 Sad1 and UNC84 domain containing 2 66.52
740 ALDOA ALDOA aldolase, fructose-bisphosphate A 66.41
741 IGFALS IGFALS insulin like growth factor binding protein acid labile subunit 65.89
742 ENSDNOG00000034568 (SMS) spermine synthase 65.86
743 TMEM117 TMEM117 transmembrane protein 117 65.86
744 TBC1D1 TBC1D1 TBC1 domain family member 1 65.72
745 RPL15 RPL15 ribosomal protein L15 65.64
746 TOMM22 TOMM22 translocase of outer mitochondrial membrane 22 homolog (yeast) 65.63
747 CHST14 CHST14 carbohydrate (N-acetylgalactosamine 4-0) sulfotransferase 14 65.62
748 NHP2L1 (NHP2L1) 65.51
749 ENSDNOG00000048590 (FTL) ferritin, light polypeptide 65.25
750 ENSDNOG00000005619 TSPAN3 tetraspanin 3 65.25
751 CAPNS1 CAPNS1 calpain, small subunit 1 65.22
752 PACSIN2 PACSIN2 protein kinase C and casein kinase substrate in neurons 2 65.19
753 RRAS RRAS related RAS viral (r-ras) oncogene homolog 65.17
754 EPAS1 EPAS1 endothelial PAS domain protein 1 65.15
755 PPOX PPOX protoporphyrinogen oxidase 65.13
756 NABP1 NABP1 nucleic acid binding protein 1 65.09
757 GRN GRN granulin 65.01
758 MAGED2 MAGED2 MAGE family member D2 64.97
759 RAB5B RAB5B RAB5B, member RAS oncogene family 64.93
760 ENSDNOG00000033989 (HNRNPA1) heterogeneous nuclear ribonucleoprotein A1 64.90
761 APEX1 APEX1 APEX nuclease (multifunctional DNA repair enzyme) 1 64.84
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Table S18: Dasypus novemcinctus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

762 ENSDNOG00000010371 (SETD8) 64.53
763 ENSDNOG00000045917 (NPM1) nucleophosmin (nucleolar phosphoprotein B23, numatrin) 64.48
764 SPAG7 SPAG7 sperm associated antigen 7 64.47
765 DPY30 DPY30 dpy-30, histone methyltransferase complex regulatory subunit 64.46
766 CCND1 CCND1 cyclin D1 64.33
767 ENSDNOG00000011502 (EIF4A2) eukaryotic translation initiation factor 4A2 64.31
768 CD36 CD36 CD36 molecule (thrombospondin receptor) 64.29
769 UBE2M UBE2M ubiquitin conjugating enzyme E2M 64.29
770 SEC62 SEC62 SEC62 homolog, preprotein translocation factor 64.28
771 ENSDNOG00000046593 (HNRNPH1) heterogeneous nuclear ribonucleoprotein H1 (H) 64.23
772 CYB5R1 CYB5R1 cytochrome b5 reductase 1 64.23
773 SRSF11 SRSF11 serine/arginine-rich splicing factor 11 64.20
774 VCL VCL vinculin 64.18
775 AGER AGER advanced glycosylation end product-specific receptor 64.17
776 C20orf24 C20orf24 chromosome 20 open reading frame 24 64.07
777 CCDC12 CCDC12 coiled-coil domain containing 12 63.84
778 EIF4G1 EIF4G1 eukaryotic translation initiation factor 4 gamma, 1 63.82
779 ENSDNOG00000000483 (GNA12) guanine nucleotide binding protein (G protein) alpha 12 63.77
780 ARF6 ARF6 ADP ribosylation factor 6 63.71
781 ENSDNOG00000038318 (CYP2D6) cytochrome P450 family 2 subfamily D member 6 63.67
782 MGLL MGLL monoglyceride lipase 63.66
783 IQGAP1 IQGAP1 IQ motif containing GTPase activating protein 1 63.59
784 ENSDNOG00000034034 (EIF4B) eukaryotic translation initiation factor 4B 63.56
785 PDZK1IP1 PDZK1IP1 PDZK1 interacting protein 1 63.53
786 ENSDNOG00000036803 63.45
787 KIF5B KIF5B kinesin family member 5B 63.45
788 LUM LUM lumican 63.32
789 ENSDNOG00000044271 (MYLK) myosin light chain kinase 63.20
790 FAM98A FAM98A family with sequence similarity 98 member A 63.18
791 ENSDNOG00000019994 (TMBIM4) transmembrane BAX inhibitor motif containing 4 63.17
792 PLOD1 PLOD1 procollagen-lysine, 2-oxoglutarate 5-dioxygenase 1 63.01
793 ENSDNOG00000014592 ATP6V1E1 ATPase, H+ transporting, lysosomal 31kDa, V1 subunit E1 63.01
794 STARD7 STARD7 StAR related lipid transfer domain containing 7 62.95
795 HSPA9 HSPA9 heat shock protein family A (Hsp70) member 9 62.83
796 PSMB2 PSMB2 proteasome subunit beta 2 62.78
797 EIF6 EIF6 eukaryotic translation initiation factor 6 62.75
798 DNASE1L3 DNASE1L3 deoxyribonuclease I-like 3 62.75
799 TUBB4B TUBB4B tubulin, beta 4B class IVb 62.59
800 INSR INSR insulin receptor 62.59
801 APH1A (APH1A) aph-1 homolog A, gamma secretase subunit 62.52
802 FKBP7 FKBP7 FK506 binding protein 7 62.49
803 ERGIC1 ERGIC1 endoplasmic reticulum-golgi intermediate compartment 1 62.48
804 AGTRAP AGTRAP angiotensin II receptor-associated protein 62.38
805 FTX_4 62.37
806 ENSDNOG00000007431 MAPRE1 microtubule associated protein RP/EB family member 1 62.31
807 ENSDNOG00000039636 (CD46) CD46 molecule, complement regulatory protein 62.27
808 RRBP1 RRBP1 ribosome binding protein 1 62.26
809 ISM2 ISM2 isthmin 2 62.19
810 MRPS33 MRPS33 mitochondrial ribosomal protein S33 62.16
811 SF3B5 SF3B5 splicing factor 3b subunit 5 62.12
812 ENSDNOG00000044329 (ATP6V1F) ATPase, H+ transporting, lysosomal 14kDa, V1 subunit F 62.11
813 THRAP3 THRAP3 thyroid hormone receptor associated protein 3 62.08
814 ENSDNOG00000041829 (FAM127A) family with sequence similarity 127 member A 62.03
815 ENSDNOG00000043616 (FAM127A) family with sequence similarity 127 member A 62.02
816 TIMM17A TIMM17A translocase of inner mitochondrial membrane 17 homolog A (yeast) 61.79
817 SKP2 SKP2 S-phase kinase-associated protein 2, E3 ubiquitin protein ligase 61.79
818 HBP1 HBP1 HMG-box transcription factor 1 61.62
819 ZNF207 ZNF207 zinc finger protein 207 61.61
820 CALCOCO1 CALCOCO1 calcium binding and coiled-coil domain 1 61.57
821 ENSDNOG00000003012 (NPM1) nucleophosmin (nucleolar phosphoprotein B23, numatrin) 61.37
822 ATP6V0D1 ATP6V0D1 ATPase, H+ transporting, lysosomal 38kDa, V0 subunit d1 61.35
823 BRD2 BRD2 bromodomain containing 2 61.32
824 YY1 YY1 YY1 transcription factor 61.26
825 ENSDNOG00000013856 (SRP19) signal recognition particle 19kDa 61.24
826 CCT8 CCT8 chaperonin containing TCP1, subunit 8 (theta) 61.23
827 SNRNP70 SNRNP70 small nuclear ribonucleoprotein, U1 70kDa subunit 61.03
828 WDR1 WDR1 WD repeat domain 1 60.81
829 ENSDNOG00000033445 60.80
830 AP3S1 AP3S1 adaptor-related protein complex 3, sigma 1 subunit 60.70
831 COX7A1 COX7A1 cytochrome c oxidase subunit VIIa polypeptide 1 (muscle) 60.69
832 ENSDNOG00000049674 (EIF4H) eukaryotic translation initiation factor 4H 60.67
833 ENSDNOG00000037723 (MATR3) 60.60
834 F11R F11R F11 receptor 60.49
835 GNS GNS glucosamine (N-acetyl)-6-sulfatase 60.21
836 CCND2 CCND2 cyclin D2 60.05
837 HNRNPD HNRNPD heterogeneous nuclear ribonucleoprotein D 60.04
838 ENSDNOG00000000999 (NLRC5) NLR family, CARD domain containing 5 59.91
839 ENSDNOG00000031898 (DYM) dymeclin 59.86
840 TAF15 TAF15 TATA-box binding protein associated factor 15 59.80
841 CYR61 CYR61 cysteine-rich, angiogenic inducer, 61 59.79
842 RAI14 RAI14 retinoic acid induced 14 59.78
843 SNX2 SNX2 sorting nexin 2 59.64
844 ENSDNOG00000036523 (FLT1) fms-related tyrosine kinase 1 59.63
845 ENSDNOG00000018066 FABP5 fatty acid binding protein 5 (psoriasis-associated) 59.60
846 ENSDNOG00000032881 (EMB) embigin 59.58
847 ENSDNOG00000036176 (NENF) neudesin neurotrophic factor 59.51
848 CASC4 CASC4 cancer susceptibility candidate 4 59.44
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Table S18: Dasypus novemcinctus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

849 TGFBR2 TGFBR2 transforming growth factor beta receptor II 59.43
850 FAM96B FAM96B family with sequence similarity 96 member B 59.36
851 CRTAP CRTAP cartilage associated protein 59.27
852 ENSDNOG00000031732 59.25
853 SPARCL1 SPARCL1 SPARC like 1 59.17
854 TUBA4A TUBA4A tubulin, alpha 4a 59.09
855 BMP7 BMP7 bone morphogenetic protein 7 58.96
856 ENSDNOG00000041152 (HBA2) hemoglobin subunit alpha 2 58.95
857 IFNGR2 IFNGR2 interferon gamma receptor 2 (interferon gamma transducer 1) 58.85
858 PFDN6 PFDN6 prefoldin subunit 6 58.71
859 ENSDNOG00000036477 (EIF3H) eukaryotic translation initiation factor 3 subunit H 58.64
860 SEC24C SEC24C SEC24 homolog C, COPII coat complex component 58.63
861 TCN2 TCN2 transcobalamin 2 58.60
862 CNNM4 CNNM4 cyclin and CBS domain divalent metal cation transport mediator 4 58.54
863 ENSDNOG00000038939 58.53
864 ENSDNOG00000048761 (PTS) 6-pyruvoyltetrahydropterin synthase 58.42
865 TAGLN TAGLN transgelin 58.37
866 FDPS FDPS farnesyl diphosphate synthase 58.20
867 CTNNB1 CTNNB1 catenin beta 1 58.20
868 DYNLL2 DYNLL2 dynein, light chain, LC8-type 2 58.13
869 GLTPD2 GLTPD2 glycolipid transfer protein domain containing 2 58.00
870 BTF3 BTF3 basic transcription factor 3 57.63
871 ENSDNOG00000018584 EIF2S3 eukaryotic translation initiation factor 2 subunit gamma 57.41
872 NDRG1 NDRG1 N-myc downstream regulated 1 57.36
873 ENSDNOG00000012928 HNRNPA2B1 heterogeneous nuclear ribonucleoprotein A2/B1 57.31
874 PIN1 PIN1 peptidylprolyl cis/trans isomerase, NIMA-interacting 1 57.27
875 ENSDNOG00000004251 (GBP1) guanylate binding protein 1, interferon-inducible 57.21
876 PPP1CA PPP1CA protein phosphatase 1, catalytic subunit, alpha isozyme 57.09
877 RGL1 RGL1 ral guanine nucleotide dissociation stimulator-like 1 57.03
878 Metazoa_SRP 56.93
879 PPFIBP1 PPFIBP1 PTPRF interacting protein, binding protein 1 (liprin beta 1) 56.91
880 DPT DPT dermatopontin 56.89
881 ENSDNOG00000034292 (CSNK2A1) casein kinase 2, alpha 1 polypeptide 56.73
882 ILF2 ILF2 interleukin enhancer binding factor 2 56.62
883 CRELD2 CRELD2 cysteine rich with EGF-like domains 2 56.60
884 SLC35B2 SLC35B2 solute carrier family 35 (adenosine 3’-phospho 5’-phosphosulfate transporter),

member B2
56.58

885 ENSDNOG00000032026 (POLR3K) polymerase (RNA) III (DNA directed) polypeptide K, 12.3 kDa 56.47
886 COA3 COA3 cytochrome c oxidase assembly factor 3 56.46
887 ENSDNOG00000017212 NUCKS1 nuclear casein kinase and cyclin-dependent kinase substrate 1 56.39
888 CREB3 CREB3 cAMP responsive element binding protein 3 56.34
889 PFDN2 PFDN2 prefoldin subunit 2 56.30
890 PPP2CA PPP2CA protein phosphatase 2, catalytic subunit, alpha isozyme 56.14
891 SLC25A3 SLC25A3 solute carrier family 25 (mitochondrial carrier; phosphate carrier), member 3 56.10
892 SERPINB6 SERPINB6 serpin peptidase inhibitor, clade B (ovalbumin), member 6 56.05
893 TPI1 TPI1 triosephosphate isomerase 1 56.05
894 MIA3 MIA3 melanoma inhibitory activity family member 3 55.95
895 NFE2L1 NFE2L1 nuclear factor, erythroid 2 like 1 55.94
896 AMFR AMFR autocrine motility factor receptor, E3 ubiquitin protein ligase 55.86
897 CAT CAT catalase 55.86
898 ENSDNOG00000005724 TMEM230 transmembrane protein 230 55.79
899 ENSDNOG00000046929 (MDM2) MDM2 proto-oncogene, E3 ubiquitin protein ligase 55.72
900 CCT2 CCT2 chaperonin containing TCP1, subunit 2 (beta) 55.67
901 SNORA63 55.62
902 ENSDNOG00000042779 (CHMP3) charged multivesicular body protein 3 55.57
903 LAMA2 LAMA2 laminin subunit alpha 2 55.46
904 MYH9 MYH9 myosin, heavy chain 9, non-muscle 55.33
905 ENSDNOG00000010571 YAP1 Yes associated protein 1 55.16
906 MRPS6 MRPS6 mitochondrial ribosomal protein S6 55.03
907 ARF4 ARF4 ADP ribosylation factor 4 54.95
908 COPG1 COPG1 coatomer protein complex subunit gamma 1 54.91
909 LAMTOR1 LAMTOR1 late endosomal/lysosomal adaptor, MAPK and MTOR activator 1 54.89
910 CISD1 CISD1 CDGSH iron sulfur domain 1 54.87
911 GM2A GM2A GM2 ganglioside activator 54.82
912 HEG1 HEG1 heart development protein with EGF-like domains 1 54.75
913 ENSDNOG00000008556 (SLC25A39) solute carrier family 25 member 39 54.68
914 ENSDNOG00000001984 (NDUFC1) NADH:ubiquinone oxidoreductase subunit C1 54.66
915 RPL28 RPL28 ribosomal protein L28 54.61
916 MGAT1 MGAT1 mannosyl (alpha-1,3-)-glycoprotein beta-1,2-N-

acetylglucosaminyltransferase
54.55

917 ENSDNOG00000048580 (SUMO2) small ubiquitin-like modifier 2 54.55
918 CCAR2 CCAR2 cell cycle and apoptosis regulator 2 54.52
919 SRSF2 SRSF2 serine/arginine-rich splicing factor 2 54.47
920 ATP5G1 ATP5G1 ATP synthase, H+ transporting, mitochondrial Fo complex subunit C1 (sub-

unit 9)
54.41

921 VPS35 VPS35 VPS35 retromer complex component 54.39
922 MTCH1 MTCH1 mitochondrial carrier 1 54.35
923 CLTC CLTC clathrin, heavy chain (Hc) 54.30
924 HDAC2 HDAC2 histone deacetylase 2 54.20
925 LNPEP LNPEP leucyl/cystinyl aminopeptidase 54.19
926 YBX1 YBX1 Y-box binding protein 1 54.11
927 ENSDNOG00000017312 UQCRB ubiquinol-cytochrome c reductase binding protein 54.01
928 EDNRB EDNRB endothelin receptor type B 53.87
929 STK26 STK26 serine/threonine protein kinase 26 53.80
930 SMIM15 SMIM15 small integral membrane protein 15 53.79
931 ENSDNOG00000043815 53.78
932 GOT2 GOT2 glutamic-oxaloacetic transaminase 2 53.75
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Table S18: Dasypus novemcinctus Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

933 EIF3M EIF3M eukaryotic translation initiation factor 3 subunit M 53.73
934 ENSDNOG00000045070 (RPL17) ribosomal protein L17 53.71
935 ACO2 ACO2 aconitase 2 53.64
936 CLK1 CLK1 CDC like kinase 1 53.59
937 SNRNP27 SNRNP27 small nuclear ribonucleoprotein, U4/U6.U5 27kDa subunit 53.54
938 ENSDNOG00000013607 TRA2B transformer 2 beta homolog (Drosophila) 53.50
939 ENSDNOG00000031923 (CGGBP1) CGG triplet repeat binding protein 1 53.39
940 RIT1 RIT1 Ras-like without CAAX 1 53.24
941 ENSDNOG00000042215 (CLIC4) chloride intracellular channel 4 53.24
942 FSTL1 FSTL1 follistatin like 1 53.14
943 ENSDNOG00000040585 53.09
944 PSME1 PSME1 proteasome activator subunit 1 53.07
945 LIMK2 LIMK2 LIM domain kinase 2 53.04
946 ENSDNOG00000040803 (MPC1) mitochondrial pyruvate carrier 1 52.97
947 UBE2V1 TMEM189-UBE2V1 TMEM189-UBE2V1 readthrough 52.91
948 CDIPT CDIPT CDP-diacylglycerol–inositol 3-phosphatidyltransferase 52.78
949 FAM65A FAM65A family with sequence similarity 65 member A 52.70
950 ENSDNOG00000007212 (CYP2D6) cytochrome P450 family 2 subfamily D member 6 52.69
951 LAP3 LAP3 leucine aminopeptidase 3 52.59
952 AP1S1 AP1S1 adaptor-related protein complex 1 sigma 1 subunit 52.52
953 SMARCD2 SMARCD2 SWI/SNF related, matrix associated, actin dependent regulator of chromatin,

subfamily d, member 2
52.42

954 RNPEP RNPEP arginyl aminopeptidase (aminopeptidase B) 52.31
955 SRSF1 SRSF1 serine/arginine-rich splicing factor 1 52.27
956 PDE8A PDE8A phosphodiesterase 8A 52.25
957 B3GNT7 B3GNT7 UDP-GlcNAc:betaGal beta-1,3-N-acetylglucosaminyltransferase 7 52.24
958 ACSBG2 ACSBG2 acyl-CoA synthetase bubblegum family member 2 52.17
959 ILK ILK integrin linked kinase 52.16
960 ERGIC2 ERGIC2 ERGIC and golgi 2 52.12
961 VAT1 VAT1 vesicle amine transport 1 52.10
962 ENSDNOG00000010041 MED21 mediator complex subunit 21 51.98
963 SND1 SND1 staphylococcal nuclease and tudor domain containing 1 51.98
964 SLC6A15 SLC6A15 solute carrier family 6 (neutral amino acid transporter), member 15 51.95
965 SVEP1 SVEP1 sushi, von Willebrand factor type A, EGF and pentraxin domain containing 1 51.88
966 SLC39A1 SLC39A1 solute carrier family 39 (zinc transporter), member 1 51.78
967 ENSDNOG00000048723 (DYNLT1) dynein, light chain, Tctex-type 1 51.78
968 ENSDNOG00000003538 M6PR mannose-6-phosphate receptor (cation dependent) 51.75
969 NINJ1 NINJ1 ninjurin 1 51.71
970 ADGRG6 ADGRG6 adhesion G protein-coupled receptor G6 51.68
971 PPAP2B PPAP2B 51.63
972 DDC DDC dopa decarboxylase 51.63
973 ENSDNOG00000011662 (STRAP) serine/threonine kinase receptor associated protein 51.61
974 FIBIN FIBIN fin bud initiation factor homolog (zebrafish) 51.60
975 MSX2 MSX2 msh homeobox 2 51.59
976 ENSDNOG00000039317 (ATP5G3) ATP synthase, H+ transporting, mitochondrial Fo complex subunit C3 (sub-

unit 9)
51.49

977 MRPL51 MRPL51 mitochondrial ribosomal protein L51 51.42
978 NDUFB10 NDUFB10 NADH:ubiquinone oxidoreductase subunit B10 51.13
979 ENSDNOG00000042267 (HMGN2) high mobility group nucleosomal binding domain 2 51.12
980 ITPK1 ITPK1 inositol-tetrakisphosphate 1-kinase 51.08
981 PSME2 PSME2 proteasome activator subunit 2 51.07
982 ERAP1 ERAP1 endoplasmic reticulum aminopeptidase 1 51.05
983 ENSDNOG00000041978 51.05
984 SLC16A1 SLC16A1 solute carrier family 16 (monocarboxylate transporter), member 1 50.98
985 ENSDNOG00000046129 (RPL21) ribosomal protein L21 50.90
986 MSN MSN moesin 50.78
987 DCTN2 DCTN2 dynactin subunit 2 50.77
988 VPS29 VPS29 VPS29 retromer complex component 50.66
989 UBE2J1 UBE2J1 ubiquitin conjugating enzyme E2, J1 50.54
990 ENSDNOG00000019616 MGST3 microsomal glutathione S-transferase 3 50.52
991 ENSDNOG00000031243 (PSMA1) proteasome subunit alpha 1 50.48
992 GRB7 GRB7 growth factor receptor bound protein 7 50.45
993 GALNT1 GALNT1 polypeptide N-acetylgalactosaminyltransferase 1 50.43
994 SQSTM1 SQSTM1 sequestosome 1 50.38
995 ENSDNOG00000042760 50.33
996 SPTSSA SPTSSA serine palmitoyltransferase small subunit A 50.25
997 PSMD8 PSMD8 proteasome 26S subunit, non-ATPase 8 50.17
998 PRPF8 PRPF8 pre-mRNA processing factor 8 50.12
999 CTNNA1 CTNNA1 catenin alpha 1 50.02
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3.15 Monodelphis domestica Placental Gene Expression

Table S19: Monodelphis domestica Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

1 ENSMODG00000006289 CST3 cystatin C 31107.10
2 SOD3 SOD3 superoxide dismutase 3, extracellular 28680.60
3 ENSMODG00000011325 HBE1 hemoglobin subunit epsilon 1 17008.40
4 S100A6 S100A6 S100 calcium binding protein A6 16767.90
5 RPS29 RPS29 ribosomal protein S29 13388.60
6 ENSMODG00000025833 10887.30
7 ENSMODG00000003890 RPS28 ribosomal protein S28 8188.55
8 ENSMODG00000007582 (FTH1) ferritin, heavy polypeptide 1 7853.02
9 ENSMODG00000025802 7742.37
10 ENSMODG00000018295 (CSTA) cystatin A (stefin A) 7488.90
11 APOA2 APOA2 apolipoprotein A-II 6627.61
12 ENSMODG00000025793 6602.71
13 ENSMODG00000025812 6602.71
14 ENSMODG00000025840 6602.71
15 ENSMODG00000025863 6602.71
16 ENSMODG00000001998 UQCRH ubiquinol-cytochrome c reductase hinge protein 6189.56
17 ENSMODG00000025743 4643.03
18 ENSMODG00000024539 4620.34
19 ENSMODG00000006547 4281.35
20 ENSMODG00000020082 3707.28
21 RPS26 RPS26 ribosomal protein S26 3577.06
22 UBA52 UBA52 ubiquitin A-52 residue ribosomal protein fusion product 1 3552.31
23 ACTG1 ACTB actin, beta 3532.03
24 RPS27 RPS27 ribosomal protein S27 3492.75
25 ENSMODG00000025843 3394.67
26 CRYAB (CRYAB) crystallin alpha B 3285.78
27 HBA (HBZ) hemoglobin subunit zeta 3161.34
28 COX7C COX7C cytochrome c oxidase subunit VIIc 3099.67
29 ATOX1 ATOX1 antioxidant 1 copper chaperone 3073.06
30 ENSMODG00000016605 ATP5E ATP synthase, H+ transporting, mitochondrial F1 complex, epsilon subunit 3023.17
31 ENSMODG00000027141 2993.17
32 GTF2H5 GTF2H5 general transcription factor IIH subunit 5 2904.51
33 STC1 STC1 stanniocalcin 1 2885.73
34 ENSMODG00000016637 (HBE1) hemoglobin subunit epsilon 1 2815.49
35 USMG5 USMG5 up-regulated during skeletal muscle growth 5 homolog (mouse) 2731.64
36 SERP1 SERP1 stress-associated endoplasmic reticulum protein 1 2706.23
37 DYNLL1 DYNLL1 dynein, light chain, LC8-type 1 2699.74
38 ENSMODG00000009039 (RPL37) ribosomal protein L37 2678.21
39 ENSMODG00000017326 (TMSB4X) thymosin beta 4, X-linked 2629.00
40 NDUFA4 NDUFA4 NDUFA4, mitochondrial complex associated 2615.94
41 ENSMODG00000006682 (RPL38) ribosomal protein L38 2546.12
42 COX6C COX6C cytochrome c oxidase subunit VIc 2532.09
43 ENSMODG00000014633 (CRIP1) 2438.23
44 ENSMODG00000004132 UQCR11 ubiquinol-cytochrome c reductase, complex III subunit XI 2428.33
45 KRT18 KRT18 keratin 18, type I 2337.11
46 ENSMODG00000023549 2276.82
47 ENSMODG00000016631 HBZ hemoglobin subunit zeta 2183.77
48 RPS25 RPS25 ribosomal protein S25 2161.03
49 CDO1 CDO1 cysteine dioxygenase type 1 2141.87
50 ENSMODG00000025754 MT2A metallothionein 2A 2091.54
51 UQCRQ UQCRQ ubiquinol-cytochrome c reductase complex III subunit VII 2075.68
52 ENSMODG00000022836 2065.84
53 COX5B COX5B cytochrome c oxidase subunit Vb 2004.41
54 CALML3 CALML3 calmodulin like 3 1999.98
55 VAMP8 VAMP8 vesicle associated membrane protein 8 1994.34
56 RPS21 RPS21 ribosomal protein S21 1974.38
57 ENSMODG00000027153 1974.32
58 OAT OAT ornithine aminotransferase 1951.17
59 ENSMODG00000010574 1909.01
60 FAU FAU Finkel-Biskis-Reilly murine sarcoma virus (FBR-MuSV) ubiquitously ex-

pressed
1898.85

61 ENSMODG00000018296 (CSTA) cystatin A (stefin A) 1872.92
62 RPS18 RPS18 ribosomal protein S18 1868.73
63 RPS19 (RPS19) ribosomal protein S19 1835.16
64 ENSMODG00000027165 1829.28
65 RBBP9 RBBP9 retinoblastoma binding protein 9 1828.76
66 ENSMODG00000026943 1811.66
67 ENSMODG00000027226 1811.66
68 ENSMODG00000008828 COX8A cytochrome c oxidase subunit VIIIA (ubiquitous) 1803.41
69 ENSMODG00000025333 (TMSB4X) thymosin beta 4, X-linked 1743.31
70 ENSMODG00000025817 1722.23
71 ENSMODG00000026796 1718.13
72 ANXA2 ANXA2 annexin A2 1680.50
73 COX7A2 COX7A2 cytochrome c oxidase subunit VIIa polypeptide 2 (liver) 1668.77
74 ENSMODG00000024969 (RPL36A) ribosomal protein L36a 1614.94
75 RPL36A RPL36A ribosomal protein L36a 1604.61
76 COX6B1 COX6B1 cytochrome c oxidase subunit VIb polypeptide 1 (ubiquitous) 1567.63
77 RPL28 RPL28 ribosomal protein L28 1556.17
78 ENSMODG00000027265 1551.73
79 RPS27A RPS27A ribosomal protein S27a 1550.02
80 ENSMODG00000009218 (RPLP1) ribosomal protein, large, P1 1547.87
81 ENSMODG00000026866 1544.11
82 HSPB1 HSPB1 heat shock protein family B (small) member 1 1529.59
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Table S19: Monodelphis domestica Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

83 NDUFB1 NDUFB1 NADH:ubiquinone oxidoreductase subunit B1 1520.45
84 ENSMODG00000001275 RPL36 ribosomal protein L36 1483.46
85 SEC61G SEC61G Sec61 translocon gamma subunit 1482.10
86 RPL18 (RPL18) ribosomal protein L18 1472.45
87 ENSMODG00000025753 MT1E metallothionein 1E 1452.68
88 PRDX1 PRDX1 peroxiredoxin 1 1434.09
89 ATP5J2 ATP5J2 ATP synthase, H+ transporting, mitochondrial Fo complex subunit F2 1433.73
90 RPL24 RPL24 ribosomal protein L24 1382.10
91 RPL31 RPL31 ribosomal protein L31 1372.48
92 ROMO1 ROMO1 reactive oxygen species modulator 1 1359.70
93 ENSMODG00000019297 RPL23A ribosomal protein L23a 1358.82
94 RPL30 RPL30 ribosomal protein L30 1343.79
95 APOA1 APOA1 apolipoprotein A-I 1310.76
96 ENSMODG00000007640 (H3F3B) H3 histone, family 3B (H3.3B) 1303.09
97 ENSMODG00000025310 1299.05
98 DBI DBI diazepam binding inhibitor (GABA receptor modulator, acyl-CoA binding

protein)
1298.37

99 PFN1 PFN1 profilin 1 1269.83
100 AFP AFP alpha-fetoprotein 1266.36
101 ENSMODG00000015005 ATP6V1F ATPase, H+ transporting, lysosomal 14kDa, V1 subunit F 1247.85
102 MDH1 MDH1 malate dehydrogenase 1 1242.73
103 ENSMODG00000006948 RNASE1 ribonuclease, RNase A family, 1 (pancreatic) 1239.89
104 ENSMODG00000024853 (RPS29) ribosomal protein S29 1215.33
105 RPL9 RPL9 ribosomal protein L9 1174.47
106 ENSMODG00000027093 1165.53
107 ENSMODG00000023392 (TPT1) tumor protein, translationally-controlled 1 1148.85
108 SSR4 SSR4 signal sequence receptor, delta 1142.76
109 DSTN DSTN destrin (actin depolymerizing factor) 1137.35
110 ENSMODG00000010040 (CA4) carbonic anhydrase IV 1121.42
111 ENSMODG00000009967 1106.41
112 ENSMODG00000002903 (TOMM5) translocase of outer mitochondrial membrane 5 homolog (yeast) 1095.91
113 ENSMODG00000025312 (TMSB4X) thymosin beta 4, X-linked 1085.46
114 RPS9 RPS9 ribosomal protein S9 1058.09
115 RPS17 RPS17 ribosomal protein S17 1042.19
116 EEF1A1 EEF1A1 eukaryotic translation elongation factor 1 alpha 1 1039.52
117 GLUL GLUL glutamate-ammonia ligase 1037.35
118 ENSMODG00000016077 RPS2 ribosomal protein S2 1025.25
119 RPS12 RPS12 ribosomal protein S12 1023.75
120 ENSMODG00000004487 (OAZ1) ornithine decarboxylase antizyme 1 1018.33
121 ENSMODG00000024965 (PPDPF) pancreatic progenitor cell differentiation and proliferation factor 1008.69
122 ATP6V0E1 ATP6V0E1 ATPase, H+ transporting, lysosomal 9kDa, V0 subunit e1 1004.05
123 RPL35A RPL35A ribosomal protein L35a 993.77
124 S100A16 S100A16 S100 calcium binding protein A16 989.48
125 RPL7A (RPL7A) ribosomal protein L7a 986.15
126 RPS14 RPS14 ribosomal protein S14 954.91
127 IGFBP3 IGFBP3 insulin like growth factor binding protein 3 950.21
128 GPX4 GPX4 glutathione peroxidase 4 929.71
129 GPX1 GPX1 glutathione peroxidase 1 924.73
130 ENSMODG00000012580 (NME2) NME/NM23 nucleoside diphosphate kinase 2 916.45
131 ENSMODG00000016536 TCEB2 transcription elongation factor B (SIII), polypeptide 2 (18kDa, elongin B) 915.47
132 ARG1 ARG1 arginase 1 909.25
133 5_8S_rRNA 909.25
134 ENSMODG00000017751 (SERF2) small EDRK-rich factor 2 904.52
135 RPS4X (RPS4X) ribosomal protein S4, X-linked 895.44
136 RPS7 RPS7 ribosomal protein S7 893.74
137 RPL8 RPL8 ribosomal protein L8 881.19
138 ENSMODG00000012693 RPL19 ribosomal protein L19 878.93
139 RPL13 RPL13 ribosomal protein L13 878.62
140 S100A4 S100A4 S100 calcium binding protein A4 876.81
141 ANXA1 ANXA1 annexin A1 873.87
142 RPS3A RPS3A ribosomal protein S3A 865.86
143 ENSMODG00000023247 RPL21 ribosomal protein L21 858.81
144 ATPIF1 ATPIF1 ATPase inhibitory factor 1 849.28
145 ENSMODG00000025751 (MT1A) metallothionein 1A 849.03
146 COX17 COX17 COX17, cytochrome c oxidase copper chaperone 843.27
147 RBP4 RBP4 retinol binding protein 4 839.18
148 NDUFA2 NDUFA2 NADH:ubiquinone oxidoreductase subunit A2 829.18
149 RPL15 RPL15 ribosomal protein L15 827.53
150 SEC61B SEC61B Sec61 translocon beta subunit 814.77
151 C14orf2 C14orf2 chromosome 14 open reading frame 2 804.78
152 ENSMODG00000016171 801.46
153 ENSMODG00000015696 ALDOA aldolase, fructose-bisphosphate A 799.92
154 TIMM8B TIMM8B translocase of inner mitochondrial membrane 8 homolog B (yeast) 785.20
155 NDUFB2 NDUFB2 NADH:ubiquinone oxidoreductase subunit B2 771.66
156 NDUFB7 NDUFB7 NADH:ubiquinone oxidoreductase subunit B7 767.34
157 FUCA2 FUCA2 fucosidase, alpha-L- 2, plasma 764.90
158 SNRPD3 SNRPD3 small nuclear ribonucleoprotein D3 polypeptide 757.85
159 TALDO1 TALDO1 transaldolase 1 752.99
160 KRT19 KRT19 keratin 19, type I 751.22
161 GPX3 GPX3 glutathione peroxidase 3 750.90
162 ENSMODG00000005350 750.00
163 CSTB CSTB cystatin B (stefin B) 748.00
164 ENSMODG00000024646 (FTH1) ferritin, heavy polypeptide 1 744.36
165 NDUFA3 (NDUFA3) NADH:ubiquinone oxidoreductase subunit A3 733.90
166 SOD1 SOD1 superoxide dismutase 1, soluble 722.16
167 ENSMODG00000025854 718.26
168 LGALS1 LGALS1 lectin, galactoside-binding, soluble, 1 714.38
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3.15 Monodelphis domestica Placental Gene Expression 3 SPECIES EXPRESSION

Table S19: Monodelphis domestica Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

169 ENSMODG00000017695 (RPS27A) ribosomal protein S27a 711.71
170 DYNLRB1 DYNLRB1 dynein, light chain, roadblock-type 1 709.62
171 MIF MIF macrophage migration inhibitory factor (glycosylation-inhibiting factor) 706.52
172 NDUFA6 NDUFA6 NADH:ubiquinone oxidoreductase subunit A6 692.53
173 TIMP3 TIMP3 TIMP metallopeptidase inhibitor 3 676.28
174 VEGFA VEGFA vascular endothelial growth factor A 666.24
175 TPI1 (TPI1) triosephosphate isomerase 1 665.33
176 ENSMODG00000023165 (RPLP1) ribosomal protein, large, P1 664.72
177 TOMM7 TOMM7 translocase of outer mitochondrial membrane 7 homolog (yeast) 658.47
178 ENSMODG00000014977 (PPIA) peptidylprolyl isomerase A (cyclophilin A) 654.44
179 ENSMODG00000010245 NDUFA1 NADH:ubiquinone oxidoreductase subunit A1 654.04
180 EIF4A1 EIF4A1 eukaryotic translation initiation factor 4A1 650.74
181 EEF1B2 EEF1B2 eukaryotic translation elongation factor 1 beta 2 641.76
182 MRPL33 MRPL33 mitochondrial ribosomal protein L33 635.08
183 NDUFS5 NDUFS5 NADH:ubiquinone oxidoreductase subunit S5 634.57
184 ACTG2 ACTG2 actin, gamma 2, smooth muscle, enteric 626.19
185 APOC1 APOC1 apolipoprotein C-I 616.67
186 IFI30 IFI30 interferon, gamma-inducible protein 30 614.29
187 TAGLN TAGLN transgelin 601.31
188 RPS3 RPS3 ribosomal protein S3 593.49
189 RPL27A RPL27A ribosomal protein L27a 588.95
190 RPA3 RPA3 replication protein A3 587.25
191 ENSMODG00000009468 NUDT4 nudix hydrolase 4 577.60
192 COX4I1 COX4I1 cytochrome c oxidase subunit IV isoform 1 573.92
193 PTGES PTGES prostaglandin E synthase 570.36
194 TMEM59 TMEM59 transmembrane protein 59 553.16
195 RPS16 RPS16 ribosomal protein S16 551.57
196 NEDD8 NEDD8 neural precursor cell expressed, developmentally down-regulated 8 550.40
197 SLC9A3R1 SLC9A3R1 solute carrier family 9, subfamily A (NHE3, cation proton antiporter 3), mem-

ber 3 regulator 1
547.78

198 APOA4 APOA4 apolipoprotein A-IV 542.76
199 LAPTM4A LAPTM4A lysosomal protein transmembrane 4 alpha 539.54
200 DAD1 DAD1 defender against cell death 1 531.75
201 NDUFC1 NDUFC1 NADH:ubiquinone oxidoreductase subunit C1 530.66
202 ENSMODG00000022705 529.73
203 S100A1 S100A1 S100 calcium binding protein A1 523.48
204 PTRH2 PTRH2 peptidyl-tRNA hydrolase 2 519.10
205 MRPL34 MRPL34 mitochondrial ribosomal protein L34 517.99
206 MGST3 MGST3 microsomal glutathione S-transferase 3 516.96
207 RPS23 RPS23 ribosomal protein S23 516.59
208 PPIB PPIB peptidylprolyl isomerase B (cyclophilin B) 513.45
209 ENSMODG00000007136 (RPL7) ribosomal protein L7 513.26
210 ENSMODG00000023822 (ODC1) ornithine decarboxylase 1 510.58
211 ENSMODG00000003520 (UBC) ubiquitin C 506.86
212 ENSMODG00000013804 (ARF1) ADP ribosylation factor 1 505.23
213 GAPDH (GAPDH) glyceraldehyde-3-phosphate dehydrogenase 503.85
214 ENSMODG00000016089 (PPIA) peptidylprolyl isomerase A (cyclophilin A) 503.45
215 GAMT GAMT guanidinoacetate N-methyltransferase 502.72
216 PLA2G10 PLA2G10 phospholipase A2 group X 496.41
217 BSG BSG basigin (Ok blood group) 495.62
218 RPS15A RPS15A ribosomal protein S15a 494.20
219 ENSMODG00000019388 494.04
220 CTSB CTSB cathepsin B 493.53
221 SAT1 SAT1 spermidine/spermine N1-acetyltransferase 1 486.77
222 EIF3K EIF3K eukaryotic translation initiation factor 3 subunit K 486.17
223 GNB2L1 GNB2L1 guanine nucleotide binding protein (G protein), beta polypeptide 2-like 1 481.29
224 ENSMODG00000022955 (RPL26) ribosomal protein L26 480.52
225 ENSMODG00000003560 (BASP1) brain abundant, membrane attached signal protein 1 476.32
226 NOP10 NOP10 NOP10 ribonucleoprotein 470.52
227 CEBPD CEBPD CCAAT/enhancer binding protein (C/EBP), delta 466.92
228 ENSMODG00000015439 ATP6V0C ATPase, H+ transporting, lysosomal 16kDa, V0 subunit c 465.23
229 RPS11 RPS11 ribosomal protein S11 465.11
230 ENSMODG00000002844 (CTSV) cathepsin V 463.01
231 MOGS MOGS mannosyl-oligosaccharide glucosidase 461.60
232 ENSMODG00000010967 RPSA ribosomal protein SA 459.15
233 ENSMODG00000017141 (IL4I1) interleukin 4 induced 1 458.12
234 ENSMODG00000007988 RPL26L1 ribosomal protein L26 like 1 452.94
235 LAMTOR4 LAMTOR4 late endosomal/lysosomal adaptor, MAPK and MTOR activator 4 451.43
236 WFDC2 WFDC2 WAP four-disulfide core domain 2 448.29
237 HSPE1 HSPE1 heat shock protein family E (Hsp10) member 1 440.77
238 ENSMODG00000001445 (SERF1B) small EDRK-rich factor 1B (centromeric) 439.12
239 RGCC RGCC regulator of cell cycle 438.94
240 ENSMODG00000016415 (RPL23A) ribosomal protein L23a 438.12
241 LAMTOR5 LAMTOR5 late endosomal/lysosomal adaptor, MAPK and MTOR activator 5 435.80
242 ENSMODG00000016952 (TPSB2) tryptase beta 2 (gene/pseudogene) 426.60
243 BRK1 BRK1 BRICK1, SCAR/WAVE actin-nucleating complex subunit 424.57
244 CDC42SE1 CDC42SE1 CDC42 small effector 1 424.03
245 ENSMODG00000018294 (EIF1) eukaryotic translation initiation factor 1 422.02
246 NPC2 NPC2 Niemann-Pick disease, type C2 420.80
247 S100A11 S100A11 S100 calcium binding protein A11 420.20
248 ENSMODG00000004277 (TMBIM6) transmembrane BAX inhibitor motif containing 6 419.50
249 SLC39A2 SLC39A2 solute carrier family 39 (zinc transporter), member 2 418.46
250 MYEOV2 MYEOV2 myeloma overexpressed 2 418.34
251 ATP5G2 ATP5G2 ATP synthase, H+ transporting, mitochondrial Fo complex subunit C2 (sub-

unit 9)
417.13

252 SPINT2 SPINT2 serine peptidase inhibitor, Kunitz type, 2 416.06
253 ENSMODG00000006652 EIF5A eukaryotic translation initiation factor 5A 413.52
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Table S19: Monodelphis domestica Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

254 BUD31 BUD31 BUD31 homolog 410.65
255 SLC40A1 SLC40A1 solute carrier family 40 (iron-regulated transporter), member 1 403.38
256 DPM3 DPM3 dolichyl-phosphate mannosyltransferase polypeptide 3 400.45
257 ATP5B ATP5B ATP synthase, H+ transporting, mitochondrial F1 complex, beta polypeptide 399.05
258 ENSMODG00000012495 SELK 397.28
259 NAA38 NAA38 N(alpha)-acetyltransferase 38, NatC auxiliary subunit 394.99
260 RPL11 RPL11 ribosomal protein L11 393.63
261 ENSMODG00000004703 OAZ1 ornithine decarboxylase antizyme 1 392.42
262 C9orf114 C9orf114 chromosome 9 open reading frame 114 389.43
263 ENSMODG00000007194 ARPC5 actin related protein 2/3 complex subunit 5 389.32
264 SH3BGRL3 SH3BGRL3 SH3 domain binding glutamate-rich protein like 3 385.79
265 HINT2 HINT2 histidine triad nucleotide binding protein 2 384.49
266 C19orf70 C19orf70 chromosome 19 open reading frame 70 383.61
267 HAND1 HAND1 heart and neural crest derivatives expressed 1 383.12
268 ENSMODG00000009209 RPLP1 ribosomal protein, large, P1 381.79
269 ENSMODG00000003102 UGP2 UDP-glucose pyrophosphorylase 2 381.47
270 NDUFB11 NDUFB11 NADH:ubiquinone oxidoreductase subunit B11 381.24
271 RPL13A RPL13A ribosomal protein L13a 378.77
272 ARPC4 ARPC4 actin related protein 2/3 complex subunit 4 375.77
273 ERH ERH enhancer of rudimentary homolog (Drosophila) 373.81
274 ENSMODG00000013396 373.21
275 DCXR DCXR dicarbonyl/L-xylulose reductase 373.03
276 ENSMODG00000003518 C18orf32 chromosome 18 open reading frame 32 370.67
277 ENSMODG00000009520 (ATP5G3) ATP synthase, H+ transporting, mitochondrial Fo complex subunit C3 (sub-

unit 9)
370.09

278 RPL14 RPL14 ribosomal protein L14 365.34
279 MEA1 MEA1 male-enhanced antigen 1 365.08
280 ATP5G1 ATP5G1 ATP synthase, H+ transporting, mitochondrial Fo complex subunit C1 (sub-

unit 9)
365.01

281 ENSMODG00000008731 (RPL10) ribosomal protein L10 364.29
282 GADD45A GADD45A growth arrest and DNA damage inducible alpha 364.13
283 ENSMODG00000002132 360.34
284 ENSMODG00000008954 BANF1 barrier to autointegration factor 1 360.24
285 ENSMODG00000009506 359.36
286 RPL35 RPL35 ribosomal protein L35 358.38
287 CD59 CD59 CD59 molecule, complement regulatory protein 357.98
288 REEP5 REEP5 receptor accessory protein 5 357.30
289 FAM32A FAM32A family with sequence similarity 32 member A 355.45
290 CITED2 CITED2 Cbp/p300-interacting transactivator, with Glu/Asp rich carboxy-terminal do-

main, 2
351.81

291 ENSMODG00000024146 349.77
292 ENSMODG00000019356 NDUFB8 NADH:ubiquinone oxidoreductase subunit B8 348.48
293 ATP5F1 ATP5F1 ATP synthase, H+ transporting, mitochondrial Fo complex subunit B1 347.29
294 ENSMODG00000006222 (PABPC1) poly(A) binding protein, cytoplasmic 1 346.92
295 ENSMODG00000025578 (RPL36AL) ribosomal protein L36a like 342.22
296 ENSMODG00000025792 341.93
297 ENSMODG00000025340 EEF2 eukaryotic translation elongation factor 2 338.30
298 ENSMODG00000025128 (RPL37A) ribosomal protein L37a 336.33
299 ENSMODG00000005554 PSMB6 proteasome subunit beta 6 335.32
300 ENSMODG00000007691 EEF1G eukaryotic translation elongation factor 1 gamma 334.93
301 GSTP1 GSTP1 glutathione S-transferase pi 1 332.94
302 ENSMODG00000017976 (SLC2A3) solute carrier family 2 (facilitated glucose transporter), member 3 332.36
303 ENSMODG00000014934 DDT D-dopachrome tautomerase 332.10
304 UBE2D3 UBE2D3 ubiquitin conjugating enzyme E2D 3 330.51
305 ENSMODG00000001343 NDUFA11 NADH:ubiquinone oxidoreductase subunit A11 324.11
306 ENSMODG00000019574 (ATP6V1G1) ATPase, H+ transporting, lysosomal 13kDa, V1 subunit G1 323.68
307 HEXB HEXB hexosaminidase B (beta polypeptide) 323.54
308 RPS24 RPS24 ribosomal protein S24 322.27
309 ESM1 ESM1 endothelial cell-specific molecule 1 321.87
310 ENSMODG00000012827 (HSPA8) heat shock protein family A (Hsp70) member 8 321.31
311 GJA1 GJA1 gap junction protein alpha 1 317.06
312 ENSMODG00000013730 FTL ferritin, light polypeptide 316.06
313 RPL4 RPL4 ribosomal protein L4 314.09
314 SLC31A1 SLC31A1 solute carrier family 31 (copper transporter), member 1 313.22
315 CLIC1 CLIC1 chloride intracellular channel 1 311.00
316 APOM APOM apolipoprotein M 310.40
317 ENSMODG00000023821 (RNF7) ring finger protein 7 308.54
318 ENSMODG00000009222 (CALM1) calmodulin 1 (phosphorylase kinase, delta) 305.78
319 MRPS21 (MRPS21) mitochondrial ribosomal protein S21 304.76
320 SMCO4 SMCO4 single-pass membrane protein with coiled-coil domains 4 303.78
321 ENSMODG00000023940 (ACTB) actin, beta 303.17
322 MPC1 MPC1 mitochondrial pyruvate carrier 1 301.96
323 ENSMODG00000014168 (SKP1) S-phase kinase-associated protein 1 300.04
324 BCAP31 BCAP31 B-cell receptor-associated protein 31 300.00
325 ACTA2 ACTA2 actin, alpha 2, smooth muscle, aorta 299.93
326 CISD1 CISD1 CDGSH iron sulfur domain 1 296.03
327 LAMTOR1 LAMTOR1 late endosomal/lysosomal adaptor, MAPK and MTOR activator 1 289.06
328 ENSMODG00000014006 PSENEN presenilin enhancer gamma secretase subunit 288.14
329 NR2F6 NR2F6 nuclear receptor subfamily 2 group F member 6 286.43
330 SAR1A SAR1A secretion associated, Ras related GTPase 1A 286.34
331 MINOS1 MINOS1 mitochondrial inner membrane organizing system 1 286.34
332 SNRPD2 SNRPD2 small nuclear ribonucleoprotein D2 polypeptide 285.02
333 C19orf53 C19orf53 chromosome 19 open reading frame 53 283.62
334 ENSMODG00000008134 SEP15 282.74
335 PGRMC2 PGRMC2 progesterone receptor membrane component 2 281.31
336 ELOF1 ELOF1 ELF1 homolog, elongation factor 1 278.75
337 ENSMODG00000000021 (ATP6V1E1) ATPase, H+ transporting, lysosomal 31kDa, V1 subunit E1 278.43
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Table S19: Monodelphis domestica Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

338 ENSMODG00000012958 HSPA8 heat shock protein family A (Hsp70) member 8 276.49
339 COX6A1 COX6A1 cytochrome c oxidase subunit VIa polypeptide 1 276.33
340 TKT (TKT) transketolase 274.50
341 GNG10 GNG10 guanine nucleotide binding protein (G protein), gamma 10 274.03
342 ENSMODG00000017422 273.04
343 ADIRF ADIRF adipogenesis regulatory factor 272.57
344 PLAT PLAT plasminogen activator, tissue 272.22
345 ENSMODG00000009276 (C12orf57) chromosome 12 open reading frame 57 272.13
346 PSMB4 PSMB4 proteasome subunit beta 4 271.78
347 MLF2 MLF2 myeloid leukemia factor 2 271.35
348 TTR TTR transthyretin 271.28
349 ANXA4 ANXA4 annexin A4 270.40
350 ATP5D ATP5D ATP synthase, H+ transporting, mitochondrial F1 complex, delta subunit 264.93
351 GLRX GLRX glutaredoxin 264.11
352 ENSMODG00000007037 SMDT1 single-pass membrane protein with aspartate-rich tail 1 262.90
353 TIMM10 TIMM10 translocase of inner mitochondrial membrane 10 homolog (yeast) 261.19
354 YWHAZ YWHAZ tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein,

zeta
260.60

355 HMGA1 HMGA1 high mobility group AT-hook 1 260.34
356 ENSMODG00000014388 (SDHD) succinate dehydrogenase complex subunit D, integral membrane protein 260.27
357 TACSTD2 TACSTD2 tumor-associated calcium signal transducer 2 259.92
358 ENSMODG00000014779 ODC1 ornithine decarboxylase 1 259.66
359 AKR1A1 AKR1A1 aldo-keto reductase family 1, member A1 (aldehyde reductase) 259.20
360 YWHAE YWHAE tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein,

epsilon
257.91

361 YBX1 YBX1 Y-box binding protein 1 257.16
362 GNG12 GNG12 guanine nucleotide binding protein (G protein), gamma 12 256.05
363 ARL6IP5 ARL6IP5 ADP ribosylation factor like GTPase 6 interacting protein 5 255.83
364 ENSMODG00000025803 255.12
365 NHP2L1 NHP2L1 254.92
366 GSS GSS glutathione synthetase 253.61
367 ENSMODG00000013766 RPL10A ribosomal protein L10a 253.03
368 PSMB7 PSMB7 proteasome subunit beta 7 251.49
369 S100A14 S100A14 S100 calcium binding protein A14 251.25
370 ENSMODG00000016871 (PPDPF) pancreatic progenitor cell differentiation and proliferation factor 249.92
371 ENSMODG00000006412 (RPL7) ribosomal protein L7 249.03
372 HEBP1 HEBP1 heme binding protein 1 247.16
373 FAM162A FAM162A family with sequence similarity 162 member A 246.78
374 APOE APOE apolipoprotein E 243.77
375 ENSMODG00000007222 SUMO2 small ubiquitin-like modifier 2 242.41
376 ENSMODG00000023910 (EEF1G) eukaryotic translation elongation factor 1 gamma 241.79
377 ENSMODG00000018053 CD9 CD9 molecule 241.66
378 COA3 COA3 cytochrome c oxidase assembly factor 3 240.23
379 PRSS36 PRSS36 protease, serine 36 238.81
380 PTGR1 PTGR1 prostaglandin reductase 1 238.06
381 H3F3A H3F3A H3 histone, family 3A 237.34
382 UBB UBB ubiquitin B 236.64
383 GCHFR GCHFR GTP cyclohydrolase I feedback regulator 234.18
384 S100A10 S100A10 S100 calcium binding protein A10 233.67
385 SLC7A3 SLC7A3 solute carrier family 7 (cationic amino acid transporter, y+ system), member

3
233.65

386 ENSMODG00000025856 233.03
387 ENSMODG00000014792 (RAB5C) RAB5C, member RAS oncogene family 232.93
388 RPL6 RPL6 ribosomal protein L6 232.35
389 ENSMODG00000022774 (RPL19) ribosomal protein L19 231.11
390 AP2M1 AP2M1 adaptor-related protein complex 2, mu 1 subunit 230.96
391 PCBD1 PCBD1 pterin-4 alpha-carbinolamine dehydratase/dimerization cofactor of hepato-

cyte nuclear factor 1 alpha
230.90

392 RPLP0 RPLP0 ribosomal protein, large, P0 228.50
393 SLC16A1 SLC16A1 solute carrier family 16 (monocarboxylate transporter), member 1 227.10
394 CALR CALR calreticulin 227.08
395 APOA1BP APOA1BP apolipoprotein A-I binding protein 227.04
396 RPL38 RPL38 ribosomal protein L38 226.96
397 ATP6V0B ATP6V0B ATPase, H+ transporting, lysosomal 21kDa, V0 subunit b 226.72
398 RAB7A RAB7A RAB7A, member RAS oncogene family 225.90
399 ATP5C1 ATP5C1 ATP synthase, H+ transporting, mitochondrial F1 complex, gamma polypep-

tide 1
225.90

400 ENSMODG00000025281 ARPC3 actin related protein 2/3 complex subunit 3 224.95
401 THOC7 THOC7 THO complex 7 223.75
402 FAM213A FAM213A family with sequence similarity 213 member A 223.35
403 ENSMODG00000011300 222.58
404 ENSMODG00000001059 (CALM1) calmodulin 1 (phosphorylase kinase, delta) 222.53
405 ENSMODG00000004276 221.96
406 GABARAPL2 GABARAPL2 GABA(A) receptor-associated protein like 2 221.37
407 ACAA1 ACAA1 acetyl-CoA acyltransferase 1 221.16
408 ARPC5 (ARPC5) actin related protein 2/3 complex subunit 5 220.40
409 ENSMODG00000018532 220.03
410 EIF3I EIF3I eukaryotic translation initiation factor 3 subunit I 218.50
411 TIMM13 TIMM13 translocase of inner mitochondrial membrane 13 homolog (yeast) 218.22
412 RNH1 RNH1 ribonuclease/angiogenin inhibitor 1 217.67
413 RPS13 RPS13 ribosomal protein S13 217.41
414 ENSMODG00000008289 216.95
415 RAB1A RAB1A RAB1A, member RAS oncogene family 216.03
416 ENSMODG00000024858 (RPL36) ribosomal protein L36 215.42
417 TC2N TC2N tandem C2 domains, nuclear 214.29
418 ENSMODG00000020301 (RPL37) ribosomal protein L37 214.03
419 ENSMODG00000009521 ENO1 enolase 1, (alpha) 213.52
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Table S19: Monodelphis domestica Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

420 ENSMODG00000023715 SEPW1 selenoprotein W, 1 212.97
421 TCEB1 TCEB1 transcription elongation factor B (SIII), polypeptide 1 (15kDa, elongin C) 212.27
422 ENSMODG00000016340 212.05
423 TUBB4B TUBB4B tubulin, beta 4B class IVb 211.60
424 ENSMODG00000007201 (NDUFA13) NADH:ubiquinone oxidoreductase subunit A13 211.06
425 CDC42 CDC42 cell division cycle 42 211.02
426 UBD UBD ubiquitin D 210.91
427 GJB4 GJB4 gap junction protein beta 4 210.14
428 ENSMODG00000000369 PSAP prosaposin 209.50
429 ENSMODG00000018479 TF transferrin 209.03
430 CYCS CYCS cytochrome c, somatic 208.52
431 ENSMODG00000011905 208.43
432 ENSMODG00000011184 205.70
433 ENSMODG00000005785 204.72
434 ENSMODG00000004095 RPS6 ribosomal protein S6 203.74
435 NDUFS3 NDUFS3 NADH:ubiquinone oxidoreductase core subunit S3 203.62
436 NUPR1 NUPR1 nuclear protein 1, transcriptional regulator 203.27
437 TPM4 TPM4 tropomyosin 4 202.24
438 ENSMODG00000002166 (SLC25A6) solute carrier family 25 (mitochondrial carrier; adenine nucleotide transloca-

tor), member 6
201.50

439 PSMB1 PSMB1 proteasome subunit beta 1 201.06
440 ENSMODG00000001876 GSTM3 glutathione S-transferase mu 3 (brain) 200.47
441 DYNLL2 DYNLL2 dynein, light chain, LC8-type 2 199.74
442 RNASEK RNASEK ribonuclease, RNase K 198.52
443 LAMP1 LAMP1 lysosomal-associated membrane protein 1 197.34
444 EIF1 (EIF1) eukaryotic translation initiation factor 1 195.78
445 ENSMODG00000015658 (BOLA2) bolA family member 2 195.72
446 CYC1 CYC1 cytochrome c-1 195.48
447 ENSMODG00000006583 FAM104A family with sequence similarity 104 member A 193.88
448 MAP1LC3A MAP1LC3A microtubule associated protein 1 light chain 3 alpha 193.69
449 MDH2 (MDH2) malate dehydrogenase 2 192.74
450 PACSIN3 PACSIN3 protein kinase C and casein kinase substrate in neurons 3 192.70
451 ENSMODG00000017744 SERF2 small EDRK-rich factor 2 191.75
452 NAGA NAGA N-acetylgalactosaminidase, alpha- 191.25
453 UFC1 UFC1 ubiquitin-fold modifier conjugating enzyme 1 191.19
454 NDUFS8 NDUFS8 NADH:ubiquinone oxidoreductase core subunit S8 191.10
455 KRTCAP2 KRTCAP2 keratinocyte associated protein 2 190.80
456 FABP5 FABP5 fatty acid binding protein 5 (psoriasis-associated) 188.49
457 ENSMODG00000017665 UBE2L3 ubiquitin conjugating enzyme E2L 3 188.37
458 DDOST DDOST dolichyl-diphosphooligosaccharide–protein glycosyltransferase subunit (non-

catalytic)
187.33

459 NDUFB6 NDUFB6 NADH:ubiquinone oxidoreductase subunit B6 187.28
460 UQCC3 UQCC3 ubiquinol-cytochrome c reductase complex assembly factor 3 186.97
461 SSNA1 SSNA1 Sjogren syndrome nuclear autoantigen 1 186.81
462 ENSMODG00000000101 (SLC25A6) solute carrier family 25 (mitochondrial carrier; adenine nucleotide transloca-

tor), member 6
186.70

463 TECR TECR trans-2,3-enoyl-CoA reductase 186.56
464 DDX5 (DDX5) DEAD (Asp-Glu-Ala-Asp) box helicase 5 185.23
465 ENSMODG00000013278 SRP19 signal recognition particle 19kDa 183.99
466 ENSMODG00000023724 183.78
467 HNRNPA2B1 HNRNPA2B1 heterogeneous nuclear ribonucleoprotein A2/B1 183.72
468 MRPL57 MRPL57 mitochondrial ribosomal protein L57 183.72
469 IDH2 IDH2 isocitrate dehydrogenase 2 (NADP+), mitochondrial 183.66
470 ENSMODG00000019554 (FKBP1A) FK506 binding protein 1A 183.44
471 ENSMODG00000014115 CA4 carbonic anhydrase IV 183.39
472 ENSMODG00000005197 HIGD2A HIG1 hypoxia inducible domain family member 2A 182.97
473 NHP2 NHP2 NHP2 ribonucleoprotein 182.60
474 LSM4 LSM4 LSM4 homolog, U6 small nuclear RNA and mRNA degradation associated 182.48
475 JTB JTB jumping translocation breakpoint 182.29
476 COX7A2L COX7A2L cytochrome c oxidase subunit VIIa polypeptide 2 like 181.52
477 ENSMODG00000003953 (COX7B) cytochrome c oxidase subunit VIIb 180.84
478 MME MME membrane metallo-endopeptidase 180.47
479 RNF181 RNF181 ring finger protein 181 179.91
480 ENSMODG00000023161 179.75
481 AAMDC AAMDC adipogenesis associated, Mth938 domain containing 178.82
482 RPL27 RPL27 ribosomal protein L27 178.63
483 ENSMODG00000024937 (GABARAPL1) GABA(A) receptor-associated protein like 1 178.12
484 BTG1 BTG1 B-cell translocation gene 1, anti-proliferative 177.03
485 FAXDC2 FAXDC2 fatty acid hydroxylase domain containing 2 176.47
486 RPL3 RPL3 ribosomal protein L3 176.28
487 ENSMODG00000001455 175.85
488 ENSMODG00000003534 RPL17 ribosomal protein L17 175.81
489 GCDH GCDH glutaryl-CoA dehydrogenase 175.48
490 UBE2E3 UBE2E3 ubiquitin conjugating enzyme E2E 3 175.39
491 ENSMODG00000023072 (SLC25A6) solute carrier family 25 (mitochondrial carrier; adenine nucleotide transloca-

tor), member 6
175.28

492 SDF2 SDF2 stromal cell-derived factor 2 174.89
493 RPS8 RPS8 ribosomal protein S8 172.89
494 UQCRFS1 UQCRFS1 ubiquinol-cytochrome c reductase, Rieske iron-sulfur polypeptide 1 171.92
495 ENSMODG00000020464 (CSRP2) cysteine and glycine rich protein 2 171.91
496 ECH1 ECH1 enoyl-CoA hydratase 1, peroxisomal 171.69
497 GPX2 GPX2 glutathione peroxidase 2 171.44
498 STARD10 STARD10 StAR related lipid transfer domain containing 10 171.27
499 BTBD3 BTBD3 BTB (POZ) domain containing 3 170.82
500 ENSMODG00000004493 (MAP1LC3B) microtubule associated protein 1 light chain 3 beta 170.49
501 ENSMODG00000024902 (RHOA) ras homolog family member A 169.44
502 ENSMODG00000023906 (ATP5O) ATP synthase, H+ transporting, mitochondrial F1 complex, O subunit 168.78
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Table S19: Monodelphis domestica Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

503 LAMTOR2 LAMTOR2 late endosomal/lysosomal adaptor, MAPK and MTOR activator 2 168.07
504 CHCHD1 CHCHD1 coiled-coil-helix-coiled-coil-helix domain containing 1 167.62
505 CEBPB CEBPB CCAAT/enhancer binding protein (C/EBP), beta 167.57
506 ENSMODG00000001899 (GSTM1) glutathione S-transferase mu 1 167.21
507 PPP1R14A PPP1R14A protein phosphatase 1 regulatory inhibitor subunit 14A 166.01
508 CTSA CTSA cathepsin A 165.98
509 RPL18A RPL18A ribosomal protein L18a 164.64
510 HRSP12 HRSP12 heat-responsive protein 12 163.81
511 MYL12B MYL12B myosin light chain 12B 163.12
512 RPL23 RPL23 ribosomal protein L23 162.96
513 ENSMODG00000006049 (APOB) apolipoprotein B 162.81
514 EIF4A2 EIF4A2 eukaryotic translation initiation factor 4A2 162.36
515 ENSMODG00000027939 161.64
516 TRAPPC2L TRAPPC2L trafficking protein particle complex 2-like 160.52
517 C8orf4 C8orf4 chromosome 8 open reading frame 4 160.21
518 RPS10-NUDT3 RPS10-NUDT3 RPS10-NUDT3 readthrough 160.19
519 ENSMODG00000002047 ANXA8L1 annexin A8-like 1 160.17
520 ENSMODG00000028727 (HINT1) histidine triad nucleotide binding protein 1 159.75
521 VSNL1 VSNL1 visinin like 1 159.69
522 NDUFS2 NDUFS2 NADH:ubiquinone oxidoreductase core subunit S2 159.41
523 ATP6V0D1 ATP6V0D1 ATPase, H+ transporting, lysosomal 38kDa, V0 subunit d1 158.03
524 EIF4G2 EIF4G2 eukaryotic translation initiation factor 4 gamma, 2 156.88
525 CAPZB CAPZB capping protein (actin filament) muscle Z-line, beta 156.73
526 CNBP CNBP CCHC-type zinc finger, nucleic acid binding protein 156.57
527 SPARC SPARC secreted protein, acidic, cysteine-rich (osteonectin) 155.98
528 ID2 ID2 inhibitor of DNA binding 2, dominant negative helix-loop-helix protein 155.82
529 PPP1CA PPP1CA protein phosphatase 1, catalytic subunit, alpha isozyme 155.53
530 SPTSSA SPTSSA serine palmitoyltransferase small subunit A 155.37
531 CHP1 CHP1 calcineurin-like EF-hand protein 1 154.69
532 IMPA2 IMPA2 inositol(myo)-1(or 4)-monophosphatase 2 154.48
533 TPPP3 TPPP3 tubulin polymerization-promoting protein family member 3 154.46
534 ENSMODG00000005722 (EZR) ezrin 154.24
535 ASAH1 ASAH1 N-acylsphingosine amidohydrolase (acid ceramidase) 1 153.79
536 NDUFB3 NDUFB3 NADH:ubiquinone oxidoreductase subunit B3 153.42
537 ENSMODG00000023771 (RPL10) ribosomal protein L10 153.09
538 HSP90AB1 HSP90AB1 heat shock protein 90kDa alpha family class B member 1 153.05
539 TPM2 TPM2 tropomyosin 2 (beta) 153.01
540 PAIP2 PAIP2 poly(A) binding protein interacting protein 2 152.65
541 ENSMODG00000024575 HSBP1 heat shock factor binding protein 1 152.45
542 TSPAN13 TSPAN13 tetraspanin 13 152.21
543 EIF3M EIF3M eukaryotic translation initiation factor 3 subunit M 152.07
544 HM13 HM13 histocompatibility (minor) 13 151.99
545 PSMD2 PSMD2 proteasome 26S subunit, non-ATPase 2 151.21
546 SNRPD1 SNRPD1 small nuclear ribonucleoprotein D1 polypeptide 150.67
547 NDUFA12 NDUFA12 NADH:ubiquinone oxidoreductase subunit A12 150.42
548 SUCLG1 SUCLG1 succinate-CoA ligase, alpha subunit 149.93
549 RASSF6 RASSF6 Ras association (RalGDS/AF-6) domain family member 6 149.70
550 SLC3A2 SLC3A2 solute carrier family 3 (amino acid transporter heavy chain), member 2 149.20
551 GNB2 GNB2 guanine nucleotide binding protein (G protein), beta polypeptide 2 148.58
552 SGK1 SGK1 serum/glucocorticoid regulated kinase 1 148.46
553 EEF2 (EEF2) eukaryotic translation elongation factor 2 147.17
554 NDUFAB1 NDUFAB1 NADH:ubiquinone oxidoreductase subunit AB1 146.56
555 CCNG1 CCNG1 cyclin G1 146.40
556 ENSMODG00000025472 DPH3 diphthamide biosynthesis 3 146.29
557 ENSMODG00000024815 BBIP1 BBSome interacting protein 1 145.60
558 NOP16 NOP16 NOP16 nucleolar protein 145.50
559 CDKN1A CDKN1A cyclin-dependent kinase inhibitor 1A (p21, Cip1) 145.23
560 TXNIP TXNIP thioredoxin interacting protein 144.32
561 ENSMODG00000017743 (SERINC1) serine incorporator 1 144.20
562 ATP5I ATP5I ATP synthase, H+ transporting, mitochondrial Fo complex subunit E 143.92
563 COPE COPE coatomer protein complex subunit epsilon 143.57
564 UQCRC2 UQCRC2 ubiquinol-cytochrome c reductase core protein II 143.42
565 ENSMODG00000004055 PGK1 phosphoglycerate kinase 1 143.23
566 RPL10A (RPL10A) ribosomal protein L10a 143.03
567 PSMC3 PSMC3 proteasome 26S subunit, ATPase 3 142.45
568 ENSMODG00000002696 CALM3 calmodulin 3 (phosphorylase kinase, delta) 142.27
569 HSPA5 HSPA5 heat shock protein family A (Hsp70) member 5 142.12
570 PIN4 PIN4 peptidylprolyl cis/trans isomerase, NIMA-interacting 4 141.92
571 ENSMODG00000006201 RPL26 ribosomal protein L26 141.61
572 FERMT1 FERMT1 fermitin family member 1 141.59
573 ENSMODG00000024963 (SLC25A6) solute carrier family 25 (mitochondrial carrier; adenine nucleotide transloca-

tor), member 6
141.26

574 ZNRD1 ZNRD1 zinc ribbon domain containing 1 141.10
575 GJB3 GJB3 gap junction protein beta 3 141.09
576 RER1 RER1 retention in endoplasmic reticulum sorting receptor 1 140.78
577 ENSMODG00000020486 140.78
578 FIS1 FIS1 fission, mitochondrial 1 140.57
579 ENSMODG00000024097 (COPS6) COP9 signalosome subunit 6 140.53
580 DPCD DPCD deleted in primary ciliary dyskinesia homolog (mouse) 140.50
581 ACYP1 ACYP1 acylphosphatase 1, erythrocyte (common) type 140.20
582 ENSMODG00000024628 CSRP2 cysteine and glycine rich protein 2 140.10
583 ATP6V1C2 ATP6V1C2 ATPase, H+ transporting, lysosomal 42kDa, V1 subunit C2 139.36
584 SNRNP27 SNRNP27 small nuclear ribonucleoprotein, U4/U6.U5 27kDa subunit 139.15
585 RPL5 RPL5 ribosomal protein L5 139.11
586 GMPPB GMPPB GDP-mannose pyrophosphorylase B 138.36
587 ENSMODG00000024011 (TUBB4B) tubulin, beta 4B class IVb 138.31
588 SSR2 SSR2 signal sequence receptor, beta (translocon-associated protein beta) 138.19
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Table S19: Monodelphis domestica Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

589 IVNS1ABP IVNS1ABP influenza virus NS1A binding protein 138.10
590 IL10 IL10 interleukin 10 137.91
591 SEPT7 SEPT7 septin 7 137.65
592 CD164 CD164 CD164 molecule, sialomucin 137.22
593 NIT2 NIT2 nitrilase family member 2 136.75
594 NDUFB10 NDUFB10 NADH:ubiquinone oxidoreductase subunit B10 136.66
595 AHCY AHCY adenosylhomocysteinase 136.54
596 ENSMODG00000003895 NDUFA7 NADH:ubiquinone oxidoreductase subunit A7 136.38
597 DPM2 DPM2 dolichyl-phosphate mannosyltransferase polypeptide 2, regulatory subunit 136.23
598 TMEM176A TMEM176A transmembrane protein 176A 136.16
599 SDF2L1 SDF2L1 stromal cell-derived factor 2-like 1 135.84
600 CNN3 CNN3 calponin 3, acidic 135.71
601 ENSMODG00000027578 FXYD3 FXYD domain containing ion transport regulator 3 135.67
602 FGG FGG fibrinogen gamma chain 135.20
603 EDF1 EDF1 endothelial differentiation-related factor 1 135.20
604 PRR15L PRR15L proline rich 15-like 134.92
605 SNRPG SNRPG small nuclear ribonucleoprotein polypeptide G 134.45
606 LSM5 LSM5 LSM5 homolog, U6 small nuclear RNA and mRNA degradation associated 134.32
607 AP1S3 AP1S3 adaptor-related protein complex 1 sigma 3 subunit 134.31
608 GDE1 GDE1 glycerophosphodiester phosphodiesterase 1 134.23
609 ANXA5 ANXA5 annexin A5 134.23
610 ATP6AP2 ATP6AP2 ATPase, H+ transporting, lysosomal accessory protein 2 133.95
611 PDLIM7 PDLIM7 PDZ and LIM domain 7 133.91
612 ENSMODG00000003019 133.22
613 AP2S1 AP2S1 adaptor-related protein complex 2 sigma 1 subunit 133.06
614 SNX2 SNX2 sorting nexin 2 132.95
615 PTP4A1 PTP4A1 protein tyrosine phosphatase type IVA, member 1 132.80
616 GRN GRN granulin 132.38
617 ENSMODG00000014324 MZT2B mitotic spindle organizing protein 2B 132.28
618 ENSMODG00000023119 (PRELID1) PRELI domain containing 1 132.17
619 ENSMODG00000009473 CHMP3 charged multivesicular body protein 3 131.88
620 SARAF SARAF store-operated calcium entry-associated regulatory factor 131.73
621 RAB2A RAB2A RAB2A, member RAS oncogene family 131.67
622 EBP EBP emopamil binding protein (sterol isomerase) 131.47
623 NT5E NT5E 5’-nucleotidase, ecto (CD73) 130.94
624 ENSMODG00000004804 (PRELID1) PRELI domain containing 1 130.86
625 CLIC3 CLIC3 chloride intracellular channel 3 130.77
626 MYDGF MYDGF myeloid-derived growth factor 130.68
627 ELOVL1 ELOVL1 ELOVL fatty acid elongase 1 129.77
628 SLC25A39 SLC25A39 solute carrier family 25 member 39 129.76
629 BET1 BET1 Bet1 golgi vesicular membrane trafficking protein 129.61
630 ENSMODG00000024451 (ARF1) ADP ribosylation factor 1 129.43
631 ALDH6A1 ALDH6A1 aldehyde dehydrogenase 6 family member A1 129.42
632 ENSMODG00000002770 SDHB succinate dehydrogenase complex subunit B, iron sulfur (Ip) 129.18
633 ATP6V0A4 ATP6V0A4 ATPase, H+ transporting, lysosomal V0 subunit a4 128.84
634 NUPR1L NUPR1L 128.14
635 UCK2 UCK2 uridine-cytidine kinase 2 128.09
636 HPGD HPGD hydroxyprostaglandin dehydrogenase 15-(NAD) 128.04
637 ENSMODG00000004571 (RPL12) ribosomal protein L12 127.80
638 PFDN6 PFDN6 prefoldin subunit 6 127.44
639 TMPRSS11E (TMPRSS11E) transmembrane protease, serine 11E 127.24
640 SCARNA17 127.09
641 ENSMODG00000008923 (RPL21) ribosomal protein L21 126.88
642 COMMD2 COMMD2 COMM domain containing 2 126.83
643 NEU1 NEU1 neuraminidase 1 (lysosomal sialidase) 126.81
644 ATP5A1 ATP5A1 ATP synthase, H+ transporting, mitochondrial F1 complex, alpha subunit 1,

cardiac muscle
126.76

645 NCOA4 NCOA4 nuclear receptor coactivator 4 126.18
646 CLTA CLTA clathrin, light chain A 125.16
647 HSP90B1 HSP90B1 heat shock protein 90kDa beta family member 1 125.09
648 TBCB TBCB tubulin folding cofactor B 124.46
649 ENSMODG00000014105 (PRPS1) phosphoribosyl pyrophosphate synthetase 1 124.36
650 RPL34 RPL34 ribosomal protein L34 124.31
651 SLC15A1 SLC15A1 solute carrier family 15 (oligopeptide transporter), member 1 124.04
652 MED29 MED29 mediator complex subunit 29 123.60
653 UBE2E1 UBE2E1 ubiquitin conjugating enzyme E2E 1 123.58
654 PGPEP1 PGPEP1 pyroglutamyl-peptidase I 123.50
655 NDUFA10 NDUFA10 NADH:ubiquinone oxidoreductase subunit A10 123.35
656 SRSF9 SRSF9 serine/arginine-rich splicing factor 9 122.87
657 NADK NADK NAD kinase 122.72
658 ENSMODG00000015273 (GGCT) gamma-glutamylcyclotransferase 122.34
659 ENSMODG00000008867 EIF3F eukaryotic translation initiation factor 3 subunit F 122.19
660 FABP1 FABP1 fatty acid binding protein 1, liver 122.12
661 EMC7 EMC7 ER membrane protein complex subunit 7 121.56
662 ENSMODG00000003053 121.27
663 PHPT1 PHPT1 phosphohistidine phosphatase 1 120.81
664 ARF6 ARF6 ADP ribosylation factor 6 120.74
665 ENSMODG00000008582 120.57
666 KRT23 KRT23 keratin 23, type I 120.53
667 MAPK3 MAPK3 mitogen-activated protein kinase 3 120.39
668 C1QBP C1QBP complement component 1, q subcomponent binding protein 120.13
669 LMAN2 LMAN2 lectin, mannose-binding 2 120.09
670 MFGE8 MFGE8 milk fat globule-EGF factor 8 protein 119.91
671 GSR GSR glutathione reductase 119.66
672 PCK1 PCK1 phosphoenolpyruvate carboxykinase 1 (soluble) 119.37
673 TCN2 TCN2 transcobalamin 2 118.71
674 ENSMODG00000025585 (CTSC) cathepsin C 118.49
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Table S19: Monodelphis domestica Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

675 CRISPLD1 CRISPLD1 cysteine-rich secretory protein LCCL domain containing 1 118.26
676 ENSMODG00000016692 PSMA7 proteasome subunit alpha 7 118.26
677 CDC34 CDC34 cell division cycle 34 117.97
678 LSM2 LSM2 LSM2 homolog, U6 small nuclear RNA and mRNA degradation associated 117.74
679 ENSMODG00000001835 117.56
680 CCNI CCNI cyclin I 117.47
681 ENSMODG00000024227 116.74
682 PFDN1 PFDN1 prefoldin subunit 1 115.99
683 SMIM12 SMIM12 small integral membrane protein 12 115.95
684 GGH GGH gamma-glutamyl hydrolase (conjugase, folylpolygammaglutamyl hydrolase) 115.88
685 UQCC2 UQCC2 ubiquinol-cytochrome c reductase complex assembly factor 2 115.85
686 PAM16 PAM16 presequence translocase-associated motor 16 homolog (S. cerevisiae) 115.83
687 ENSMODG00000023972 (EVPL) envoplakin 115.80
688 ENSMODG00000014740 (YWHAQ) tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein,

theta
115.62

689 CHCHD2 CHCHD2 coiled-coil-helix-coiled-coil-helix domain containing 2 115.60
690 PSMB3 (PSMB3) proteasome subunit beta 3 115.29
691 ENSMODG00000015951 (YWHAZ) tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein,

zeta
115.07

692 FGA FGA fibrinogen alpha chain 114.48
693 ENSMODG00000005173 EIF3G eukaryotic translation initiation factor 3 subunit G 113.76
694 WDR83OS WDR83OS WD repeat domain 83 opposite strand 113.33
695 TSPAN3 TSPAN3 tetraspanin 3 112.81
696 SEPP1 SEPP1 selenoprotein P, plasma, 1 112.72
697 ENSMODG00000025372 112.24
698 ENSMODG00000007141 (GSTT2) glutathione S-transferase theta 2 (gene/pseudogene) 111.53
699 TMBIM1 TMBIM1 transmembrane BAX inhibitor motif containing 1 111.13
700 ENSMODG00000021273 (SELT) 110.89
701 NAA50 NAA50 N(alpha)-acetyltransferase 50, NatE catalytic subunit 110.79
702 ENSMODG00000010588 CCDC115 coiled-coil domain containing 115 110.75
703 ENSMODG00000025056 110.53
704 PDE6D PDE6D phosphodiesterase 6D 110.49
705 ENSMODG00000018452 (ATP6V1E1) ATPase, H+ transporting, lysosomal 31kDa, V1 subunit E1 110.43
706 ENSMODG00000024789 109.93
707 CAPNS1 CAPNS1 calpain, small subunit 1 109.89
708 BOLA3 BOLA3 bolA family member 3 109.59
709 C1orf43 C1orf43 chromosome 1 open reading frame 43 109.52
710 ENSMODG00000001015 (ACTB) actin, beta 109.49
711 NAPA NAPA N-ethylmaleimide-sensitive factor attachment protein, alpha 109.31
712 SRSF5 SRSF5 serine/arginine-rich splicing factor 5 109.29
713 RPL37A RPL37A ribosomal protein L37a 109.23
714 C12orf73 C12orf73 chromosome 12 open reading frame 73 109.05
715 PREP PREP prolyl endopeptidase 109.01
716 CRYZ CRYZ crystallin zeta 108.92
717 PDIA6 PDIA6 protein disulfide isomerase family A member 6 108.83
718 SRM SRM spermidine synthase 108.67
719 PLEKHJ1 PLEKHJ1 pleckstrin homology domain containing J1 108.46
720 RHOA RHOA ras homolog family member A 108.34
721 SCAND1 SCAND1 SCAN domain containing 1 108.17
722 MRPS16 MRPS16 mitochondrial ribosomal protein S16 107.71
723 ENSMODG00000023573 (EIF3J) eukaryotic translation initiation factor 3 subunit J 107.06
724 ENSMODG00000012391 (SERPINA1) serpin peptidase inhibitor, clade A (alpha-1 antiproteinase, antitrypsin), mem-

ber 1
107.01

725 SERPINH1 SERPINH1 serpin peptidase inhibitor, clade H (heat shock protein 47), member 1, (col-
lagen binding protein 1)

106.81

726 PSMA3 PSMA3 proteasome subunit alpha 3 106.51
727 SH3BGRL SH3BGRL SH3 domain binding glutamate-rich protein like 106.26
728 G6PD G6PD glucose-6-phosphate dehydrogenase 106.13
729 RAC1 RAC1 ras-related C3 botulinum toxin substrate 1 (rho family, small GTP binding

protein Rac1)
106.08

730 ENSMODG00000011306 (HBE1) hemoglobin subunit epsilon 1 105.95
731 APP APP amyloid beta (A4) precursor protein 105.73
732 SLC25A1 (SLC25A1) solute carrier family 25 (mitochondrial carrier; citrate transporter), member 1 105.42
733 SLC7A5 SLC7A5 solute carrier family 7 (amino acid transporter light chain, L system), member

5
105.36

734 ACADM ACADM acyl-CoA dehydrogenase, C-4 to C-12 straight chain 105.16
735 ANAPC13 ANAPC13 anaphase promoting complex subunit 13 105.06
736 PDCD6 PDCD6 programmed cell death 6 105.03
737 TAT TAT tyrosine aminotransferase 104.91
738 ENSMODG00000003917 AVPI1 arginine vasopressin induced 1 104.59
739 ARPC5L ARPC5L actin related protein 2/3 complex subunit 5-like 104.40
740 ATP5J ATP5J ATP synthase, H+ transporting, mitochondrial Fo complex subunit F6 104.33
741 LSM7 LSM7 LSM7 homolog, U6 small nuclear RNA and mRNA degradation associated 104.01
742 MRPL17 MRPL17 mitochondrial ribosomal protein L17 103.66
743 ENY2 ENY2 enhancer of yellow 2 homolog (Drosophila) 103.56
744 SPCS1 SPCS1 signal peptidase complex subunit 1 103.54
745 ENSMODG00000016293 103.48
746 ENSMODG00000012885 103.45
747 DPY30 DPY30 dpy-30, histone methyltransferase complex regulatory subunit 103.31
748 ENSMODG00000007536 ITGB1 integrin beta 1 103.08
749 VIM VIM vimentin 102.82
750 CSDE1 CSDE1 cold shock domain containing E1, RNA binding 102.60
751 ENSMODG00000009238 (HMGB1) high mobility group box 1 102.59
752 MCFD2 MCFD2 multiple coagulation factor deficiency 2 102.49
753 ADAMTS1 ADAMTS1 ADAM metallopeptidase with thrombospondin type 1 motif 1 102.44
754 FLAD1 FLAD1 flavin adenine dinucleotide synthetase 1 102.35
755 FKBP8 FKBP8 FK506 binding protein 8 102.10
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Table S19: Monodelphis domestica Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

756 POLR2F POLR2F polymerase (RNA) II (DNA directed) polypeptide F 102.00
757 B2M B2M beta-2-microglobulin 101.99
758 DR1 DR1 down-regulator of transcription 1 101.79
759 ENSMODG00000012794 ATP6V1G3 ATPase, H+ transporting, lysosomal 13kDa, V1 subunit G3 101.69
760 ENSMODG00000008433 101.50
761 ENSMODG00000002749 CYB5B cytochrome b5 type B (outer mitochondrial membrane) 101.38
762 ENSMODG00000023941 (HMGN1) high mobility group nucleosome binding domain 1 101.26
763 COA4 COA4 cytochrome c oxidase assembly factor 4 homolog 101.26
764 ZNF706 ZNF706 zinc finger protein 706 101.24
765 ENSMODG00000025424 (H3F3B) H3 histone, family 3B (H3.3B) 100.52
766 MSX2 MSX2 msh homeobox 2 100.48
767 SBDS SBDS Shwachman-Bodian-Diamond syndrome 100.48
768 BLMH BLMH bleomycin hydrolase 100.45
769 ENSMODG00000003287 100.45
770 CLDN7 CLDN7 claudin 7 100.40
771 RBM23 RBM23 RNA binding motif protein 23 100.13
772 PPP2R1A PPP2R1A protein phosphatase 2 regulatory subunit A, alpha 100.09
773 CCT7 CCT7 chaperonin containing TCP1, subunit 7 (eta) 100.08
774 RRAGB RRAGA Ras-related GTP binding A 100.02
775 FAM195A FAM195A family with sequence similarity 195 member A 99.67
776 UBE2Q1 UBE2Q1 ubiquitin conjugating enzyme E2Q family member 1 99.65
777 POLR2G POLR2G polymerase (RNA) II (DNA directed) polypeptide G 99.21
778 CDK2AP1 CDK2AP1 cyclin-dependent kinase 2 associated protein 1 98.82
779 FAM96B FAM96B family with sequence similarity 96 member B 98.74
780 YWHAB YWHAB tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein,

beta
98.67

781 WDR1 WDR1 WD repeat domain 1 98.62
782 MRPL36 MRPL36 mitochondrial ribosomal protein L36 98.20
783 PHF5A PHF5A PHD finger protein 5A 97.82
784 XBP1 XBP1 X-box binding protein 1 97.70
785 CAT CAT catalase 97.70
786 ENSA ENSA endosulfine alpha 97.48
787 ENSMODG00000003795 (TSPAN3) tetraspanin 3 97.37
788 FKBP4 FKBP4 FK506 binding protein 4 97.35
789 ENSMODG00000011980 GPI glucose-6-phosphate isomerase 97.33
790 RPS2 (RPS2) ribosomal protein S2 97.31
791 ENSMODG00000009203 CUTA cutA divalent cation tolerance homolog (E. coli) 97.30
792 DCTN6 DCTN6 dynactin subunit 6 97.24
793 ADM ADM adrenomedullin 97.22
794 C7orf55 C7orf55 chromosome 7 open reading frame 55 97.06
795 TST TST thiosulfate sulfurtransferase (rhodanese) 96.85
796 ADAMTS9 ADAMTS9 ADAM metallopeptidase with thrombospondin type 1 motif 9 96.47
797 EIF4EBP1 EIF4EBP1 eukaryotic translation initiation factor 4E binding protein 1 96.37
798 ENSMODG00000013151 PSMD8 proteasome 26S subunit, non-ATPase 8 95.99
799 RAB1B RAB1B RAB1B, member RAS oncogene family 95.97
800 PSMA5 PSMA5 proteasome subunit alpha 5 95.87
801 ENSMODG00000009896 ATP6V1D ATPase, H+ transporting, lysosomal 34kDa, V1 subunit D 95.76
802 ENSMODG00000013605 HIGD1A HIG1 hypoxia inducible domain family member 1A 95.65
803 OSTC OSTC oligosaccharyltransferase complex subunit (non-catalytic) 95.53
804 MORF4L2 MORF4L1 mortality factor 4 like 1 95.51
805 TPM3 TPM3 tropomyosin 3 95.37
806 ENSMODG00000024926 IER3IP1 immediate early response 3 interacting protein 1 95.36
807 ENSMODG00000028998 95.33
808 ENSMODG00000014940 TPT1 tumor protein, translationally-controlled 1 95.17
809 PEF1 PEF1 penta-EF-hand domain containing 1 95.14
810 ENSMODG00000005517 NUTF2 nuclear transport factor 2 95.00
811 ENSMODG00000003157 TRIAP1 TP53 regulated inhibitor of apoptosis 1 94.81
812 MRPS36 (MRPS36) mitochondrial ribosomal protein S36 94.47
813 NQO1 NQO1 NAD(P)H dehydrogenase, quinone 1 94.40
814 PKIG PKIG protein kinase (cAMP-dependent, catalytic) inhibitor gamma 94.32
815 ENSMODG00000005318 SEPHS2 selenophosphate synthetase 2 94.25
816 ENSMODG00000019803 (HNRNPA3) heterogeneous nuclear ribonucleoprotein A3 94.15
817 TAF10 TAF10 TATA-box binding protein associated factor 10 94.12
818 PRSS8 PRSS8 protease, serine 8 94.10
819 ENSMODG00000010069 TIMM17B translocase of inner mitochondrial membrane 17 homolog B (yeast) 93.93
820 MRPL14 MRPL14 mitochondrial ribosomal protein L14 93.79
821 RPS4Y1 RPS4X ribosomal protein S4, X-linked 93.74
822 CYB5R3 CYB5R3 cytochrome b5 reductase 3 93.71
823 DERL2 DERL2 derlin 2 93.57
824 GOLGA7 GOLGA7 golgin A7 93.36
825 IMP3 IMP3 IMP3, U3 small nucleolar ribonucleoprotein 93.23
826 SCARNA18 92.82
827 CSRP1 CSRP1 cysteine and glycine rich protein 1 92.61
828 SLIRP SLIRP SRA stem-loop interacting RNA binding protein 92.42
829 ENSMODG00000022503 NDUFS6 NADH:ubiquinone oxidoreductase subunit S6 92.39
830 CMAS CMAS cytidine monophosphate N-acetylneuraminic acid synthetase 92.37
831 CTNNBIP1 CTNNBIP1 catenin beta interacting protein 1 92.37
832 CIRBP CIRBP cold inducible RNA binding protein 92.26
833 ENSMODG00000024072 VAMP4 vesicle associated membrane protein 4 91.49
834 BSCL2 BSCL2 Berardinelli-Seip congenital lipodystrophy 2 (seipin) 91.35
835 PSME2 PSME2 proteasome activator subunit 2 91.25
836 DES DES desmin 90.92
837 ENSMODG00000010398 GNPDA1 glucosamine-6-phosphate deaminase 1 90.81
838 TMEM261 TMEM261 transmembrane protein 261 90.77
839 PRKAR1A PRKAR1A protein kinase, cAMP-dependent, regulatory subunit type I alpha 90.38
840 PGLS PGLS 6-phosphogluconolactonase 90.35
841 RPS28 (RPS28) ribosomal protein S28 90.32

238

http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=POLR2F
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=POLR2F
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=POLR2F
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=B2M
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=B2M
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=B2M
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=DR1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=DR1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=DR1
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=ENSMODG00000012794
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ATP6V1G3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ATP6V1G3
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=ENSMODG00000008433
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=ENSMODG00000002749
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CYB5B
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CYB5B
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=ENSMODG00000023941
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HMGN1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HMGN1
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=COA4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=COA4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=COA4
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=ZNF706
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ZNF706
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ZNF706
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=ENSMODG00000025424
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=H3F3B
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=H3F3B
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=MSX2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MSX2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MSX2
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=SBDS
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SBDS
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SBDS
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=BLMH
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=BLMH
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=BLMH
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=ENSMODG00000003287
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=CLDN7
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CLDN7
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CLDN7
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=RBM23
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RBM23
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RBM23
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=PPP2R1A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PPP2R1A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PPP2R1A
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=CCT7
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CCT7
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CCT7
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=RRAGB
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RRAGA
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RRAGA
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=FAM195A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FAM195A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FAM195A
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=UBE2Q1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=UBE2Q1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=UBE2Q1
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=POLR2G
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=POLR2G
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=POLR2G
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=CDK2AP1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CDK2AP1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CDK2AP1
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=FAM96B
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FAM96B
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FAM96B
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=YWHAB
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=YWHAB
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=YWHAB
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=YWHAB
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=WDR1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=WDR1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=WDR1
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=MRPL36
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MRPL36
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MRPL36
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=PHF5A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PHF5A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PHF5A
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=XBP1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=XBP1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=XBP1
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=CAT
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CAT
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CAT
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=ENSA
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ENSA
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ENSA
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=ENSMODG00000003795
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TSPAN3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TSPAN3
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=FKBP4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FKBP4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FKBP4
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=ENSMODG00000011980
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GPI
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GPI
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=RPS2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS2
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=ENSMODG00000009203
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CUTA
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CUTA
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=DCTN6
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=DCTN6
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=DCTN6
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=ADM
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ADM
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ADM
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=C7orf55
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=C7orf55
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=C7orf55
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=TST
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TST
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TST
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=ADAMTS9
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ADAMTS9
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ADAMTS9
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=EIF4EBP1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EIF4EBP1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EIF4EBP1
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=ENSMODG00000013151
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PSMD8
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PSMD8
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=RAB1B
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RAB1B
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RAB1B
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=PSMA5
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PSMA5
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PSMA5
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=ENSMODG00000009896
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ATP6V1D
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ATP6V1D
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=ENSMODG00000013605
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HIGD1A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HIGD1A
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=OSTC
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=OSTC
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=OSTC
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=MORF4L2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MORF4L1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MORF4L1
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=TPM3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TPM3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TPM3
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=ENSMODG00000024926
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=IER3IP1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=IER3IP1
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=ENSMODG00000028998
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=ENSMODG00000014940
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TPT1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TPT1
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=PEF1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PEF1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PEF1
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=ENSMODG00000005517
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NUTF2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NUTF2
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=ENSMODG00000003157
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TRIAP1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TRIAP1
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=MRPS36
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MRPS36
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MRPS36
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=NQO1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NQO1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NQO1
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=PKIG
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PKIG
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PKIG
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=ENSMODG00000005318
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SEPHS2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SEPHS2
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=ENSMODG00000019803
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HNRNPA3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HNRNPA3
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=TAF10
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TAF10
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TAF10
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=PRSS8
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PRSS8
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PRSS8
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=ENSMODG00000010069
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TIMM17B
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TIMM17B
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=MRPL14
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MRPL14
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MRPL14
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=RPS4Y1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS4X
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS4X
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=CYB5R3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CYB5R3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CYB5R3
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=DERL2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=DERL2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=DERL2
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=GOLGA7
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GOLGA7
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GOLGA7
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=IMP3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=IMP3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=IMP3
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=SCARNA18
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=CSRP1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CSRP1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CSRP1
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=SLIRP
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SLIRP
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SLIRP
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=ENSMODG00000022503
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NDUFS6
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NDUFS6
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=CMAS
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CMAS
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CMAS
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=CTNNBIP1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CTNNBIP1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CTNNBIP1
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=CIRBP
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CIRBP
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CIRBP
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=ENSMODG00000024072
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=VAMP4
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=VAMP4
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=BSCL2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=BSCL2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=BSCL2
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=PSME2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PSME2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PSME2
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=DES
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=DES
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=DES
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=ENSMODG00000010398
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GNPDA1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GNPDA1
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=TMEM261
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TMEM261
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TMEM261
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=PRKAR1A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PRKAR1A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PRKAR1A
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=PGLS
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PGLS
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PGLS
http://www.ensembl.org/Monodelphis_domestica/Gene/Summary?g=RPS28
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS28
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS28


3.15 Monodelphis domestica Placental Gene Expression 3 SPECIES EXPRESSION

Table S19: Monodelphis domestica Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

842 RTN4 RTN4 reticulon 4 90.28
843 SCD SCD stearoyl-CoA desaturase (delta-9-desaturase) 90.23
844 SUCO SUCO SUN domain containing ossification factor 90.22
845 MPZL2 MPZL2 myelin protein zero-like 2 90.18
846 TUBB6 TUBB6 tubulin, beta 6 class V 90.01
847 ENSMODG00000017548 89.93
848 NUCB2 NUCB2 nucleobindin 2 89.68
849 DHPS DHPS deoxyhypusine synthase 89.64
850 SRD5A2 SRD5A2 steroid-5-alpha-reductase, alpha polypeptide 2 (3-oxo-5 alpha-steroid delta 4-

dehydrogenase alpha 2)
89.58

851 PSMD6 PSMD6 proteasome 26S subunit, non-ATPase 6 89.39
852 LMO4 LMO4 LIM domain only 4 89.36
853 POLR2I POLR2I polymerase (RNA) II (DNA directed) polypeptide I, 14.5kDa 89.26
854 GOT2 GOT2 glutamic-oxaloacetic transaminase 2 89.03
855 SDC4 SDC4 syndecan 4 88.93
856 ENSMODG00000019234 PYURF PIGY upstream reading frame 88.73
857 PRDX6 PRDX6 peroxiredoxin 6 88.60
858 GHITM GHITM growth hormone inducible transmembrane protein 88.57
859 SDHC SDHC succinate dehydrogenase complex subunit C 88.47
860 ENSMODG00000015533 (HYPK) huntingtin interacting protein K 88.47
861 BSPRY BSPRY B-box and SPRY domain containing 88.21
862 NAGK NAGK N-acetylglucosamine kinase 88.18
863 ISG20 ISG20 interferon stimulated exonuclease gene 20kDa 87.97
864 MRPL28 MRPL28 mitochondrial ribosomal protein L28 87.84
865 CD2BP2 CD2BP2 CD2 (cytoplasmic tail) binding protein 2 87.72
866 ENSMODG00000023722 87.71
867 SLC41A2 SLC41A2 solute carrier family 41 (magnesium transporter), member 2 87.50
868 FGB FGB fibrinogen beta chain 87.41
869 LRAT LRAT lecithin retinol acyltransferase (phosphatidylcholine–retinol O-

acyltransferase)
87.41

870 ENSMODG00000009055 PDHA1 pyruvate dehydrogenase (lipoamide) alpha 1 87.40
871 CREG1 CREG1 cellular repressor of E1A-stimulated genes 1 87.33
872 AURKAIP1 AURKAIP1 aurora kinase A interacting protein 1 87.11
873 P4HB P4HB prolyl 4-hydroxylase, beta polypeptide 87.11
874 GORASP2 GORASP2 golgi reassembly stacking protein 2 87.03
875 C15orf62 C15orf62 chromosome 15 open reading frame 62 86.95
876 RPS20 RPS20 ribosomal protein S20 86.87
877 ATP5H ATP5H ATP synthase, H+ transporting, mitochondrial Fo complex subunit D 86.75
878 ENSMODG00000007541 EIF2S3 eukaryotic translation initiation factor 2 subunit gamma 86.72
879 ENSMODG00000004940 (PLS3) plastin 3 86.55
880 SEC62 SEC62 SEC62 homolog, preprotein translocation factor 86.52
881 EIF3L EIF3L eukaryotic translation initiation factor 3 subunit L 86.43
882 RBX1 RBX1 ring-box 1, E3 ubiquitin protein ligase 86.15
883 ENSMODG00000017412 86.09
884 YIF1B YIF1B Yip1 interacting factor homolog B (S. cerevisiae) 85.88
885 ENSMODG00000003806 SQSTM1 sequestosome 1 85.87
886 MCCD1 MCCD1 mitochondrial coiled-coil domain 1 85.85
887 ENSMODG00000000837 (TXN2) thioredoxin 2 85.84
888 PBDC1 PBDC1 polysaccharide biosynthesis domain containing 1 85.69
889 CCT8 CCT8 chaperonin containing TCP1, subunit 8 (theta) 85.37
890 ENSMODG00000015070 BABAM1 BRISC and BRCA1 A complex member 1 85.31
891 ENSMODG00000008594 85.28
892 SSR3 SSR3 signal sequence receptor, gamma (translocon-associated protein gamma) 85.17
893 MXD1 MXD1 MAX dimerization protein 1 85.00
894 ENSMODG00000001220 GSTK1 glutathione S-transferase kappa 1 84.90
895 BZW1 BZW1 basic leucine zipper and W2 domains 1 84.49
896 RPS15 RPS15 ribosomal protein S15 84.44
897 MPP1 MPP1 membrane protein, palmitoylated 1 84.44
898 DYNLT1 DYNLT1 dynein, light chain, Tctex-type 1 84.20
899 ENSMODG00000010871 (VPS28) vacuolar protein sorting 28 homolog (S. cerevisiae) 84.12
900 B4GALT3 B4GALT3 UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 3 83.69
901 SERTAD1 SERTAD1 SERTA domain containing 1 83.66
902 TAF13 TAF13 TATA-box binding protein associated factor 13 83.55
903 DAB2 DAB2 Dab, mitogen-responsive phosphoprotein, homolog 2 (Drosophila) 83.40
904 ENSMODG00000003437 MRPL23 mitochondrial ribosomal protein L23 83.40
905 LGALS2 LGALS2 lectin, galactoside-binding, soluble, 2 83.38
906 BAMBI BAMBI BMP and activin membrane-bound inhibitor 83.24
907 SPOCK2 SPOCK2 sparc/osteonectin, cwcv and kazal-like domains proteoglycan (testican) 2 83.24
908 Y_RNA 83.21
909 CCDC136 CCDC136 coiled-coil domain containing 136 82.99
910 GOLPH3 GOLPH3 golgi phosphoprotein 3 (coat-protein) 82.93
911 ENSMODG00000012060 82.83
912 PDIA3 PDIA3 protein disulfide isomerase family A member 3 82.79
913 LSM3 LSM3 LSM3 homolog, U6 small nuclear RNA and mRNA degradation associated 82.78
914 GJB1 GJB1 gap junction protein beta 1 82.47
915 SLC35A1 SLC35A1 solute carrier family 35 (CMP-sialic acid transporter), member A1 82.44
916 MRPL54 MRPL54 mitochondrial ribosomal protein L54 82.40
917 ENSMODG00000006894 (RNF11) ring finger protein 11 82.32
918 KDELR1 KDELR1 KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein retention receptor

1
81.81

919 POMP POMP proteasome maturation protein 81.78
920 CKM CKM creatine kinase, muscle 81.54
921 PSMC1 PSMC1 proteasome 26S subunit, ATPase 1 81.43
922 SPAM1 SPAM1 sperm adhesion molecule 1 (PH-20 hyaluronidase, zona pellucida binding) 81.25
923 ST6GALNAC6 ST6GALNAC4 ST6 (alpha-N-acetyl-neuraminyl-2,3-beta-galactosyl-1,3)-N-

acetylgalactosaminide alpha-2,6-sialyltransferase 4
81.22

924 GATA2 GATA2 GATA binding protein 2 80.96
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Table S19: Monodelphis domestica Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

925 RNF220 RNF220 ring finger protein 220 80.82
926 HADH HADH hydroxyacyl-CoA dehydrogenase 80.76
927 MRPS18B MRPS18B mitochondrial ribosomal protein S18B 80.63
928 PON2 PON2 paraoxonase 2 80.57
929 RPIA RPIA ribose 5-phosphate isomerase A 80.54
930 PPARD PPARD peroxisome proliferator-activated receptor delta 80.48
931 ENSMODG00000008253 RAB18 RAB18, member RAS oncogene family 80.36
932 SRSF8 SRSF2 serine/arginine-rich splicing factor 2 80.33
933 EEF1D EEF1D eukaryotic translation elongation factor 1 delta (guanine nucleotide exchange

protein)
80.18

934 MOB1B MOB1B MOB kinase activator 1B 80.04
935 RAD23B RAD23B RAD23 homolog B, nucleotide excision repair protein 79.99
936 ENSMODG00000010022 TXNDC5 thioredoxin domain containing 5 (endoplasmic reticulum) 79.96
937 CDC37 CDC37 cell division cycle 37 79.91
938 ADAMTS3 ADAMTS3 ADAM metallopeptidase with thrombospondin type 1 motif 3 79.84
939 NGLY1 NGLY1 N-glycanase 1 79.63
940 EMC4 EMC4 ER membrane protein complex subunit 4 79.62
941 C16orf72 C16orf72 chromosome 16 open reading frame 72 79.61
942 ARPP19 ARPP19 cAMP regulated phosphoprotein 19kDa 79.57
943 STMN3 STMN3 stathmin 3 79.50
944 PRMT1 PRMT1 protein arginine methyltransferase 1 79.46
945 ENSMODG00000010771 (VPS28) vacuolar protein sorting 28 homolog (S. cerevisiae) 79.45
946 DLGAP4 (DLGAP4) discs, large (Drosophila) homolog-associated protein 4 79.37
947 TPRG1L TPRG1L tumor protein p63 regulated 1-like 79.34
948 EVA1B EVA1B eva-1 homolog B (C. elegans) 79.28
949 RNF13 RNF13 ring finger protein 13 79.17
950 U6 79.03
951 CAP1 CAP1 CAP, adenylate cyclase-associated protein 1 (yeast) 79.01
952 TSPO TSPO translocator protein 78.54
953 MAN1B1 MAN1B1 mannosidase, alpha, class 1B, member 1 78.51
954 C8orf59 C8orf59 chromosome 8 open reading frame 59 78.48
955 TMEM53 TMEM53 transmembrane protein 53 78.46
956 TUBA1B TUBA1A tubulin, alpha 1a 78.08
957 SLC39A1 SLC39A1 solute carrier family 39 (zinc transporter), member 1 78.03
958 RNASEH2C RNASEH2C ribonuclease H2 subunit C 77.93
959 ENSMODG00000023133 77.59
960 ENSMODG00000019499 (PPAP2A) 77.59
961 VDAC2 VDAC2 voltage-dependent anion channel 2 77.36
962 RNF166 RNF166 ring finger protein 166 77.20
963 ENSMODG00000015908 (NCBP2) nuclear cap binding protein subunit 2 77.18
964 ENSMODG00000022790 (KRT75) keratin 75, type II 77.16
965 TNS3 TNS3 tensin 3 77.13
966 UQCRC1 UQCRC1 ubiquinol-cytochrome c reductase core protein I 76.99
967 SLC43A2 SLC43A2 solute carrier family 43 (amino acid system L transporter), member 2 76.97
968 COPZ2 COPZ2 coatomer protein complex subunit zeta 2 76.93
969 ENSMODG00000024142 (CMC2) C-x(9)-C motif containing 2 76.92
970 PGD PGD phosphogluconate dehydrogenase 76.79
971 CKS2 CKS2 CDC28 protein kinase regulatory subunit 2 76.67
972 ENSMODG00000024466 FXYD6 FXYD domain containing ion transport regulator 6 76.60
973 TXNDC8 TXNDC8 thioredoxin domain containing 8 (spermatozoa) 76.53
974 YPEL5 YPEL5 yippee like 5 76.41
975 UBE2B UBE2B ubiquitin conjugating enzyme E2B 76.41
976 GPR108 GPR108 G protein-coupled receptor 108 76.24
977 RAB11A RAB11A RAB11A, member RAS oncogene family 76.11
978 MRPL55 MRPL55 mitochondrial ribosomal protein L55 76.09
979 AKR1B1 AKR1B1 aldo-keto reductase family 1, member B1 (aldose reductase) 76.04
980 VIMP VIMP VCP-interacting membrane selenoprotein 75.45
981 ENSMODG00000001832 NUCKS1 nuclear casein kinase and cyclin-dependent kinase substrate 1 75.29
982 EIF3E EIF3E eukaryotic translation initiation factor 3 subunit E 75.28
983 ENSMODG00000000462 MAGOH mago homolog, exon junction complex core component 75.26
984 PDAP1 PDAP1 PDGFA associated protein 1 75.06
985 IDH1 IDH1 isocitrate dehydrogenase 1 (NADP+) 75.04
986 SEC61A1 SEC61A1 Sec61 translocon alpha 1 subunit 75.03
987 PIGT PIGT phosphatidylinositol glycan anchor biosynthesis class T 74.88
988 PPIH PPIH peptidylprolyl isomerase H (cyclophilin H) 74.84
989 PTGES3 PTGES3 prostaglandin E synthase 3 74.75
990 ENSMODG00000006813 74.54
991 CIB1 CIB1 calcium and integrin binding 1 74.53
992 VPS29 VPS29 VPS29 retromer complex component 74.52
993 JAGN1 JAGN1 jagunal homolog 1 74.33
994 CHCHD5 CHCHD5 coiled-coil-helix-coiled-coil-helix domain containing 5 74.30
995 TRAPPC4 (TRAPPC4) trafficking protein particle complex 4 74.28
996 ENSMODG00000024693 (ATP6V1D) ATPase, H+ transporting, lysosomal 34kDa, V1 subunit D 74.03
997 ENSMODG00000009978 (ARG2) arginase 2 74.02
998 RPN2 RPN2 ribophorin II 74.01
999 ENSMODG00000002575 73.97
1000 DUSP14 DUSP14 dual specificity phosphatase 14 73.85
1001 ENSMODG00000003708 CANX calnexin 73.74
1002 YIPF3 YIPF3 Yip1 domain family member 3 73.69
1003 SLC5A6 SLC5A6 solute carrier family 5 (sodium/multivitamin and iodide cotransporter), mem-

ber 6
73.55

1004 ITM2B ITM2B integral membrane protein 2B 73.53
1005 MRPS18C MRPS18C mitochondrial ribosomal protein S18C 73.40
1006 PERP PERP PERP, TP53 apoptosis effector 73.30
1007 AIMP1 AIMP1 aminoacyl tRNA synthetase complex-interacting multifunctional protein 1 73.29
1008 ENSMODG00000015526 VDAC3 voltage-dependent anion channel 3 73.21
1009 ACO2 ACO2 aconitase 2 72.94
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3.15 Monodelphis domestica Placental Gene Expression 3 SPECIES EXPRESSION

Table S19: Monodelphis domestica Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

1010 DDA1 DDA1 DET1 and DDB1 associated 1 72.85
1011 ATP6V1B2 ATP6V1B2 ATPase, H+ transporting, lysosomal 56/58kDa, V1 subunit B2 72.76
1012 ENSMODG00000013504 (CKB) creatine kinase, brain 72.71
1013 NONO NONO non-POU domain containing, octamer-binding 72.61
1014 TMEM50A TMEM50A transmembrane protein 50A 72.61
1015 REXO2 REXO2 RNA exonuclease 2 72.61
1016 PPP2CA PPP2CA protein phosphatase 2, catalytic subunit, alpha isozyme 72.58
1017 ENSMODG00000020427 (SEC11C) SEC11 homolog C, signal peptidase complex subunit 72.56
1018 MRPS12 MRPS12 mitochondrial ribosomal protein S12 72.55
1019 TMEM92 TMEM92 transmembrane protein 92 72.51
1020 SRSF3 SRSF3 serine/arginine-rich splicing factor 3 72.38
1021 TSC22D1 TSC22D1 TSC22 domain family member 1 72.28
1022 ILF2 ILF2 interleukin enhancer binding factor 2 72.26
1023 RNF5 RNF5 ring finger protein 5, E3 ubiquitin protein ligase 72.16
1024 UBE2R2 UBE2R2 ubiquitin conjugating enzyme E2R 2 72.06
1025 CTNNB1 CTNNB1 catenin beta 1 72.06
1026 CCT4 CCT4 chaperonin containing TCP1, subunit 4 (delta) 72.06
1027 CHSY1 CHSY1 chondroitin sulfate synthase 1 72.05
1028 ENSMODG00000006606 HNRNPC heterogeneous nuclear ribonucleoprotein C (C1/C2) 71.97
1029 RABGGTB RABGGTB Rab geranylgeranyltransferase, beta subunit 71.96
1030 PSMD7 PSMD7 proteasome 26S subunit, non-ATPase 7 71.90
1031 ENSMODG00000000768 71.80
1032 RHOBTB2 RHOBTB2 Rho-related BTB domain containing 2 71.60
1033 ENSMODG00000025070 (VAMP3) vesicle associated membrane protein 3 71.57
1034 PIP5K1A PIP5K1A phosphatidylinositol-4-phosphate 5-kinase, type I, alpha 71.51
1035 ARPC1A ARPC1A actin related protein 2/3 complex subunit 1A 71.50
1036 EPAS1 EPAS1 endothelial PAS domain protein 1 71.42
1037 IFT20 (IFT20) intraflagellar transport 20 71.19
1038 PLLP PLLP plasmolipin 71.13
1039 MRPL51 MRPL51 mitochondrial ribosomal protein L51 70.86
1040 PCNP PCNP PEST proteolytic signal containing nuclear protein 70.81
1041 C9orf16 C9orf16 chromosome 9 open reading frame 16 70.80
1042 ENSMODG00000008452 TOMM20 translocase of outer mitochondrial membrane 20 homolog (yeast) 70.78
1043 ENSMODG00000011628 (ARPC3) actin related protein 2/3 complex subunit 3 70.64
1044 CTSH CTSH cathepsin H 70.52
1045 AHSA1 AHSA1 AHA1, activator of heat shock 90kDa protein ATPase homolog 1 (yeast) 70.34
1046 ENSMODG00000006910 70.32
1047 ZNHIT1 ZNHIT1 zinc finger, HIT-type containing 1 70.28
1048 MRPL4 MRPL4 mitochondrial ribosomal protein L4 70.25
1049 SLC25A3 SLC25A3 solute carrier family 25 (mitochondrial carrier; phosphate carrier), member 3 70.19
1050 DCTN3 DCTN3 dynactin subunit 3 70.14
1051 PPA1 PPA1 pyrophosphatase (inorganic) 1 70.02
1052 POLDIP2 POLDIP2 polymerase (DNA-directed), delta interacting protein 2 69.97
1053 MRPL41 MRPL41 mitochondrial ribosomal protein L41 69.91
1054 KDELR3 KDELR3 KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein retention receptor

3
69.80

1055 ENSMODG00000021142 (TAX1BP1) Tax1 (human T-cell leukemia virus type I) binding protein 1 69.79
1056 SNORA8 69.78
1057 RAB11B RAB11B RAB11B, member RAS oncogene family 69.72
1058 ATP1A1 ATP1A1 ATPase, Na+/K+ transporting, alpha 1 polypeptide 69.58
1059 BET1L BET1L Bet1 golgi vesicular membrane trafficking protein like 69.43
1060 SYPL1 SYPL1 synaptophysin-like 1 69.42
1061 ENSMODG00000012147 PSMD9 proteasome 26S subunit, non-ATPase 9 69.36
1062 TMEM203 TMEM203 transmembrane protein 203 69.23
1063 ENSMODG00000025100 (ACP1) acid phosphatase 1, soluble 69.21
1064 PUF60 (PUF60) poly(U) binding splicing factor 60KDa 69.07
1065 LURAP1L LURAP1L leucine rich adaptor protein 1-like 68.95
1066 PITPNA PITPNA phosphatidylinositol transfer protein alpha 68.83
1067 RPL22 RPL22 ribosomal protein L22 68.81
1068 ENSMODG00000004410 (CALM1) calmodulin 1 (phosphorylase kinase, delta) 68.68
1069 PEA15 PEA15 phosphoprotein enriched in astrocytes 15 68.67
1070 AMPD2 AMPD2 adenosine monophosphate deaminase 2 68.62
1071 NDUFV1 NDUFV1 NADH:ubiquinone oxidoreductase core subunit V1 68.58
1072 BHMT BHMT betaine–homocysteine S-methyltransferase 68.54
1073 DNAJC19 DNAJC19 DnaJ heat shock protein family (Hsp40) member C19 68.51
1074 ENSMODG00000009113 68.51
1075 ENSMODG00000001921 68.51
1076 F3 F3 coagulation factor III (thromboplastin, tissue factor) 68.45
1077 PTGS2 PTGS2 prostaglandin-endoperoxide synthase 2 (prostaglandin G/H synthase and cy-

clooxygenase)
68.45

1078 DBNDD2 SYS1 Sys1 golgi trafficking protein 68.29
1079 SHISA5 SHISA5 shisa family member 5 68.23
1080 YPEL3 YPEL3 yippee like 3 68.16
1081 ITFG1 ITFG1 integrin alpha FG-GAP repeat containing 1 68.12
1082 ENSMODG00000019648 68.00
1083 RAP1B RAP1B RAP1B, member of RAS oncogene family 67.93
1084 ENSMODG00000024204 67.93
1085 RMDN3 RMDN3 regulator of microtubule dynamics 3 67.73
1086 DNAJC15 DNAJC15 DnaJ heat shock protein family (Hsp40) member C15 67.69
1087 CLTC CLTC clathrin, heavy chain (Hc) 67.63
1088 ACOT8 ACOT8 acyl-CoA thioesterase 8 67.61
1089 PRDX5 PRDX5 peroxiredoxin 5 67.59
1090 FAM107B FAM107B family with sequence similarity 107 member B 67.56
1091 TMEM88 TMEM88 transmembrane protein 88 67.53
1092 TMEM134 TMEM134 transmembrane protein 134 67.38
1093 ENSMODG00000002001 PA2G4 proliferation-associated 2G4 67.23
1094 ENSMODG00000021232 RNF7 ring finger protein 7 67.11
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Table S19: Monodelphis domestica Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

1095 RHOC RHOC ras homolog family member C 67.06
1096 SPAG7 SPAG7 sperm associated antigen 7 66.71
1097 GNAI3 GNAI3 guanine nucleotide binding protein (G protein), alpha inhibiting activity

polypeptide 3
66.57

1098 EPDR1 EPDR1 ependymin related 1 66.56
1099 TMEM30A TMEM30A transmembrane protein 30A 66.47
1100 ENSMODG00000005944 ARL6IP1 ADP ribosylation factor like GTPase 6 interacting protein 1 66.41
1101 BLVRB BLVRB biliverdin reductase B 66.40
1102 NRBP2 (NRBP2) nuclear receptor binding protein 2 66.37
1103 ENSMODG00000024962 66.27
1104 PRKCSH PRKCSH protein kinase C substrate 80K-H 66.07
1105 SNRPF SNRPF small nuclear ribonucleoprotein polypeptide F 66.03
1106 IER2 IER2 immediate early response 2 65.91
1107 ASNA1 ASNA1 arsA arsenite transporter, ATP-binding, homolog 1 (bacterial) 65.82
1108 PMM1 PMM1 phosphomannomutase 1 65.81
1109 snoU2-30 65.75
1110 ENSMODG00000022954 (EIF1) eukaryotic translation initiation factor 1 65.56
1111 RNF10 RNF10 ring finger protein 10 65.38
1112 RAB3D RAB3D RAB3D, member RAS oncogene family 65.32
1113 TOMM22 TOMM22 translocase of outer mitochondrial membrane 22 homolog (yeast) 65.30
1114 PLEK2 PLEK2 pleckstrin 2 65.28
1115 GPRC5C GPRC5C G protein-coupled receptor, class C, group 5, member C 65.15
1116 ENSMODG00000009937 CSNK1A1 casein kinase 1, alpha 1 65.09
1117 ACTL6A ACTL6A actin like 6A 65.07
1118 HIF1A HIF1A hypoxia inducible factor 1, alpha subunit (basic helix-loop-helix transcription

factor)
64.96

1119 UBE2I UBE2I ubiquitin conjugating enzyme E2I 64.92
1120 MOCS2 MOCS2 molybdenum cofactor synthesis 2 64.88
1121 ACTR3 ACTR3 ARP3 actin-related protein 3 homolog (yeast) 64.84
1122 ILK ILK integrin linked kinase 64.84
1123 ENSMODG00000011967 (ETFA) electron-transfer-flavoprotein, alpha polypeptide 64.81
1124 ENSMODG00000019805 PPP1R2 protein phosphatase 1 regulatory inhibitor subunit 2 64.79
1125 UROD UROD uroporphyrinogen decarboxylase 64.77
1126 MTURN MTURN maturin, neural progenitor differentiation regulator homolog (Xenopus) 64.76
1127 MRPS24 MRPS24 mitochondrial ribosomal protein S24 64.75
1128 VPS37A VPS37A vacuolar protein sorting 37 homolog A (S. cerevisiae) 64.72
1129 ENSMODG00000025362 RAB9A RAB9A, member RAS oncogene family 64.61
1130 CHCHD7 CHCHD7 coiled-coil-helix-coiled-coil-helix domain containing 7 64.59
1131 RPS27L RPS27L ribosomal protein S27 like 64.55
1132 EIF4E2 EIF4E2 eukaryotic translation initiation factor 4E family member 2 64.50
1133 PPP1CB PPP1CB protein phosphatase 1, catalytic subunit, beta isozyme 64.34
1134 CBX3 CBX3 chromobox 3 64.28
1135 HMGCS1 HMGCS1 3-hydroxy-3-methylglutaryl-CoA synthase 1 64.18
1136 NAA10 NAA10 N(alpha)-acetyltransferase 10, NatA catalytic subunit 64.16
1137 SSSCA1 SSSCA1 Sjogren syndrome/scleroderma autoantigen 1 64.14
1138 PAM PAM peptidylglycine alpha-amidating monooxygenase 64.04
1139 NDUFB5 NDUFB5 NADH:ubiquinone oxidoreductase subunit B5 64.02
1140 RCAN1 RCAN1 regulator of calcineurin 1 64.02
1141 CALD1 CALD1 caldesmon 1 63.99
1142 CELF3 CELF3 CUGBP, Elav-like family member 3 63.97
1143 ENSMODG00000006904 (C19orf43) chromosome 19 open reading frame 43 63.88
1144 ARL1 ARL1 ADP ribosylation factor like GTPase 1 63.78
1145 VPS25 VPS25 vacuolar protein sorting 25 homolog (S. cerevisiae) 63.72
1146 SMIM19 SMIM19 small integral membrane protein 19 63.72
1147 ENSMODG00000022958 (GABARAPL1) GABA(A) receptor-associated protein like 1 63.61
1148 CDC42EP3 CDC42EP3 CDC42 effector protein (Rho GTPase binding) 3 63.58
1149 ARHGDIA ARHGDIA Rho GDP dissociation inhibitor (GDI) alpha 63.47
1150 GIPC1 GIPC1 GIPC PDZ domain containing family member 1 63.34
1151 C9orf142 C9orf142 chromosome 9 open reading frame 142 63.26
1152 SLC31A2 SLC31A2 solute carrier family 31 (copper transporter), member 2 63.26
1153 PGRMC1 PGRMC1 progesterone receptor membrane component 1 63.25
1154 CHMP1A CHMP1A charged multivesicular body protein 1A 63.11
1155 GBA GBA glucosidase, beta, acid 63.11
1156 EFNA1 EFNA1 ephrin-A1 63.05
1157 APLP2 APLP2 amyloid beta (A4) precursor-like protein 2 63.00
1158 SCAMP2 SCAMP2 secretory carrier membrane protein 2 62.85
1159 SAP18 SAP18 Sin3A associated protein 18kDa 62.78
1160 ENSMODG00000014339 VMP1 vacuole membrane protein 1 62.67
1161 NUP50 NUP50 nucleoporin 50kDa 62.62
1162 ENSMODG00000025052 62.45
1163 ENSMODG00000006516 VKORC1L1 vitamin K epoxide reductase complex subunit 1 like 1 62.29
1164 GLRX5 GLRX5 glutaredoxin 5 62.12
1165 H2AFZ (H2AFZ) H2A histone family member Z 62.01
1166 CALU CALU calumenin 61.89
1167 ENSMODG00000012305 HSPE1-MOB4 HSPE1-MOB4 readthrough 61.89
1168 ENSMODG00000008785 (HMGB1) high mobility group box 1 61.82
1169 LAP3 LAP3 leucine aminopeptidase 3 61.79
1170 GCNT1 GCNT1 glucosaminyl (N-acetyl) transferase 1, core 2 61.77
1171 HDLBP HDLBP high density lipoprotein binding protein 61.72
1172 ENTPD8 ENTPD8 ectonucleoside triphosphate diphosphohydrolase 8 61.72
1173 GATM GATM glycine amidinotransferase (L-arginine:glycine amidinotransferase) 61.71
1174 SLC27A2 SLC27A2 solute carrier family 27 (fatty acid transporter), member 2 61.58
1175 EHD1 EHD1 EH domain containing 1 61.54
1176 ASS1 ASS1 argininosuccinate synthase 1 61.53
1177 UBA1 UBA1 ubiquitin-like modifier activating enzyme 1 61.53
1178 LASP1 LASP1 LIM and SH3 protein 1 61.34
1179 COMT COMT catechol-O-methyltransferase 61.23
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Table S19: Monodelphis domestica Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

1180 NDFIP1 NDFIP1 Nedd4 family interacting protein 1 61.22
1181 PPL PPL periplakin 61.22
1182 RNF114 RNF114 ring finger protein 114 61.14
1183 WFS1 WFS1 Wolfram syndrome 1 (wolframin) 61.14
1184 ENSMODG00000018506 GDI2 GDP dissociation inhibitor 2 61.13
1185 ENSMODG00000023202 (ACTB) actin, beta 61.09
1186 PDCD10 PDCD10 programmed cell death 10 61.02
1187 JUP JUP junction plakoglobin 61.00
1188 NDUFS1 NDUFS1 NADH:ubiquinone oxidoreductase core subunit S1 60.98
1189 TMEM219 TMEM219 transmembrane protein 219 60.88
1190 ENSMODG00000024346 (PNP) purine nucleoside phosphorylase 60.86
1191 PPP4C PPP4C protein phosphatase 4 catalytic subunit 60.85
1192 STRAP STRAP serine/threonine kinase receptor associated protein 60.75
1193 TUBB TUBB tubulin, beta class I 60.74
1194 MRPL16 MRPL16 mitochondrial ribosomal protein L16 60.70
1195 ENSMODG00000025360 (RPS15A) ribosomal protein S15a 60.68
1196 GYLTL1B GYLTL1B glycosyltransferase-like 1B 60.45
1197 SEC11C (SEC11C) SEC11 homolog C, signal peptidase complex subunit 60.33
1198 SEC11A SEC11A SEC11 homolog A, signal peptidase complex subunit 60.26
1199 ENSMODG00000018021 (EIF5A) eukaryotic translation initiation factor 5A 60.25
1200 HSPD1 HSPD1 heat shock protein family D (Hsp60) member 1 60.25
1201 ECHS1 ECHS1 enoyl-CoA hydratase, short chain, 1, mitochondrial 60.24
1202 FUS FUS FUS RNA binding protein 60.23
1203 ATP6V1A ATP6V1A ATPase, H+ transporting, lysosomal 70kDa, V1 subunit A 60.21
1204 TCF25 TCF25 transcription factor 25 (basic helix-loop-helix) 60.19
1205 LIPC LIPC lipase, hepatic 60.18
1206 TEAD4 TEAD4 TEA domain family member 4 60.13
1207 MMGT1 MMGT1 membrane magnesium transporter 1 60.00
1208 RNF130 RNF130 ring finger protein 130 60.00
1209 MRPS18A MRPS18A mitochondrial ribosomal protein S18A 59.97
1210 DHRS1 DHRS1 dehydrogenase/reductase (SDR family) member 1 59.95
1211 ENSMODG00000023252 59.87
1212 CNOT7 CNOT7 CCR4-NOT transcription complex subunit 7 59.83
1213 CTSZ CTSZ cathepsin Z 59.69
1214 LLGL2 LLGL2 lethal giant larvae homolog 2 (Drosophila) 59.64
1215 RAB24 RAB24 RAB24, member RAS oncogene family 59.63
1216 DAP DAP death-associated protein 59.56
1217 ZFAND6 ZFAND6 zinc finger, AN1-type domain 6 59.56
1218 BAX BAX BCL2-associated X protein 59.53
1219 ABHD17C ABHD17C abhydrolase domain containing 17C 59.52
1220 ENSMODG00000021097 (DDX3X) DEAD (Asp-Glu-Ala-Asp) box helicase 3, X-linked 59.38
1221 KCMF1 KCMF1 potassium channel modulatory factor 1 59.31
1222 EIF3H EIF3H eukaryotic translation initiation factor 3 subunit H 59.11
1223 SBSPON SBSPON somatomedin B and thrombospondin type 1 domain containing 58.99
1224 CXorf56 CXorf56 chromosome X open reading frame 56 58.96
1225 PSMD3 PSMD3 proteasome 26S subunit, non-ATPase 3 58.91
1226 TMEM223 TMEM223 transmembrane protein 223 58.88
1227 PISD PISD phosphatidylserine decarboxylase 58.81
1228 PSMD13 PSMD13 proteasome 26S subunit, non-ATPase 13 58.69
1229 YWHAH YWHAH tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein,

eta
58.69

1230 DPH5 DPH5 diphthamide biosynthesis 5 58.65
1231 FKBP1B FKBP1B FK506 binding protein 1B 58.56
1232 STMN1 STMN1 stathmin 1 58.50
1233 ENSMODG00000005764 TAF7 TATA-box binding protein associated factor 7 58.46
1234 HNRNPA0 HNRNPA0 heterogeneous nuclear ribonucleoprotein A0 58.38
1235 HN1 HN1 hematological and neurological expressed 1 58.35
1236 ENSMODG00000023134 PPP1R11 protein phosphatase 1 regulatory inhibitor subunit 11 58.30
1237 CLIC4 CLIC4 chloride intracellular channel 4 58.24
1238 COQ5 COQ5 coenzyme Q5, methyltransferase 58.21
1239 CAPG CAPG capping protein (actin filament), gelsolin-like 58.14
1240 GCM1 GCM1 glial cells missing homolog 1 (Drosophila) 58.06
1241 NRTN NRTN neurturin 57.92
1242 SLC2A1 SLC2A1 solute carrier family 2 (facilitated glucose transporter), member 1 57.80
1243 SEPT2 SEPT2 septin 2 57.78
1244 AFMID AFMID arylformamidase 57.76
1245 TMEM179B TMEM179B transmembrane protein 179B 57.61
1246 SLC25A33 SLC25A33 solute carrier family 25 (pyrimidine nucleotide carrier), member 33 57.59
1247 MARVELD3 MARVELD3 MARVEL domain containing 3 57.55
1248 SEC23B SEC23B Sec23 homolog B, COPII coat complex component 57.54
1249 ENSMODG00000007303 PSMA1 proteasome subunit alpha 1 57.48
1250 PEX7 PEX7 peroxisomal biogenesis factor 7 57.45
1251 ENSMODG00000001163 HMOX1 heme oxygenase 1 57.42
1252 PSMC5 PSMC5 proteasome 26S subunit, ATPase 5 57.39
1253 TXNRD1 TXNRD1 thioredoxin reductase 1 57.35
1254 FHL1 FHL1 four and a half LIM domains 1 57.21
1255 ANXA7 MSS51 MSS51 mitochondrial translational activator 57.18
1256 ENSMODG00000024900 (RPL8) ribosomal protein L8 57.16
1257 ENSMODG00000005051 (KIF1C) kinesin family member 1C 57.16
1258 PBX2 PBX2 pre-B-cell leukemia homeobox 2 57.10
1259 GLRX3 GLRX3 glutaredoxin 3 57.05
1260 ECI1 ECI1 enoyl-CoA delta isomerase 1 56.95
1261 TTC32 TTC32 tetratricopeptide repeat domain 32 56.88
1262 KRTCAP3 KRTCAP3 keratinocyte associated protein 3 56.87
1263 SLC15A4 SLC15A4 solute carrier family 15 (oligopeptide transporter), member 4 56.83
1264 PFKL PFKL phosphofructokinase, liver 56.79
1265 SCEL SCEL sciellin 56.77
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Table S19: Monodelphis domestica Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

1266 KLHDC2 KLHDC2 kelch domain containing 2 56.76
1267 HDDC3 HDDC3 HD domain containing 3 56.65
1268 CHAC1 CHAC1 ChaC glutathione-specific gamma-glutamylcyclotransferase 1 56.64
1269 UBL4A (UBL4A) ubiquitin like 4A 56.54
1270 RASSF7 RASSF7 Ras association (RalGDS/AF-6) domain family (N-terminal) member 7 56.54
1271 ENSMODG00000019188 (CXCL2) chemokine (C-X-C motif) ligand 2 56.52
1272 DYNLT3 DYNLT3 dynein, light chain, Tctex-type 3 56.52
1273 ENSMODG00000010207 (RP11-12J10.3) 56.49
1274 CNPY3 CNPY3 canopy FGF signaling regulator 3 56.48
1275 CCDC167 CCDC167 coiled-coil domain containing 167 56.48
1276 ENSMODG00000015601 RAN RAN, member RAS oncogene family 56.45
1277 HAX1 HAX1 HCLS1 associated protein X-1 56.40
1278 SLC35E3 SLC35E3 solute carrier family 35 member E3 56.36
1279 ANAPC16 ANAPC16 anaphase promoting complex subunit 16 56.23
1280 POLR2E POLR2E polymerase (RNA) II (DNA directed) polypeptide E, 25kDa 56.17
1281 COMMD1 COMMD1 copper metabolism (Murr1) domain containing 1 56.11
1282 MARCH2 MARCH2 membrane associated ring-CH-type finger 2 56.06
1283 C1orf131 C1orf131 chromosome 1 open reading frame 131 56.01
1284 GTF2A2 GTF2A2 general transcription factor IIA 2 56.01
1285 IGFBP7 IGFBP7 insulin like growth factor binding protein 7 55.98
1286 ERLEC1 ERLEC1 endoplasmic reticulum lectin 1 55.96
1287 HIBCH HIBCH 3-hydroxyisobutyryl-CoA hydrolase 55.95
1288 VAT1 VAT1 vesicle amine transport 1 55.91
1289 ENSMODG00000000814 (CD9) CD9 molecule 55.87
1290 TMEM208 TMEM208 transmembrane protein 208 55.79
1291 TRAPPC5 TRAPPC5 trafficking protein particle complex 5 55.71
1292 snoU2_19 55.69
1293 ENSMODG00000009436 (HNRNPH1) heterogeneous nuclear ribonucleoprotein H1 (H) 55.65
1294 POLB POLB polymerase (DNA directed), beta 55.56
1295 RHOG RHOG ras homolog family member G 55.53
1296 GLTP GLTP glycolipid transfer protein 55.44
1297 HRAS HRAS Harvey rat sarcoma viral oncogene homolog 55.32
1298 AKTIP AKTIP AKT interacting protein 55.30
1299 PMVK PMVK phosphomevalonate kinase 55.25
1300 VDAC1 VDAC1 voltage-dependent anion channel 1 55.20
1301 LSM8 LSM8 LSM8 homolog, U6 small nuclear RNA associated 55.12
1302 SSU72 SSU72 SSU72 homolog, RNA polymerase II CTD phosphatase 55.11
1303 MID1IP1 MID1IP1 MID1 interacting protein 1 55.10
1304 HAAO HAAO 3-hydroxyanthranilate 3,4-dioxygenase 55.10
1305 RPS6KA1 RPS6KA1 ribosomal protein S6 kinase, 90kDa, polypeptide 1 55.09
1306 ETFB ETFB electron-transfer-flavoprotein, beta polypeptide 54.83
1307 MRPL3 MRPL3 mitochondrial ribosomal protein L3 54.54
1308 TOB1 TOB1 transducer of ERBB2, 1 54.53
1309 IFI6 IFI6 interferon, alpha-inducible protein 6 54.47
1310 MRPL40 MRPL40 mitochondrial ribosomal protein L40 54.46
1311 ENSMODG00000013617 (POLR2J) polymerase (RNA) II (DNA directed) polypeptide J, 13.3kDa 54.46
1312 ENSMODG00000005721 (CARHSP1) calcium regulated heat stable protein 1 54.39
1313 TMED10 TMED10 transmembrane p24 trafficking protein 10 54.34
1314 TSPAN33 TSPAN33 tetraspanin 33 54.34
1315 RAB10 RAB10 RAB10, member RAS oncogene family 54.34
1316 ENSMODG00000024503 (HSBP1) heat shock factor binding protein 1 54.33
1317 HNRNPU HNRNPU heterogeneous nuclear ribonucleoprotein U (scaffold attachment factor A) 54.18
1318 GABRP GABRP gamma-aminobutyric acid (GABA) A receptor, pi 54.08
1319 MAPRE1 MAPRE1 microtubule associated protein RP/EB family member 1 53.79
1320 ABCG2 ABCG2 ATP binding cassette subfamily G member 2 (Junior blood group) 53.76
1321 TRAF4 TRAF4 TNF receptor associated factor 4 53.75
1322 MTCH2 MTCH2 mitochondrial carrier 2 53.74
1323 ENSMODG00000005208 IDH3B isocitrate dehydrogenase 3 (NAD+) beta 53.73
1324 ENSMODG00000002756 (GLUD1) glutamate dehydrogenase 1 53.72
1325 GLRX2 GLRX2 glutaredoxin 2 53.71
1326 SLC7A6 SLC7A6 solute carrier family 7 (amino acid transporter light chain, y+L system), mem-

ber 6
53.67

1327 DERL3 DERL3 derlin 3 53.67
1328 IL1A IL1A interleukin 1 alpha 53.64
1329 B9D2 B9D2 B9 protein domain 2 53.63
1330 KCNK6 KCNK6 potassium channel, two pore domain subfamily K, member 6 53.59
1331 IDH3G IDH3G isocitrate dehydrogenase 3 (NAD+) gamma 53.54
1332 MRPL49 MRPL49 mitochondrial ribosomal protein L49 53.50
1333 POLR1D POLR1D polymerase (RNA) I polypeptide D 53.49
1334 HNRNPA1L2 HNRNPA1L2 heterogeneous nuclear ribonucleoprotein A1-like 2 53.48
1335 ACAT2 ACAT2 acetyl-CoA acetyltransferase 2 53.48
1336 PDHB PDHB pyruvate dehydrogenase (lipoamide) beta 53.47
1337 ABHD14B ABHD14B abhydrolase domain containing 14B 53.42
1338 AK2 AK2 adenylate kinase 2 53.33
1339 RAB14 RAB14 RAB14, member RAS oncogene family 53.33
1340 ENSMODG00000011147 ARHGAP27 Rho GTPase activating protein 27 53.32
1341 ENSMODG00000008869 ATP6AP1 ATPase, H+ transporting, lysosomal accessory protein 1 53.25
1342 OSER1 OSER1 oxidative stress responsive serine-rich 1 53.21
1343 ADIPOR1 ADIPOR1 adiponectin receptor 1 53.21
1344 SMARCD2 SMARCD2 SWI/SNF related, matrix associated, actin dependent regulator of chromatin,

subfamily d, member 2
53.13

1345 ENSMODG00000010191 UBE2V2 ubiquitin conjugating enzyme E2 variant 2 52.98
1346 FN1 FN1 fibronectin 1 52.94
1347 TM9SF3 TM9SF3 transmembrane 9 superfamily member 3 52.93
1348 MRPL19 MRPL19 mitochondrial ribosomal protein L19 52.83
1349 ENSMODG00000012050 CTNNA1 catenin alpha 1 52.82
1350 ACSL1 ACSL1 acyl-CoA synthetase long-chain family member 1 52.77
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Table S19: Monodelphis domestica Placental Gene Expression of all genes with FPKM ≥ 50

Gene symbol Human Symbol Human Name FPKM

1351 AAMP AAMP angio associated migratory cell protein 52.75
1352 ENSMODG00000015503 (PNKD) paroxysmal nonkinesigenic dyskinesia 52.70
1353 ATP6V1B1 ATP6V1B1 ATPase, H+ transporting, lysosomal 56/58kDa, V1 subunit B1 52.63
1354 ENSMODG00000001854 TK1 thymidine kinase 1, soluble 52.61
1355 ENSMODG00000008207 (RPL7) ribosomal protein L7 52.58
1356 CYB5A CYB5A cytochrome b5 type A (microsomal) 52.57
1357 ENSMODG00000025135 (MCTS1) malignant T-cell amplified sequence 1 52.51
1358 ENSMODG00000023693 (SRSF7) serine/arginine-rich splicing factor 7 52.48
1359 ENSMODG00000023231 52.46
1360 GTF3C6 (AMD1) adenosylmethionine decarboxylase 1 52.42
1361 ENSMODG00000027314 (HMGN2) high mobility group nucleosomal binding domain 2 52.39
1362 USF2 USF2 upstream transcription factor 2, c-fos interacting 52.39
1363 ARF4 ARF4 ADP ribosylation factor 4 52.30
1364 LDHA (LDHA) lactate dehydrogenase A 52.29
1365 ZFYVE21 ZFYVE21 zinc finger, FYVE domain containing 21 52.28
1366 ENSMODG00000025180 (PSMB2) proteasome subunit beta 2 52.25
1367 ENSMODG00000003801 HNRNPM heterogeneous nuclear ribonucleoprotein M 52.20
1368 ZDHHC7 ZDHHC7 zinc finger, DHHC-type containing 7 52.05
1369 ORAOV1 ORAOV1 oral cancer overexpressed 1 51.99
1370 SAP30L SAP30L SAP30-like 51.97
1371 PDCD5 PDCD5 programmed cell death 5 51.93
1372 PSMD14 PSMD14 proteasome 26S subunit, non-ATPase 14 51.88
1373 STUB1 STUB1 STIP1 homology and U-box containing protein 1, E3 ubiquitin protein ligase 51.78
1374 SFT2D2 SFT2D2 SFT2 domain containing 2 51.66
1375 ENSMODG00000029549 51.66
1376 HMGB3 HMGB3 high mobility group box 3 51.64
1377 ENSMODG00000025685 (SNAPC5) small nuclear RNA activating complex polypeptide 5 51.63
1378 ENSMODG00000000689 (TUBA1A) tubulin, alpha 1a 51.63
1379 SDHA SDHA succinate dehydrogenase complex subunit A, flavoprotein (Fp) 51.62
1380 WBP1 WBP1 WW domain binding protein 1 51.52
1381 MIF4GD MIF4GD MIF4G domain containing 51.51
1382 DPP4 DPP4 dipeptidyl-peptidase 4 51.46
1383 SCP2 SCP2 sterol carrier protein 2 51.45
1384 RAB5A RAB5A RAB5A, member RAS oncogene family 51.34
1385 H1FX H1FX H1 histone family member X 51.34
1386 TEX264 TEX264 testis expressed 264 51.32
1387 DLST DLST dihydrolipoamide S-succinyltransferase (E2 component of 2-oxo-glutarate

complex)
51.32

1388 ENSMODG00000000169 CWC15 CWC15 spliceosome-associated protein 51.17
1389 DPYD DPYD dihydropyrimidine dehydrogenase 51.11
1390 ENSMODG00000007780 (ATP12A) ATPase, H+/K+ transporting, nongastric, alpha polypeptide 51.08
1391 PEPD PEPD peptidase D 51.08
1392 TMED7-TICAM2 TICAM2 toll-like receptor adaptor molecule 2 51.04
1393 ENSMODG00000001143 (CH507-9B2.3) 51.03
1394 MRPL35 MRPL35 mitochondrial ribosomal protein L35 51.00
1395 PTTG1IP PTTG1IP pituitary tumor-transforming 1 interacting protein 50.97
1396 SEC22B SEC22B SEC22 homolog B, vesicle trafficking protein (gene/pseudogene) 50.95
1397 HADHB HADHB hydroxyacyl-CoA dehydrogenase/3-ketoacyl-CoA thiolase/enoyl-CoA hy-

dratase (trifunctional protein), beta subunit
50.73

1398 ENSMODG00000023995 50.72
1399 MAF1 MAF1 MAF1 homolog, negative regulator of RNA polymerase III 50.69
1400 EIF5A2 EIF5A2 eukaryotic translation initiation factor 5A2 50.65
1401 ILVBL ILVBL ilvB (bacterial acetolactate synthase)-like 50.65
1402 ENSMODG00000005175 ALG13 ALG13, UDP-N-acetylglucosaminyltransferase subunit 50.65
1403 ENSMODG00000018992 (HNRNPK) heterogeneous nuclear ribonucleoprotein K 50.59
1404 ACADVL ACADVL acyl-CoA dehydrogenase, very long chain 50.56
1405 ENSMODG00000003105 (VPS4A) vacuolar protein sorting 4 homolog A (S. cerevisiae) 50.55
1406 ABT1 ABT1 activator of basal transcription 1 50.53
1407 RPL29 RPL29 ribosomal protein L29 50.43
1408 SLC44A2 SLC44A2 solute carrier family 44 (choline transporter), member 2 50.32
1409 CNDP2 CNDP2 CNDP dipeptidase 2 (metallopeptidase M20 family) 50.31
1410 LAMTOR3 LAMTOR3 late endosomal/lysosomal adaptor, MAPK and MTOR activator 3 50.30
1411 STT3B STT3B STT3B, subunit of the oligosaccharyltransferase complex (catalytic) 50.30
1412 ZFPL1 ZFPL1 zinc finger protein-like 1 50.20
1413 ENSMODG00000024260 50.16
1414 NUDT22 NUDT22 nudix hydrolase 22 50.15
1415 SETD6 SETD6 SET domain containing 6 50.14
1416 TSG101 TSG101 tumor susceptibility 101 50.10
1417 JUND JUND jun D proto-oncogene 50.10
1418 PSMA6 PSMA6 proteasome subunit alpha 6 50.08
1419 ENSMODG00000017902 (PSMB2) proteasome subunit beta 2 50.05
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4 Per-Species GSEA
4.1 Top 1% Transcripts Enrichment
4.1.1 Significantly enriched (FDR ≤ 0.05) GO terms in the top 1% of Ateles fusciceps ex-

pressed transcripts

Table S20: Significantly enriched (FDR ≤ 0.05) GO terms in the top 1% of Ateles fusciceps ex-
pressed transcripts.

GO.ID Term FDR Ontology
GO:0006414 translational elongation 9.07× 10−28 BP
GO:0006415 translational termination 9.07× 10−28 BP
GO:0006614 SRP-dependent cotranslational protein ta... 9.07× 10−28 BP
GO:0045047 protein targeting to ER 9.07× 10−28 BP
GO:0006613 cotranslational protein targeting to mem... 9.07× 10−28 BP
GO:0072599 establishment of protein localization to... 9.07× 10−28 BP
GO:0000184 nuclear-transcribed mRNA catabolic proce... 9.07× 10−28 BP
GO:0070972 protein localization to endoplasmic reti... 9.07× 10−28 BP
GO:0019083 viral transcription 9.07× 10−28 BP
GO:0019080 viral gene expression 9.07× 10−28 BP
GO:0006612 protein targeting to membrane 9.07× 10−28 BP
GO:0044033 multi-organism metabolic process 9.07× 10−28 BP
GO:0006413 translational initiation 9.07× 10−28 BP
GO:0003735 structural constituent of ribosome 3.16× 10−27 MF
GO:0000956 nuclear-transcribed mRNA catabolic proce... 1.52× 10−26 BP
GO:0006402 mRNA catabolic process 4.71× 10−26 BP
GO:0016032 viral process 9.58× 10−26 BP
GO:0090150 establishment of protein localization to... 1.18× 10−25 BP
GO:0044764 multi-organism cellular process 1.64× 10−25 BP
GO:0006401 RNA catabolic process 1.30× 10−24 BP
GO:0006412 translation 2.12× 10−24 BP
GO:0044403 symbiosis, encompassing mutualism throug... 3.38× 10−24 BP
GO:0044419 interspecies interaction between organis... 3.38× 10−24 BP
GO:0043624 cellular protein complex disassembly 1.49× 10−22 BP
GO:0043241 protein complex disassembly 3.19× 10−21 BP
GO:0072657 protein localization to membrane 4.29× 10−21 BP
GO:0032984 macromolecular complex disassembly 5.89× 10−21 BP
GO:0034655 nucleobase-containing compound catabolic... 1.05× 10−20 BP
GO:0019058 viral life cycle 1.43× 10−20 BP
GO:0005198 structural molecule activity 3.79× 10−20 MF
GO:0016071 mRNA metabolic process 1.95× 10−19 BP
GO:0044270 cellular nitrogen compound catabolic pro... 7.47× 10−19 BP
GO:0046700 heterocycle catabolic process 8.36× 10−19 BP
GO:0019439 aromatic compound catabolic process 1.22× 10−18 BP
GO:1901361 organic cyclic compound catabolic proces... 1.46× 10−17 BP
GO:0003723 RNA binding 2.10× 10−17 MF
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Table S20: Significantly enriched (FDR ≤ 0.05) GO terms in the top 1% of Ateles fusciceps ex-
pressed transcripts.

GO.ID Term FDR Ontology
GO:0006605 protein targeting 5.89× 10−17 BP
GO:0044802 single-organism membrane organization 4.38× 10−16 BP
GO:0072594 establishment of protein localization to... 2.00× 10−15 BP
GO:0061024 membrane organization 2.17× 10−15 BP
GO:0006886 intracellular protein transport 5.58× 10−15 BP
GO:0044822 poly(A) RNA binding 2.68× 10−14 MF
GO:0044265 cellular macromolecule catabolic process 2.84× 10−14 BP
GO:0016482 cytoplasmic transport 1.00× 10−13 BP
GO:0022411 cellular component disassembly 3.74× 10−13 BP
GO:0033365 protein localization to organelle 8.98× 10−13 BP
GO:1902580 single-organism cellular localization 1.12× 10−12 BP
GO:1902582 single-organism intracellular transport 1.29× 10−12 BP
GO:0070727 cellular macromolecule localization 1.73× 10−11 BP
GO:0046907 intracellular transport 2.15× 10−11 BP
GO:0009057 macromolecule catabolic process 2.76× 10−11 BP
GO:0051704 multi-organism process 3.68× 10−11 BP
GO:0034613 cellular protein localization 1.13× 10−10 BP
GO:0015031 protein transport 3.06× 10−9 BP
GO:0045184 establishment of protein localization 3.24× 10−9 BP
GO:0071822 protein complex subunit organization 3.17× 10−8 BP
GO:0002181 cytoplasmic translation 3.78× 10−8 BP
GO:0043933 macromolecular complex subunit organizat... 7.86× 10−8 BP
GO:0051649 establishment of localization in cell 8.14× 10−8 BP
GO:0044248 cellular catabolic process 1.26× 10−7 BP
GO:0051641 cellular localization 2.48× 10−7 BP
GO:1901575 organic substance catabolic process 6.30× 10−7 BP
GO:0009056 catabolic process 6.99× 10−7 BP
GO:0008104 protein localization 1.32× 10−6 BP
GO:0071702 organic substance transport 1.84× 10−6 BP
GO:0033036 macromolecule localization 7.60× 10−6 BP
GO:0003676 nucleic acid binding 8.21× 10−6 MF
GO:0044765 single-organism transport 2.99× 10−5 BP
GO:1902578 single-organism localization 1.25× 10−4 BP
GO:0006810 transport 1.56× 10−4 BP
GO:0051234 establishment of localization 3.21× 10−4 BP
GO:0046977 TAP binding 5.79× 10−4 MF
GO:0042254 ribosome biogenesis 5.81× 10−4 BP
GO:0042274 ribosomal small subunit biogenesis 1.07× 10−3 BP
GO:0022613 ribonucleoprotein complex biogenesis 1.50× 10−3 BP
GO:0044267 cellular protein metabolic process 1.53× 10−3 BP
GO:0002480 antigen processing and presentation of e... 1.57× 10−3 BP
GO:0042255 ribosome assembly 1.57× 10−3 BP
GO:0051179 localization 5.49× 10−3 BP
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Table S20: Significantly enriched (FDR ≤ 0.05) GO terms in the top 1% of Ateles fusciceps ex-
pressed transcripts.

GO.ID Term FDR Ontology
GO:0019538 protein metabolic process 8.60× 10−3 BP
GO:0016043 cellular component organization 9.90× 10−3 BP
GO:0071840 cellular component organization or bioge... 1.24× 10−2 BP
GO:0002486 antigen processing and presentation of e... 1.51× 10−2 BP
GO:0032774 RNA biosynthetic process 1.51× 10−2 BP
GO:1901363 heterocyclic compound binding 1.67× 10−2 MF
GO:0097159 organic cyclic compound binding 2.07× 10−2 MF
GO:0004859 phospholipase inhibitor activity 2.07× 10−2 MF
GO:0001916 positive regulation of T cell mediated c... 2.21× 10−2 BP
GO:0090304 nucleic acid metabolic process 2.21× 10−2 BP
GO:0010467 gene expression 3.31× 10−2 BP
GO:0044271 cellular nitrogen compound biosynthetic ... 3.31× 10−2 BP
GO:0009059 macromolecule biosynthetic process 3.41× 10−2 BP
GO:0034645 cellular macromolecule biosynthetic proc... 3.61× 10−2 BP
GO:0016070 RNA metabolic process 3.61× 10−2 BP
GO:0034654 nucleobase-containing compound biosynthe... 3.66× 10−2 BP
GO:1901362 organic cyclic compound biosynthetic pro... 3.66× 10−2 BP
GO:0000028 ribosomal small subunit assembly 3.84× 10−2 BP
GO:0002483 antigen processing and presentation of e... 3.84× 10−2 BP
GO:0002484 antigen processing and presentation of e... 3.84× 10−2 BP
GO:0019883 antigen processing and presentation of e... 3.84× 10−2 BP
GO:0019885 antigen processing and presentation of e... 3.84× 10−2 BP
GO:0001914 regulation of T cell mediated cytotoxici... 4.14× 10−2 BP
GO:0002479 antigen processing and presentation of e... 4.14× 10−2 BP
GO:0018130 heterocycle biosynthetic process 4.47× 10−2 BP
GO:0019438 aromatic compound biosynthetic process 4.74× 10−2 BP
GO:0006364 rRNA processing 4.74× 10−2 BP
GO:0044249 cellular biosynthetic process 4.93× 10−2 BP
GO:0009058 biosynthetic process 4.97× 10−2 BP
GO:0034340 response to type I interferon 4.97× 10−2 BP
GO:0060337 type I interferon signaling pathway 4.97× 10−2 BP
GO:0071357 cellular response to type I interferon 4.97× 10−2 BP

4.1.2 Significantly enriched (FDR ≤ 0.05) GO terms in the top 1%ofHomo sapiens expressed
transcripts

Table S21: Significantly enriched (FDR ≤ 0.05) GO terms in the top 1% ofHomo sapiens expressed
transcripts.

GO.ID Term FDR Ontology
GO:0006414 translational elongation 1.31× 10−17 BP
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Table S21: Significantly enriched (FDR ≤ 0.05) GO terms in the top 1% ofHomo sapiens expressed
transcripts.

GO.ID Term FDR Ontology
GO:0006614 SRP-dependent cotranslational protein ta... 3.68× 10−17 BP
GO:0045047 protein targeting to ER 3.68× 10−17 BP
GO:0006613 cotranslational protein targeting to mem... 3.68× 10−17 BP
GO:0072599 establishment of protein localization to... 3.68× 10−17 BP
GO:0003735 structural constituent of ribosome 7.51× 10−17 MF
GO:0006415 translational termination 9.20× 10−17 BP
GO:0000184 nuclear-transcribed mRNA catabolic proce... 3.94× 10−16 BP
GO:0070972 protein localization to endoplasmic reti... 6.41× 10−16 BP
GO:0006413 translational initiation 5.84× 10−15 BP
GO:0000956 nuclear-transcribed mRNA catabolic proce... 4.99× 10−13 BP
GO:0019083 viral transcription 1.19× 10−12 BP
GO:0006612 protein targeting to membrane 1.31× 10−12 BP
GO:0006402 mRNA catabolic process 1.72× 10−12 BP
GO:0019080 viral gene expression 2.16× 10−12 BP
GO:0007565 female pregnancy 3.94× 10−12 BP
GO:0044033 multi-organism metabolic process 5.17× 10−12 BP
GO:0043624 cellular protein complex disassembly 8.03× 10−12 BP
GO:0044706 multi-multicellular organism process 8.03× 10−12 BP
GO:0006412 translation 8.99× 10−12 BP
GO:0006401 RNA catabolic process 1.18× 10−11 BP
GO:0043241 protein complex disassembly 5.63× 10−11 BP
GO:0032984 macromolecular complex disassembly 8.96× 10−11 BP
GO:0003723 RNA binding 1.75× 10−10 MF
GO:0090150 establishment of protein localization to... 5.71× 10−10 BP
GO:0051704 multi-organism process 1.75× 10−9 BP
GO:0005198 structural molecule activity 1.88× 10−9 MF
GO:0072657 protein localization to membrane 1.62× 10−8 BP
GO:0034655 nucleobase-containing compound catabolic... 1.62× 10−8 BP
GO:0016071 mRNA metabolic process 8.76× 10−8 BP
GO:0022411 cellular component disassembly 1.22× 10−7 BP
GO:0019058 viral life cycle 1.45× 10−7 BP
GO:0044270 cellular nitrogen compound catabolic pro... 1.61× 10−7 BP
GO:0046700 heterocycle catabolic process 1.61× 10−7 BP
GO:0009057 macromolecule catabolic process 1.67× 10−7 BP
GO:0019439 aromatic compound catabolic process 1.67× 10−7 BP
GO:0044822 poly(A) RNA binding 2.16× 10−7 MF
GO:1901361 organic cyclic compound catabolic proces... 8.50× 10−7 BP
GO:0016032 viral process 1.01× 10−6 BP
GO:0044764 multi-organism cellular process 1.28× 10−6 BP
GO:0072594 establishment of protein localization to... 3.91× 10−6 BP
GO:0071822 protein complex subunit organization 4.15× 10−6 BP
GO:0044403 symbiosis, encompassing mutualism throug... 4.93× 10−6 BP
GO:0044419 interspecies interaction between organis... 4.93× 10−6 BP
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Table S21: Significantly enriched (FDR ≤ 0.05) GO terms in the top 1% ofHomo sapiens expressed
transcripts.

GO.ID Term FDR Ontology
GO:0061024 membrane organization 5.77× 10−6 BP
GO:0044265 cellular macromolecule catabolic process 8.76× 10−6 BP
GO:0006605 protein targeting 1.28× 10−5 BP
GO:0044802 single-organism membrane organization 1.46× 10−5 BP
GO:0043933 macromolecular complex subunit organizat... 4.38× 10−5 BP
GO:0019538 protein metabolic process 5.43× 10−5 BP
GO:0044267 cellular protein metabolic process 6.43× 10−5 BP
GO:0033365 protein localization to organelle 1.04× 10−4 BP
GO:0042542 response to hydrogen peroxide 1.85× 10−4 BP
GO:0031720 haptoglobin binding 1.88× 10−4 MF
GO:0022414 reproductive process 2.00× 10−4 BP
GO:0005179 hormone activity 4.38× 10−4 MF
GO:0044248 cellular catabolic process 4.64× 10−4 BP
GO:0016482 cytoplasmic transport 4.80× 10−4 BP
GO:1901575 organic substance catabolic process 4.96× 10−4 BP
GO:0009056 catabolic process 5.84× 10−4 BP
GO:0015671 oxygen transport 7.88× 10−4 BP
GO:0005344 oxygen transporter activity 8.05× 10−4 MF
GO:0051649 establishment of localization in cell 1.06× 10−3 BP
GO:0000302 response to reactive oxygen species 1.11× 10−3 BP
GO:0016043 cellular component organization 1.27× 10−3 BP
GO:0071840 cellular component organization or bioge... 1.69× 10−3 BP
GO:0051641 cellular localization 1.82× 10−3 BP
GO:0015669 gas transport 1.85× 10−3 BP
GO:0006886 intracellular protein transport 1.91× 10−3 BP
GO:0006979 response to oxidative stress 2.09× 10−3 BP
GO:0034613 cellular protein localization 2.26× 10−3 BP
GO:0044703 multi-organism reproductive process 2.39× 10−3 BP
GO:0070727 cellular macromolecule localization 2.39× 10−3 BP
GO:0042060 wound healing 4.12× 10−3 BP
GO:0009611 response to wounding 4.57× 10−3 BP
GO:0042989 sequestering of actin monomers 4.57× 10−3 BP
GO:0019825 oxygen binding 5.17× 10−3 MF
GO:1902580 single-organism cellular localization 5.26× 10−3 BP
GO:0018149 peptide cross-linking 8.51× 10−3 BP
GO:0016192 vesicle-mediated transport 9.31× 10−3 BP
GO:0061134 peptidase regulator activity 1.04× 10−2 MF
GO:1902582 single-organism intracellular transport 1.28× 10−2 BP
GO:0046907 intracellular transport 1.31× 10−2 BP
GO:0006950 response to stress 1.37× 10−2 BP
GO:0007596 blood coagulation 2.05× 10−2 BP
GO:0050817 coagulation 2.05× 10−2 BP
GO:0005515 protein binding 2.14× 10−2 MF
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Table S21: Significantly enriched (FDR ≤ 0.05) GO terms in the top 1% ofHomo sapiens expressed
transcripts.

GO.ID Term FDR Ontology
GO:0007599 hemostasis 2.16× 10−2 BP
GO:0051179 localization 2.16× 10−2 BP
GO:0044765 single-organism transport 2.30× 10−2 BP
GO:0045184 establishment of protein localization 2.43× 10−2 BP
GO:0071702 organic substance transport 2.53× 10−2 BP
GO:0008104 protein localization 2.53× 10−2 BP
GO:1902578 single-organism localization 2.66× 10−2 BP
GO:0015031 protein transport 2.78× 10−2 BP
GO:0042744 hydrogen peroxide catabolic process 2.90× 10−2 BP
GO:0033036 macromolecule localization 3.47× 10−2 BP
GO:0005102 receptor binding 3.76× 10−2 MF
GO:0052547 regulation of peptidase activity 3.88× 10−2 BP
GO:0006810 transport 4.28× 10−2 BP
GO:0010035 response to inorganic substance 4.67× 10−2 BP

4.1.3 Significantly enriched (FDR ≤ 0.05) GO terms in the top 1% of Pan paniscus expressed
transcripts

Table S22: Significantly enriched (FDR ≤ 0.05) GO terms in the top 1% of Pan paniscus expressed
transcripts.

GO.ID Term FDR Ontology
GO:0003735 structural constituent of ribosome 1.29× 10−25 MF
GO:0006614 SRP-dependent cotranslational protein ta... 2.01× 10−25 BP
GO:0045047 protein targeting to ER 2.01× 10−25 BP
GO:0006613 cotranslational protein targeting to mem... 2.01× 10−25 BP
GO:0072599 establishment of protein localization to... 2.01× 10−25 BP
GO:0006415 translational termination 7.27× 10−25 BP
GO:0000184 nuclear-transcribed mRNA catabolic proce... 2.38× 10−24 BP
GO:0070972 protein localization to endoplasmic reti... 3.15× 10−24 BP
GO:0006414 translational elongation 4.22× 10−23 BP
GO:0006413 translational initiation 1.59× 10−22 BP
GO:0006402 mRNA catabolic process 2.21× 10−21 BP
GO:0019083 viral transcription 2.48× 10−21 BP
GO:0006612 protein targeting to membrane 3.68× 10−21 BP
GO:0019080 viral gene expression 5.29× 10−21 BP
GO:0000956 nuclear-transcribed mRNA catabolic proce... 1.58× 10−20 BP
GO:0044033 multi-organism metabolic process 1.64× 10−20 BP
GO:0006401 RNA catabolic process 3.32× 10−20 BP
GO:0016032 viral process 1.30× 10−17 BP
GO:0090150 establishment of protein localization to... 1.30× 10−17 BP

251



4.1 Top 1% Transcripts Enrichment 4 PER-SPECIES GSEA

Table S22: Significantly enriched (FDR ≤ 0.05) GO terms in the top 1% of Pan paniscus expressed
transcripts.

GO.ID Term FDR Ontology
GO:0044764 multi-organism cellular process 1.84× 10−17 BP
GO:0019058 viral life cycle 4.54× 10−17 BP
GO:0043624 cellular protein complex disassembly 8.65× 10−17 BP
GO:0044403 symbiosis, encompassing mutualism throug... 1.81× 10−16 BP
GO:0044419 interspecies interaction between organis... 1.81× 10−16 BP
GO:0043241 protein complex disassembly 9.73× 10−16 BP
GO:0006412 translation 1.04× 10−15 BP
GO:0032984 macromolecular complex disassembly 1.60× 10−15 BP
GO:0034655 nucleobase-containing compound catabolic... 2.11× 10−14 BP
GO:0072657 protein localization to membrane 3.06× 10−14 BP
GO:0003723 RNA binding 9.19× 10−14 MF
GO:0016071 mRNA metabolic process 1.57× 10−13 BP
GO:0046700 heterocycle catabolic process 3.20× 10−13 BP
GO:0019439 aromatic compound catabolic process 3.81× 10−13 BP
GO:0044270 cellular nitrogen compound catabolic pro... 3.97× 10−13 BP
GO:0005198 structural molecule activity 4.53× 10−13 MF
GO:1901361 organic cyclic compound catabolic proces... 2.63× 10−12 BP
GO:0044265 cellular macromolecule catabolic process 2.98× 10−12 BP
GO:0009057 macromolecule catabolic process 1.30× 10−11 BP
GO:0006605 protein targeting 1.37× 10−11 BP
GO:0044822 poly(A) RNA binding 1.38× 10−11 MF
GO:0044802 single-organism membrane organization 1.89× 10−11 BP
GO:0072594 establishment of protein localization to... 2.73× 10−11 BP
GO:0051704 multi-organism process 3.66× 10−11 BP
GO:0061024 membrane organization 4.22× 10−10 BP
GO:0006886 intracellular protein transport 1.84× 10−9 BP
GO:0033365 protein localization to organelle 2.32× 10−9 BP
GO:1901575 organic substance catabolic process 4.83× 10−9 BP
GO:0016482 cytoplasmic transport 1.47× 10−8 BP
GO:0022411 cellular component disassembly 4.33× 10−8 BP
GO:1902580 single-organism cellular localization 1.02× 10−7 BP
GO:1902582 single-organism intracellular transport 2.15× 10−7 BP
GO:0009056 catabolic process 5.95× 10−7 BP
GO:0034613 cellular protein localization 8.47× 10−7 BP
GO:0070727 cellular macromolecule localization 8.82× 10−7 BP
GO:0071822 protein complex subunit organization 1.60× 10−6 BP
GO:0051649 establishment of localization in cell 4.24× 10−6 BP
GO:0044248 cellular catabolic process 4.90× 10−6 BP
GO:0046907 intracellular transport 6.49× 10−6 BP
GO:0016043 cellular component organization 8.02× 10−6 BP
GO:0071840 cellular component organization or bioge... 1.09× 10−5 BP
GO:0044267 cellular protein metabolic process 1.09× 10−5 BP
GO:0051641 cellular localization 2.01× 10−5 BP
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4.1 Top 1% Transcripts Enrichment 4 PER-SPECIES GSEA

Table S22: Significantly enriched (FDR ≤ 0.05) GO terms in the top 1% of Pan paniscus expressed
transcripts.

GO.ID Term FDR Ontology
GO:0015031 protein transport 2.05× 10−5 BP
GO:0045184 establishment of protein localization 6.49× 10−5 BP
GO:0042274 ribosomal small subunit biogenesis 1.28× 10−4 BP
GO:0000028 ribosomal small subunit assembly 1.36× 10−4 BP
GO:0043933 macromolecular complex subunit organizat... 4.53× 10−4 BP
GO:0042255 ribosome assembly 6.49× 10−4 BP
GO:0008104 protein localization 7.19× 10−4 BP
GO:0019538 protein metabolic process 7.47× 10−4 BP
GO:0003676 nucleic acid binding 1.18× 10−3 MF
GO:0042254 ribosome biogenesis 2.29× 10−3 BP
GO:0033036 macromolecule localization 2.29× 10−3 BP
GO:0010038 response to metal ion 3.20× 10−3 BP
GO:0006457 protein folding 4.45× 10−3 BP
GO:0042026 protein refolding 8.22× 10−3 BP
GO:1902578 single-organism localization 9.73× 10−3 BP
GO:0044765 single-organism transport 1.03× 10−2 BP
GO:0044548 S100 protein binding 1.16× 10−2 MF
GO:0071702 organic substance transport 1.60× 10−2 BP
GO:0006364 rRNA processing 1.90× 10−2 BP
GO:0016072 rRNA metabolic process 2.39× 10−2 BP
GO:0043207 response to external biotic stimulus 4.16× 10−2 BP
GO:0051707 response to other organism 4.16× 10−2 BP
GO:0022613 ribonucleoprotein complex biogenesis 4.22× 10−2 BP
GO:0010035 response to inorganic substance 4.22× 10−2 BP
GO:0051082 unfolded protein binding 4.30× 10−2 MF
GO:0010757 negative regulation of plasminogen activ... 4.75× 10−2 BP
GO:0042273 ribosomal large subunit biogenesis 4.75× 10−2 BP

4.1.4 Significantly enriched (FDR ≤ 0.05) GO terms in the top 1% of Mus musculus ex-
pressed transcripts

Table S23: Significantly enriched (FDR ≤ 0.05) GO terms in the top 1% ofMus musculus expressed
transcripts.

GO.ID Term FDR Ontology
GO:0030168 platelet activation 2.12× 10−6 BP
GO:0007596 blood coagulation 2.12× 10−6 BP
GO:0050817 coagulation 2.12× 10−6 BP
GO:0007599 hemostasis 2.12× 10−6 BP
GO:0050878 regulation of body fluid levels 1.31× 10−5 BP
GO:0042060 wound healing 1.59× 10−5 BP
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4.1 Top 1% Transcripts Enrichment 4 PER-SPECIES GSEA

Table S23: Significantly enriched (FDR ≤ 0.05) GO terms in the top 1% ofMus musculus expressed
transcripts.

GO.ID Term FDR Ontology
GO:0002576 platelet degranulation 9.69× 10−5 BP
GO:0044822 poly(A) RNA binding 1.30× 10−4 MF
GO:0006898 receptor-mediated endocytosis 2.12× 10−3 BP
GO:0009611 response to wounding 2.47× 10−3 BP
GO:0003723 RNA binding 2.60× 10−3 MF
GO:0055102 lipase inhibitor activity 2.60× 10−3 MF
GO:0005198 structural molecule activity 2.60× 10−3 MF
GO:0006810 transport 2.87× 10−3 BP
GO:0044765 single-organism transport 3.11× 10−3 BP
GO:0042221 response to chemical 3.11× 10−3 BP
GO:0016192 vesicle-mediated transport 3.11× 10−3 BP
GO:1902578 single-organism localization 3.26× 10−3 BP
GO:0006897 endocytosis 3.39× 10−3 BP
GO:0051234 establishment of localization 3.53× 10−3 BP
GO:0090150 establishment of protein localization to... 3.53× 10−3 BP
GO:0016032 viral process 3.84× 10−3 BP
GO:0070325 lipoprotein particle receptor binding 4.53× 10−3 MF
GO:0044764 multi-organism cellular process 4.53× 10−3 BP
GO:0071514 genetic imprinting 6.13× 10−3 BP
GO:0051291 protein heterooligomerization 6.21× 10−3 BP
GO:0006950 response to stress 8.30× 10−3 BP
GO:0065008 regulation of biological quality 9.54× 10−3 BP
GO:0070527 platelet aggregation 9.54× 10−3 BP
GO:0044403 symbiosis, encompassing mutualism throug... 9.54× 10−3 BP
GO:0044419 interspecies interaction between organis... 9.54× 10−3 BP
GO:0030029 actin filament-based process 9.67× 10−3 BP
GO:0000184 nuclear-transcribed mRNA catabolic proce... 1.26× 10−2 BP
GO:0051704 multi-organism process 1.74× 10−2 BP
GO:0022607 cellular component assembly 1.74× 10−2 BP
GO:0006612 protein targeting to membrane 1.89× 10−2 BP
GO:0051179 localization 1.96× 10−2 BP
GO:0006414 translational elongation 2.06× 10−2 BP
GO:1901700 response to oxygen-containing compound 2.11× 10−2 BP
GO:0045214 sarcomere organization 2.31× 10−2 BP
GO:0034329 cell junction assembly 2.46× 10−2 BP
GO:0001775 cell activation 2.51× 10−2 BP
GO:0030036 actin cytoskeleton organization 2.51× 10−2 BP
GO:0044085 cellular component biogenesis 2.51× 10−2 BP
GO:0031720 haptoglobin binding 3.24× 10−2 MF
GO:0005344 oxygen transporter activity 3.24× 10−2 MF
GO:0015671 oxygen transport 3.26× 10−2 BP
GO:0071822 protein complex subunit organization 3.42× 10−2 BP
GO:0048545 response to steroid hormone 3.42× 10−2 BP
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Table S23: Significantly enriched (FDR ≤ 0.05) GO terms in the top 1% ofMus musculus expressed
transcripts.

GO.ID Term FDR Ontology
GO:0033993 response to lipid 3.48× 10−2 BP
GO:0072657 protein localization to membrane 3.48× 10−2 BP
GO:0010033 response to organic substance 3.48× 10−2 BP
GO:0001649 osteoblast differentiation 3.69× 10−2 BP
GO:0050896 response to stimulus 3.81× 10−2 BP
GO:0034330 cell junction organization 3.81× 10−2 BP
GO:0010903 negative regulation of very-low-density ... 4.09× 10−2 BP
GO:0051343 positive regulation of cyclic-nucleotide... 4.09× 10−2 BP
GO:0006412 translation 4.09× 10−2 BP
GO:0045184 establishment of protein localization 4.27× 10−2 BP
GO:0034377 plasma lipoprotein particle assembly 4.50× 10−2 BP
GO:0001890 placenta development 4.50× 10−2 BP
GO:0030814 regulation of cAMP metabolic process 4.50× 10−2 BP
GO:0006614 SRP-dependent cotranslational protein ta... 4.50× 10−2 BP
GO:0045047 protein targeting to ER 4.50× 10−2 BP
GO:0006413 translational initiation 4.50× 10−2 BP
GO:0008104 protein localization 4.63× 10−2 BP
GO:0006613 cotranslational protein targeting to mem... 4.63× 10−2 BP
GO:0072599 establishment of protein localization to... 4.63× 10−2 BP
GO:0008219 cell death 4.63× 10−2 BP
GO:0051641 cellular localization 4.67× 10−2 BP
GO:0016265 death 4.67× 10−2 BP
GO:0015669 gas transport 4.67× 10−2 BP
GO:0065005 protein-lipid complex assembly 4.67× 10−2 BP
GO:0030816 positive regulation of cAMP metabolic pr... 4.67× 10−2 BP

4.1.5 Significantly enriched (FDR ≤ 0.05) GO terms in the top 1% of Spalax galili expressed
transcripts

Table S24: Significantly enriched (FDR ≤ 0.05) GO terms in the top 1% of Spalax galili expressed
transcripts.

GO.ID Term FDR Ontology
GO:0006614 SRP-dependent cotranslational protein ta... 5.66× 10−28 BP
GO:0045047 protein targeting to ER 5.66× 10−28 BP
GO:0006613 cotranslational protein targeting to mem... 5.66× 10−28 BP
GO:0072599 establishment of protein localization to... 5.66× 10−28 BP
GO:0006415 translational termination 5.66× 10−28 BP
GO:0000184 nuclear-transcribed mRNA catabolic proce... 5.66× 10−28 BP
GO:0006414 translational elongation 5.66× 10−28 BP
GO:0070972 protein localization to endoplasmic reti... 5.66× 10−28 BP
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Table S24: Significantly enriched (FDR ≤ 0.05) GO terms in the top 1% of Spalax galili expressed
transcripts.

GO.ID Term FDR Ontology
GO:0006413 translational initiation 5.66× 10−28 BP
GO:0000956 nuclear-transcribed mRNA catabolic proce... 5.66× 10−28 BP
GO:0043624 cellular protein complex disassembly 5.66× 10−28 BP
GO:0006402 mRNA catabolic process 5.66× 10−28 BP
GO:0006612 protein targeting to membrane 5.66× 10−28 BP
GO:0019083 viral transcription 5.66× 10−28 BP
GO:0043241 protein complex disassembly 5.66× 10−28 BP
GO:0032984 macromolecular complex disassembly 5.66× 10−28 BP
GO:0019080 viral gene expression 5.66× 10−28 BP
GO:0044033 multi-organism metabolic process 5.66× 10−28 BP
GO:0006401 RNA catabolic process 5.66× 10−28 BP
GO:0006412 translation 5.66× 10−28 BP
GO:0022411 cellular component disassembly 5.66× 10−28 BP
GO:0090150 establishment of protein localization to... 8.11× 10−28 BP
GO:0003735 structural constituent of ribosome 1.59× 10−27 MF
GO:0005198 structural molecule activity 1.59× 10−27 MF
GO:0019058 viral life cycle 6.72× 10−25 BP
GO:0034655 nucleobase-containing compound catabolic... 6.94× 10−24 BP
GO:0072657 protein localization to membrane 8.56× 10−24 BP
GO:0016071 mRNA metabolic process 9.15× 10−24 BP
GO:0072594 establishment of protein localization to... 5.73× 10−22 BP
GO:0046700 heterocycle catabolic process 8.07× 10−22 BP
GO:0044270 cellular nitrogen compound catabolic pro... 9.02× 10−22 BP
GO:0019439 aromatic compound catabolic process 1.35× 10−21 BP
GO:0016032 viral process 6.91× 10−21 BP
GO:0044764 multi-organism cellular process 1.11× 10−20 BP
GO:0006605 protein targeting 1.69× 10−20 BP
GO:1901361 organic cyclic compound catabolic proces... 2.10× 10−20 BP
GO:0044403 symbiosis, encompassing mutualism throug... 7.93× 10−20 BP
GO:0044419 interspecies interaction between organis... 7.93× 10−20 BP
GO:0033365 protein localization to organelle 1.22× 10−19 BP
GO:0044265 cellular macromolecule catabolic process 4.38× 10−18 BP
GO:0016482 cytoplasmic transport 5.18× 10−18 BP
GO:0044802 single-organism membrane organization 8.03× 10−18 BP
GO:0071822 protein complex subunit organization 1.02× 10−17 BP
GO:0061024 membrane organization 1.10× 10−16 BP
GO:0006886 intracellular protein transport 2.10× 10−16 BP
GO:0003723 RNA binding 5.73× 10−16 MF
GO:0009057 macromolecule catabolic process 2.97× 10−15 BP
GO:0044822 poly(A) RNA binding 7.80× 10−15 MF
GO:1902580 single-organism cellular localization 1.16× 10−14 BP
GO:0034613 cellular protein localization 1.99× 10−14 BP
GO:0070727 cellular macromolecule localization 2.15× 10−14 BP
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4.1 Top 1% Transcripts Enrichment 4 PER-SPECIES GSEA

Table S24: Significantly enriched (FDR ≤ 0.05) GO terms in the top 1% of Spalax galili expressed
transcripts.

GO.ID Term FDR Ontology
GO:0043933 macromolecular complex subunit organizat... 7.19× 10−13 BP
GO:1902582 single-organism intracellular transport 1.33× 10−12 BP
GO:0051704 multi-organism process 4.04× 10−12 BP
GO:0015031 protein transport 1.01× 10−11 BP
GO:0045184 establishment of protein localization 1.01× 10−11 BP
GO:0044248 cellular catabolic process 1.68× 10−10 BP
GO:0046907 intracellular transport 1.85× 10−10 BP
GO:0009056 catabolic process 3.46× 10−10 BP
GO:0008104 protein localization 4.04× 10−10 BP
GO:1901575 organic substance catabolic process 5.63× 10−9 BP
GO:0033036 macromolecule localization 2.42× 10−8 BP
GO:0051641 cellular localization 2.42× 10−8 BP
GO:0071702 organic substance transport 5.55× 10−8 BP
GO:0051649 establishment of localization in cell 1.27× 10−7 BP
GO:0016043 cellular component organization 1.53× 10−7 BP
GO:0071840 cellular component organization or bioge... 2.27× 10−7 BP
GO:0002181 cytoplasmic translation 4.46× 10−7 BP
GO:0042274 ribosomal small subunit biogenesis 9.70× 10−7 BP
GO:0042254 ribosome biogenesis 3.06× 10−6 BP
GO:1902578 single-organism localization 1.22× 10−5 BP
GO:0006364 rRNA processing 1.54× 10−5 BP
GO:0016072 rRNA metabolic process 1.90× 10−5 BP
GO:0044765 single-organism transport 2.89× 10−5 BP
GO:0006810 transport 1.84× 10−4 BP
GO:0022613 ribonucleoprotein complex biogenesis 1.98× 10−4 BP
GO:0003676 nucleic acid binding 2.48× 10−4 MF
GO:0010467 gene expression 3.91× 10−4 BP
GO:0051234 establishment of localization 4.02× 10−4 BP
GO:0000028 ribosomal small subunit assembly 7.14× 10−4 BP
GO:0030168 platelet activation 1.22× 10−3 BP
GO:0044267 cellular protein metabolic process 1.22× 10−3 BP
GO:0042255 ribosome assembly 1.66× 10−3 BP
GO:0042273 ribosomal large subunit biogenesis 1.66× 10−3 BP
GO:0034470 ncRNA processing 1.78× 10−3 BP
GO:0051179 localization 3.38× 10−3 BP
GO:0032774 RNA biosynthetic process 5.80× 10−3 BP
GO:0003012 muscle system process 1.07× 10−2 BP
GO:0044271 cellular nitrogen compound biosynthetic ... 1.68× 10−2 BP
GO:0034654 nucleobase-containing compound biosynthe... 1.68× 10−2 BP
GO:0019538 protein metabolic process 1.80× 10−2 BP
GO:0016070 RNA metabolic process 1.89× 10−2 BP
GO:0006936 muscle contraction 1.89× 10−2 BP
GO:0034645 cellular macromolecule biosynthetic proc... 2.00× 10−2 BP
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Table S24: Significantly enriched (FDR ≤ 0.05) GO terms in the top 1% of Spalax galili expressed
transcripts.

GO.ID Term FDR Ontology
GO:0018130 heterocycle biosynthetic process 2.22× 10−2 BP
GO:0019438 aromatic compound biosynthetic process 2.22× 10−2 BP
GO:0034660 ncRNA metabolic process 2.33× 10−2 BP
GO:1901362 organic cyclic compound biosynthetic pro... 4.48× 10−2 BP
GO:0044548 S100 protein binding 4.88× 10−2 MF

4.1.6 Significantly enriched (FDR ≤ 0.05) GO terms in the top 1% of Spalax carmeli ex-
pressed transcripts

Table S25: Significantly enriched (FDR ≤ 0.05) GO terms in the top 1% of Spalax carmeli expressed
transcripts.

GO.ID Term FDR Ontology
GO:0006614 SRP-dependent cotranslational protein ta... 7.68× 10−28 BP
GO:0045047 protein targeting to ER 7.68× 10−28 BP
GO:0006613 cotranslational protein targeting to mem... 7.68× 10−28 BP
GO:0072599 establishment of protein localization to... 7.68× 10−28 BP
GO:0000184 nuclear-transcribed mRNA catabolic proce... 7.68× 10−28 BP
GO:0006414 translational elongation 7.68× 10−28 BP
GO:0006415 translational termination 7.68× 10−28 BP
GO:0070972 protein localization to endoplasmic reti... 7.68× 10−28 BP
GO:0000956 nuclear-transcribed mRNA catabolic proce... 7.68× 10−28 BP
GO:0006413 translational initiation 7.68× 10−28 BP
GO:0006612 protein targeting to membrane 7.68× 10−28 BP
GO:0006402 mRNA catabolic process 7.68× 10−28 BP
GO:0019083 viral transcription 7.68× 10−28 BP
GO:0019080 viral gene expression 7.68× 10−28 BP
GO:0044033 multi-organism metabolic process 7.68× 10−28 BP
GO:0006401 RNA catabolic process 1.87× 10−27 BP
GO:0003735 structural constituent of ribosome 3.12× 10−27 MF
GO:0043624 cellular protein complex disassembly 1.08× 10−24 BP
GO:0090150 establishment of protein localization to... 1.60× 10−24 BP
GO:0043241 protein complex disassembly 2.24× 10−23 BP
GO:0032984 macromolecular complex disassembly 4.38× 10−23 BP
GO:0016032 viral process 1.59× 10−21 BP
GO:0044764 multi-organism cellular process 2.36× 10−21 BP
GO:0006412 translation 4.31× 10−21 BP
GO:0072657 protein localization to membrane 1.51× 10−20 BP
GO:0044403 symbiosis, encompassing mutualism throug... 1.51× 10−20 BP
GO:0044419 interspecies interaction between organis... 1.51× 10−20 BP
GO:0019058 viral life cycle 1.65× 10−20 BP
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Table S25: Significantly enriched (FDR ≤ 0.05) GO terms in the top 1% of Spalax carmeli expressed
transcripts.

GO.ID Term FDR Ontology
GO:0034655 nucleobase-containing compound catabolic... 1.65× 10−20 BP
GO:0005198 structural molecule activity 2.02× 10−20 MF
GO:0016071 mRNA metabolic process 4.37× 10−20 BP
GO:0046700 heterocycle catabolic process 6.14× 10−19 BP
GO:0019439 aromatic compound catabolic process 6.84× 10−19 BP
GO:0044270 cellular nitrogen compound catabolic pro... 6.84× 10−19 BP
GO:1901361 organic cyclic compound catabolic proces... 1.01× 10−17 BP
GO:0006605 protein targeting 1.22× 10−16 BP
GO:0003723 RNA binding 1.45× 10−16 MF
GO:0072594 establishment of protein localization to... 1.51× 10−16 BP
GO:0044822 poly(A) RNA binding 2.18× 10−16 MF
GO:0061024 membrane organization 2.62× 10−16 BP
GO:0044802 single-organism membrane organization 1.40× 10−15 BP
GO:0016482 cytoplasmic transport 3.03× 10−15 BP
GO:0006886 intracellular protein transport 9.45× 10−15 BP
GO:0044265 cellular macromolecule catabolic process 1.64× 10−14 BP
GO:0033365 protein localization to organelle 5.34× 10−14 BP
GO:0022411 cellular component disassembly 7.68× 10−14 BP
GO:0051704 multi-organism process 3.21× 10−13 BP
GO:1902582 single-organism intracellular transport 9.95× 10−13 BP
GO:0009057 macromolecule catabolic process 1.23× 10−12 BP
GO:0071822 protein complex subunit organization 1.45× 10−11 BP
GO:1902580 single-organism cellular localization 2.16× 10−11 BP
GO:0034613 cellular protein localization 4.80× 10−11 BP
GO:0070727 cellular macromolecule localization 5.41× 10−11 BP
GO:0046907 intracellular transport 8.29× 10−11 BP
GO:0015031 protein transport 1.85× 10−10 BP
GO:0044248 cellular catabolic process 1.13× 10−9 BP
GO:0045184 establishment of protein localization 1.15× 10−9 BP
GO:0043933 macromolecular complex subunit organizat... 1.37× 10−8 BP
GO:0051649 establishment of localization in cell 1.42× 10−8 BP
GO:1901575 organic substance catabolic process 3.29× 10−8 BP
GO:0008104 protein localization 5.25× 10−8 BP
GO:0071702 organic substance transport 6.55× 10−8 BP
GO:0051641 cellular localization 1.33× 10−7 BP
GO:0009056 catabolic process 1.79× 10−7 BP
GO:0042274 ribosomal small subunit biogenesis 2.45× 10−7 BP
GO:0033036 macromolecule localization 2.97× 10−7 BP
GO:0044765 single-organism transport 1.21× 10−6 BP
GO:1902578 single-organism localization 1.28× 10−6 BP
GO:0000028 ribosomal small subunit assembly 1.61× 10−6 BP
GO:0042254 ribosome biogenesis 1.75× 10−5 BP
GO:0042255 ribosome assembly 2.24× 10−5 BP
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Table S25: Significantly enriched (FDR ≤ 0.05) GO terms in the top 1% of Spalax carmeli expressed
transcripts.

GO.ID Term FDR Ontology
GO:0003676 nucleic acid binding 3.92× 10−5 MF
GO:0006810 transport 7.96× 10−5 BP
GO:0006364 rRNA processing 1.17× 10−4 BP
GO:0051234 establishment of localization 1.58× 10−4 BP
GO:0016072 rRNA metabolic process 1.62× 10−4 BP
GO:0002181 cytoplasmic translation 1.76× 10−4 BP
GO:0002480 antigen processing and presentation of e... 6.00× 10−4 BP
GO:0016043 cellular component organization 9.03× 10−4 BP
GO:0071840 cellular component organization or bioge... 1.20× 10−3 BP
GO:0044267 cellular protein metabolic process 1.21× 10−3 BP
GO:0022613 ribonucleoprotein complex biogenesis 1.47× 10−3 BP
GO:0019538 protein metabolic process 1.62× 10−3 BP
GO:0051179 localization 2.04× 10−3 BP
GO:1901360 organic cyclic compound metabolic proces... 5.90× 10−3 BP
GO:1901362 organic cyclic compound biosynthetic pro... 7.25× 10−3 BP
GO:0044249 cellular biosynthetic process 7.73× 10−3 BP
GO:0034470 ncRNA processing 9.30× 10−3 BP
GO:0097159 organic cyclic compound binding 9.86× 10−3 MF
GO:0001916 positive regulation of T cell mediated c... 1.06× 10−2 BP
GO:0030049 muscle filament sliding 1.11× 10−2 BP
GO:0033275 actin-myosin filament sliding 1.11× 10−2 BP
GO:0002483 antigen processing and presentation of e... 1.25× 10−2 BP
GO:0002484 antigen processing and presentation of e... 1.25× 10−2 BP
GO:0002486 antigen processing and presentation of e... 1.25× 10−2 BP
GO:0019885 antigen processing and presentation of e... 1.25× 10−2 BP
GO:0044271 cellular nitrogen compound biosynthetic ... 1.38× 10−2 BP
GO:0006807 nitrogen compound metabolic process 1.38× 10−2 BP
GO:0009058 biosynthetic process 1.61× 10−2 BP
GO:0034654 nucleobase-containing compound biosynthe... 1.72× 10−2 BP
GO:0010467 gene expression 1.80× 10−2 BP
GO:0034641 cellular nitrogen compound metabolic pro... 1.80× 10−2 BP
GO:0032774 RNA biosynthetic process 2.02× 10−2 BP
GO:0018130 heterocycle biosynthetic process 2.33× 10−2 BP
GO:0019438 aromatic compound biosynthetic process 2.33× 10−2 BP
GO:1901576 organic substance biosynthetic process 2.65× 10−2 BP
GO:0001914 regulation of T cell mediated cytotoxici... 2.85× 10−2 BP
GO:0046483 heterocycle metabolic process 2.94× 10−2 BP
GO:0006725 cellular aromatic compound metabolic pro... 3.02× 10−2 BP
GO:0044548 S100 protein binding 3.07× 10−2 MF
GO:0019883 antigen processing and presentation of e... 3.18× 10−2 BP
GO:0030240 skeletal muscle thin filament assembly 3.18× 10−2 BP
GO:0001909 leukocyte mediated cytotoxicity 3.23× 10−2 BP
GO:0002698 negative regulation of immune effector p... 3.23× 10−2 BP
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Table S25: Significantly enriched (FDR ≤ 0.05) GO terms in the top 1% of Spalax carmeli expressed
transcripts.

GO.ID Term FDR Ontology
GO:0001912 positive regulation of leukocyte mediate... 3.29× 10−2 BP
GO:0002479 antigen processing and presentation of e... 3.29× 10−2 BP
GO:0002711 positive regulation of T cell mediated i... 3.29× 10−2 BP
GO:0031343 positive regulation of cell killing 3.29× 10−2 BP
GO:0051412 response to corticosterone 3.29× 10−2 BP
GO:0046977 TAP binding 3.54× 10−2 MF
GO:1901363 heterocyclic compound binding 3.81× 10−2 MF
GO:0016070 RNA metabolic process 4.28× 10−2 BP
GO:0001906 cell killing 4.71× 10−2 BP
GO:0034660 ncRNA metabolic process 4.71× 10−2 BP
GO:0009749 response to glucose 4.73× 10−2 BP
GO:0051384 response to glucocorticoid 4.73× 10−2 BP
GO:0042590 antigen processing and presentation of e... 4.74× 10−2 BP
GO:0046686 response to cadmium ion 4.74× 10−2 BP
GO:0070925 organelle assembly 4.90× 10−2 BP

4.1.7 Significantly enriched (FDR ≤ 0.05) GO terms in the top 1% of Bos taurus expressed
transcripts

Table S26: Significantly enriched (FDR ≤ 0.05) GO terms in the top 1% of Bos taurus expressed
transcripts.

GO.ID Term FDR Ontology
GO:0006614 SRP-dependent cotranslational protein ta... 1.44× 10−27 BP
GO:0045047 protein targeting to ER 1.44× 10−27 BP
GO:0006613 cotranslational protein targeting to mem... 1.44× 10−27 BP
GO:0072599 establishment of protein localization to... 1.44× 10−27 BP
GO:0006415 translational termination 1.44× 10−27 BP
GO:0006414 translational elongation 1.44× 10−27 BP
GO:0000184 nuclear-transcribed mRNA catabolic proce... 1.44× 10−27 BP
GO:0070972 protein localization to endoplasmic reti... 1.44× 10−27 BP
GO:0006413 translational initiation 1.44× 10−27 BP
GO:0003735 structural constituent of ribosome 3.71× 10−27 MF
GO:0019083 viral transcription 8.06× 10−27 BP
GO:0006402 mRNA catabolic process 8.99× 10−27 BP
GO:0006612 protein targeting to membrane 8.99× 10−27 BP
GO:0019080 viral gene expression 1.90× 10−26 BP
GO:0044033 multi-organism metabolic process 5.02× 10−26 BP
GO:0000956 nuclear-transcribed mRNA catabolic proce... 5.02× 10−26 BP
GO:0016032 viral process 9.75× 10−26 BP
GO:0019058 viral life cycle 1.07× 10−25 BP
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Table S26: Significantly enriched (FDR ≤ 0.05) GO terms in the top 1% of Bos taurus expressed
transcripts.

GO.ID Term FDR Ontology
GO:0044764 multi-organism cellular process 1.44× 10−25 BP
GO:0006401 RNA catabolic process 3.56× 10−25 BP
GO:0043624 cellular protein complex disassembly 1.30× 10−24 BP
GO:0044403 symbiosis, encompassing mutualism throug... 3.72× 10−24 BP
GO:0044419 interspecies interaction between organis... 3.72× 10−24 BP
GO:0043241 protein complex disassembly 3.95× 10−23 BP
GO:0032984 macromolecular complex disassembly 8.66× 10−23 BP
GO:0090150 establishment of protein localization to... 1.04× 10−21 BP
GO:0006412 translation 5.50× 10−21 BP
GO:0034655 nucleobase-containing compound catabolic... 2.17× 10−19 BP
GO:0044270 cellular nitrogen compound catabolic pro... 1.21× 10−17 BP
GO:0046700 heterocycle catabolic process 1.21× 10−17 BP
GO:0072657 protein localization to membrane 1.21× 10−17 BP
GO:0019439 aromatic compound catabolic process 1.38× 10−17 BP
GO:0016071 mRNA metabolic process 4.06× 10−17 BP
GO:0051704 multi-organism process 6.30× 10−17 BP
GO:0044265 cellular macromolecule catabolic process 6.50× 10−17 BP
GO:0022411 cellular component disassembly 1.15× 10−16 BP
GO:1901361 organic cyclic compound catabolic proces... 1.84× 10−16 BP
GO:0003723 RNA binding 4.82× 10−16 MF
GO:0005198 structural molecule activity 5.81× 10−16 MF
GO:0009057 macromolecule catabolic process 1.69× 10−15 BP
GO:0006605 protein targeting 1.91× 10−14 BP
GO:0072594 establishment of protein localization to... 2.13× 10−14 BP
GO:0044822 poly(A) RNA binding 3.15× 10−14 MF
GO:0061024 membrane organization 5.20× 10−14 BP
GO:0044802 single-organism membrane organization 1.14× 10−13 BP
GO:0033365 protein localization to organelle 7.73× 10−12 BP
GO:1901575 organic substance catabolic process 9.37× 10−11 BP
GO:0006886 intracellular protein transport 1.59× 10−10 BP
GO:0034613 cellular protein localization 1.13× 10−9 BP
GO:0070727 cellular macromolecule localization 1.16× 10−9 BP
GO:0071822 protein complex subunit organization 1.35× 10−9 BP
GO:0016482 cytoplasmic transport 1.38× 10−9 BP
GO:1902580 single-organism cellular localization 2.02× 10−9 BP
GO:0044248 cellular catabolic process 2.55× 10−9 BP
GO:1902582 single-organism intracellular transport 1.02× 10−8 BP
GO:0009056 catabolic process 2.50× 10−8 BP
GO:0042274 ribosomal small subunit biogenesis 8.58× 10−8 BP
GO:0046907 intracellular transport 1.06× 10−7 BP
GO:0051641 cellular localization 9.92× 10−7 BP
GO:0043933 macromolecular complex subunit organizat... 2.32× 10−6 BP
GO:0045184 establishment of protein localization 7.52× 10−6 BP
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Table S26: Significantly enriched (FDR ≤ 0.05) GO terms in the top 1% of Bos taurus expressed
transcripts.

GO.ID Term FDR Ontology
GO:0051649 establishment of localization in cell 8.07× 10−6 BP
GO:0015031 protein transport 8.81× 10−6 BP
GO:0008104 protein localization 1.06× 10−5 BP
GO:0033036 macromolecule localization 2.31× 10−4 BP
GO:0000028 ribosomal small subunit assembly 2.31× 10−4 BP
GO:0044267 cellular protein metabolic process 3.09× 10−4 BP
GO:0042254 ribosome biogenesis 6.09× 10−4 BP
GO:0042255 ribosome assembly 1.14× 10−3 BP
GO:0016043 cellular component organization 1.63× 10−3 BP
GO:0071840 cellular component organization or bioge... 2.13× 10−3 BP
GO:0045069 regulation of viral genome replication 2.68× 10−3 BP
GO:0003676 nucleic acid binding 3.56× 10−3 MF
GO:0006364 rRNA processing 4.14× 10−3 BP
GO:0051179 localization 5.01× 10−3 BP
GO:0016072 rRNA metabolic process 5.31× 10−3 BP
GO:0002181 cytoplasmic translation 5.96× 10−3 BP
GO:0019079 viral genome replication 6.05× 10−3 BP
GO:1902578 single-organism localization 6.32× 10−3 BP
GO:0009615 response to virus 1.07× 10−2 BP
GO:0010467 gene expression 1.09× 10−2 BP
GO:0045071 negative regulation of viral genome repl... 1.10× 10−2 BP
GO:0071702 organic substance transport 1.40× 10−2 BP
GO:0019538 protein metabolic process 1.44× 10−2 BP
GO:0044765 single-organism transport 1.44× 10−2 BP
GO:0022613 ribonucleoprotein complex biogenesis 1.44× 10−2 BP
GO:0035456 response to interferon-beta 1.55× 10−2 BP
GO:0046597 negative regulation of viral entry into ... 1.55× 10−2 BP
GO:0002576 platelet degranulation 1.86× 10−2 BP
GO:0035455 response to interferon-alpha 2.24× 10−2 BP
GO:0043207 response to external biotic stimulus 2.24× 10−2 BP
GO:0051707 response to other organism 2.24× 10−2 BP
GO:0009607 response to biotic stimulus 3.54× 10−2 BP
GO:0071514 genetic imprinting 3.80× 10−2 BP
GO:0046596 regulation of viral entry into host cell 4.33× 10−2 BP
GO:0040012 regulation of locomotion 4.43× 10−2 BP

4.1.8 Significantly enriched (FDR ≤ 0.05) GO terms in the top 1% of Ovis aries expressed
transcripts
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Table S27: Significantly enriched (FDR ≤ 0.05) GO terms in the top 1% of Ovis aries expressed
transcripts.

GO.ID Term FDR Ontology
GO:0003735 structural constituent of ribosome 2.25× 10−25 MF
GO:0006613 cotranslational protein targeting to mem... 1.21× 10−24 BP
GO:0006614 SRP-dependent cotranslational protein ta... 1.21× 10−24 BP
GO:0045047 protein targeting to ER 1.21× 10−24 BP
GO:0072599 establishment of protein localization to... 1.82× 10−24 BP
GO:0006415 translational termination 2.91× 10−24 BP
GO:0070972 protein localization to endoplasmic reti... 2.43× 10−23 BP
GO:0006414 translational elongation 6.07× 10−23 BP
GO:0000184 nuclear-transcribed mRNA catabolic proce... 8.80× 10−23 BP
GO:0006612 protein targeting to membrane 7.96× 10−21 BP
GO:0006413 translational initiation 2.67× 10−20 BP
GO:0019083 viral transcription 6.07× 10−19 BP
GO:0022411 cellular component disassembly 6.73× 10−19 BP
GO:0000956 nuclear-transcribed mRNA catabolic proce... 6.73× 10−19 BP
GO:0019080 viral gene expression 1.04× 10−18 BP
GO:0044033 multi-organism metabolic process 1.21× 10−18 BP
GO:0043241 protein complex disassembly 3.50× 10−18 BP
GO:0006402 mRNA catabolic process 3.50× 10−18 BP
GO:0032984 macromolecular complex disassembly 5.06× 10−18 BP
GO:0090150 establishment of protein localization to... 9.59× 10−18 BP
GO:0043624 cellular protein complex disassembly 1.03× 10−17 BP
GO:0006401 RNA catabolic process 2.78× 10−17 BP
GO:0072657 protein localization to membrane 1.93× 10−14 BP
GO:0009057 macromolecule catabolic process 1.53× 10−13 BP
GO:0019058 viral life cycle 1.92× 10−13 BP
GO:0006412 translation 3.74× 10−13 BP
GO:0005198 structural molecule activity 5.55× 10−13 MF
GO:0071822 protein complex subunit organization 7.01× 10−13 BP
GO:0034655 nucleobase-containing compound catabolic... 8.10× 10−13 BP
GO:0016071 mRNA metabolic process 3.17× 10−12 BP
GO:0006605 protein targeting 5.86× 10−12 BP
GO:0019439 aromatic compound catabolic process 5.88× 10−12 BP
GO:0046700 heterocycle catabolic process 5.88× 10−12 BP
GO:0044270 cellular nitrogen compound catabolic pro... 6.07× 10−12 BP
GO:0072594 establishment of protein localization to... 1.66× 10−11 BP
GO:0044265 cellular macromolecule catabolic process 2.11× 10−11 BP
GO:1901361 organic cyclic compound catabolic proces... 2.83× 10−11 BP
GO:0009056 catabolic process 2.83× 10−11 BP
GO:0033365 protein localization to organelle 1.05× 10−10 BP
GO:0044248 cellular catabolic process 2.05× 10−10 BP
GO:0016032 viral process 2.09× 10−10 BP
GO:1901575 organic substance catabolic process 2.28× 10−10 BP
GO:0044764 multi-organism cellular process 2.55× 10−10 BP
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Table S27: Significantly enriched (FDR ≤ 0.05) GO terms in the top 1% of Ovis aries expressed
transcripts.

GO.ID Term FDR Ontology
GO:0006886 intracellular protein transport 3.18× 10−10 BP
GO:0044822 poly(A) RNA binding 4.25× 10−10 MF
GO:0044802 single-organism membrane organization 5.93× 10−10 BP
GO:0043933 macromolecular complex subunit organizat... 7.73× 10−10 BP
GO:0061024 membrane organization 7.83× 10−10 BP
GO:0044403 symbiosis, encompassing mutualism throug... 1.01× 10−9 BP
GO:0044419 interspecies interaction between organis... 1.01× 10−9 BP
GO:0016482 cytoplasmic transport 3.80× 10−9 BP
GO:0003723 RNA binding 1.31× 10−8 MF
GO:1902580 single-organism cellular localization 1.34× 10−8 BP
GO:0015031 protein transport 2.43× 10−8 BP
GO:1902582 single-organism intracellular transport 2.62× 10−8 BP
GO:0051649 establishment of localization in cell 2.80× 10−8 BP
GO:0051704 multi-organism process 4.58× 10−8 BP
GO:0034613 cellular protein localization 7.65× 10−8 BP
GO:0070727 cellular macromolecule localization 7.95× 10−8 BP
GO:0045184 establishment of protein localization 8.46× 10−8 BP
GO:0016043 cellular component organization 1.36× 10−7 BP
GO:0071840 cellular component organization or bioge... 1.84× 10−7 BP
GO:0044267 cellular protein metabolic process 2.26× 10−7 BP
GO:0046907 intracellular transport 4.86× 10−7 BP
GO:0051641 cellular localization 6.57× 10−7 BP
GO:0071702 organic substance transport 8.62× 10−7 BP
GO:0019538 protein metabolic process 2.70× 10−6 BP
GO:0002576 platelet degranulation 4.36× 10−6 BP
GO:0044765 single-organism transport 4.86× 10−6 BP
GO:0006810 transport 5.70× 10−6 BP
GO:0008104 protein localization 6.71× 10−6 BP
GO:0051234 establishment of localization 1.07× 10−5 BP
GO:0002181 cytoplasmic translation 1.41× 10−5 BP
GO:1902578 single-organism localization 1.42× 10−5 BP
GO:0030168 platelet activation 2.39× 10−5 BP
GO:0042274 ribosomal small subunit biogenesis 3.54× 10−5 BP
GO:0009611 response to wounding 4.99× 10−5 BP
GO:0022617 extracellular matrix disassembly 5.74× 10−5 BP
GO:0033036 macromolecule localization 6.48× 10−5 BP
GO:0051179 localization 9.59× 10−5 BP
GO:0042060 wound healing 3.31× 10−4 BP
GO:0001775 cell activation 7.47× 10−4 BP
GO:0030198 extracellular matrix organization 1.32× 10−3 BP
GO:0043062 extracellular structure organization 1.35× 10−3 BP
GO:0007596 blood coagulation 1.47× 10−3 BP
GO:0050817 coagulation 1.48× 10−3 BP
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Table S27: Significantly enriched (FDR ≤ 0.05) GO terms in the top 1% of Ovis aries expressed
transcripts.

GO.ID Term FDR Ontology
GO:0007599 hemostasis 1.61× 10−3 BP
GO:0030199 collagen fibril organization 1.73× 10−3 BP
GO:0002376 immune system process 2.00× 10−3 BP
GO:0005518 collagen binding 2.16× 10−3 MF
GO:0043170 macromolecule metabolic process 3.67× 10−3 BP
GO:0000028 ribosomal small subunit assembly 3.77× 10−3 BP
GO:0003676 nucleic acid binding 7.08× 10−3 MF
GO:0006364 rRNA processing 7.18× 10−3 BP
GO:0050878 regulation of body fluid levels 7.78× 10−3 BP
GO:0006950 response to stress 8.23× 10−3 BP
GO:0016072 rRNA metabolic process 9.21× 10−3 BP
GO:0044260 cellular macromolecule metabolic process 1.12× 10−2 BP
GO:0051241 negative regulation of multicellular org... 1.28× 10−2 BP
GO:0042254 ribosome biogenesis 1.28× 10−2 BP
GO:0016192 vesicle-mediated transport 1.28× 10−2 BP
GO:0051291 protein heterooligomerization 1.38× 10−2 BP
GO:0006887 exocytosis 1.38× 10−2 BP
GO:0042255 ribosome assembly 1.98× 10−2 BP
GO:0071704 organic substance metabolic process 2.21× 10−2 BP
GO:0018149 peptide cross-linking 2.31× 10−2 BP
GO:0002682 regulation of immune system process 2.50× 10−2 BP
GO:0044238 primary metabolic process 2.50× 10−2 BP
GO:0048513 organ development 3.54× 10−2 BP

4.1.9 Significantly enriched (FDR ≤ 0.05) GO terms in the top 1% of Sus scrofa expressed
transcripts

Table S28: Significantly enriched (FDR ≤ 0.05) GO terms in the top 1% of Sus scrofa expressed
transcripts.

GO.ID Term FDR Ontology
GO:0006414 translational elongation 6.91× 10−6 BP
GO:0003735 structural constituent of ribosome 8.65× 10−6 MF
GO:0006415 translational termination 1.04× 10−5 BP
GO:0006614 SRP-dependent cotranslational protein ta... 1.04× 10−5 BP
GO:0045047 protein targeting to ER 1.04× 10−5 BP
GO:0006613 cotranslational protein targeting to mem... 1.04× 10−5 BP
GO:0072599 establishment of protein localization to... 1.04× 10−5 BP
GO:0090150 establishment of protein localization to... 1.04× 10−5 BP
GO:0070972 protein localization to endoplasmic reti... 1.37× 10−5 BP
GO:0000184 nuclear-transcribed mRNA catabolic proce... 1.46× 10−5 BP
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Table S28: Significantly enriched (FDR ≤ 0.05) GO terms in the top 1% of Sus scrofa expressed
transcripts.

GO.ID Term FDR Ontology
GO:0006612 protein targeting to membrane 2.62× 10−5 BP
GO:0051179 localization 4.40× 10−5 BP
GO:0006402 mRNA catabolic process 4.40× 10−5 BP
GO:0061024 membrane organization 4.40× 10−5 BP
GO:0006401 RNA catabolic process 1.19× 10−4 BP
GO:0006413 translational initiation 1.27× 10−4 BP
GO:0072657 protein localization to membrane 1.49× 10−4 BP
GO:0019083 viral transcription 2.87× 10−4 BP
GO:1902578 single-organism localization 2.98× 10−4 BP
GO:0019080 viral gene expression 3.89× 10−4 BP
GO:0000956 nuclear-transcribed mRNA catabolic proce... 4.08× 10−4 BP
GO:0044802 single-organism membrane organization 4.08× 10−4 BP
GO:0044033 multi-organism metabolic process 4.51× 10−4 BP
GO:0051641 cellular localization 4.51× 10−4 BP
GO:0044765 single-organism transport 4.51× 10−4 BP
GO:0016043 cellular component organization 6.19× 10−4 BP
GO:0016071 mRNA metabolic process 7.33× 10−4 BP
GO:0071840 cellular component organization or bioge... 7.50× 10−4 BP
GO:0051649 establishment of localization in cell 1.02× 10−3 BP
GO:0010466 negative regulation of peptidase activit... 1.11× 10−3 BP
GO:0005198 structural molecule activity 1.24× 10−3 MF
GO:0061134 peptidase regulator activity 1.24× 10−3 MF
GO:0006810 transport 1.27× 10−3 BP
GO:0043624 cellular protein complex disassembly 1.69× 10−3 BP
GO:0019058 viral life cycle 1.71× 10−3 BP
GO:0051234 establishment of localization 1.84× 10−3 BP
GO:0052547 regulation of peptidase activity 2.10× 10−3 BP
GO:0016032 viral process 2.25× 10−3 BP
GO:0044764 multi-organism cellular process 2.65× 10−3 BP
GO:0071822 protein complex subunit organization 2.80× 10−3 BP
GO:0043241 protein complex disassembly 3.48× 10−3 BP
GO:0006412 translation 3.48× 10−3 BP
GO:0031579 membrane raft organization 3.48× 10−3 BP
GO:0072594 establishment of protein localization to... 3.48× 10−3 BP
GO:0034655 nucleobase-containing compound catabolic... 3.97× 10−3 BP
GO:0032984 macromolecular complex disassembly 4.06× 10−3 BP
GO:1902580 single-organism cellular localization 4.06× 10−3 BP
GO:0032269 negative regulation of cellular protein ... 4.23× 10−3 BP
GO:1902582 single-organism intracellular transport 4.40× 10−3 BP
GO:0045861 negative regulation of proteolysis 4.76× 10−3 BP
GO:0044403 symbiosis, encompassing mutualism throug... 4.76× 10−3 BP
GO:0044419 interspecies interaction between organis... 4.76× 10−3 BP
GO:0022411 cellular component disassembly 4.76× 10−3 BP
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Table S28: Significantly enriched (FDR ≤ 0.05) GO terms in the top 1% of Sus scrofa expressed
transcripts.

GO.ID Term FDR Ontology
GO:0046907 intracellular transport 4.90× 10−3 BP
GO:0002020 protease binding 5.48× 10−3 MF
GO:0010955 negative regulation of protein processin... 5.95× 10−3 BP
GO:0010951 negative regulation of endopeptidase act... 6.07× 10−3 BP
GO:0006605 protein targeting 6.61× 10−3 BP
GO:0046700 heterocycle catabolic process 7.10× 10−3 BP
GO:0097191 extrinsic apoptotic signaling pathway 7.10× 10−3 BP
GO:0019439 aromatic compound catabolic process 7.10× 10−3 BP
GO:0051248 negative regulation of protein metabolic... 7.47× 10−3 BP
GO:0044270 cellular nitrogen compound catabolic pro... 7.47× 10−3 BP
GO:0051291 protein heterooligomerization 9.52× 10−3 BP
GO:0006898 receptor-mediated endocytosis 1.05× 10−2 BP
GO:0070613 regulation of protein processing 1.15× 10−2 BP
GO:0030168 platelet activation 1.15× 10−2 BP
GO:0051346 negative regulation of hydrolase activit... 1.15× 10−2 BP
GO:0009057 macromolecule catabolic process 1.19× 10−2 BP
GO:1901361 organic cyclic compound catabolic proces... 1.28× 10−2 BP
GO:0044822 poly(A) RNA binding 1.30× 10−2 MF
GO:0031720 haptoglobin binding 1.32× 10−2 MF
GO:0004857 enzyme inhibitor activity 1.32× 10−2 MF
GO:0048145 regulation of fibroblast proliferation 1.39× 10−2 BP
GO:0030234 enzyme regulator activity 1.39× 10−2 MF
GO:0048553 negative regulation of metalloenzyme act... 1.47× 10−2 BP
GO:0048144 fibroblast proliferation 1.47× 10−2 BP
GO:2001236 regulation of extrinsic apoptotic signal... 1.54× 10−2 BP
GO:0045184 establishment of protein localization 1.54× 10−2 BP
GO:0043086 negative regulation of catalytic activit... 1.54× 10−2 BP
GO:0033365 protein localization to organelle 1.75× 10−2 BP
GO:0006886 intracellular protein transport 1.75× 10−2 BP
GO:0009611 response to wounding 1.75× 10−2 BP
GO:0008283 cell proliferation 1.83× 10−2 BP
GO:0051704 multi-organism process 1.83× 10−2 BP
GO:0007044 cell-substrate junction assembly 1.83× 10−2 BP
GO:0016192 vesicle-mediated transport 2.08× 10−2 BP
GO:0006897 endocytosis 2.08× 10−2 BP
GO:0002576 platelet degranulation 2.20× 10−2 BP
GO:0030198 extracellular matrix organization 2.27× 10−2 BP
GO:0002548 monocyte chemotaxis 2.27× 10−2 BP
GO:0043062 extracellular structure organization 2.27× 10−2 BP
GO:2001237 negative regulation of extrinsic apoptot... 2.35× 10−2 BP
GO:0042127 regulation of cell proliferation 2.35× 10−2 BP
GO:0004866 endopeptidase inhibitor activity 2.69× 10−2 MF
GO:0061135 endopeptidase regulator activity 2.69× 10−2 MF
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Table S28: Significantly enriched (FDR ≤ 0.05) GO terms in the top 1% of Sus scrofa expressed
transcripts.

GO.ID Term FDR Ontology
GO:0030162 regulation of proteolysis 2.71× 10−2 BP
GO:0051336 regulation of hydrolase activity 2.71× 10−2 BP
GO:0044248 cellular catabolic process 2.81× 10−2 BP
GO:0030414 peptidase inhibitor activity 2.83× 10−2 MF
GO:0003723 RNA binding 2.83× 10−2 MF
GO:0015031 protein transport 2.88× 10−2 BP
GO:0010941 regulation of cell death 2.88× 10−2 BP
GO:0044265 cellular macromolecule catabolic process 2.98× 10−2 BP
GO:0008104 protein localization 3.46× 10−2 BP
GO:0001765 membrane raft assembly 3.47× 10−2 BP
GO:0048552 regulation of metalloenzyme activity 3.47× 10−2 BP
GO:0051045 negative regulation of membrane protein ... 3.47× 10−2 BP
GO:0005515 protein binding 3.80× 10−2 MF
GO:1902041 regulation of extrinsic apoptotic signal... 3.81× 10−2 BP
GO:0043933 macromolecular complex subunit organizat... 3.89× 10−2 BP
GO:0052548 regulation of endopeptidase activity 4.05× 10−2 BP
GO:2001233 regulation of apoptotic signaling pathwa... 4.05× 10−2 BP
GO:0044085 cellular component biogenesis 4.67× 10−2 BP
GO:0040011 locomotion 4.67× 10−2 BP
GO:0009056 catabolic process 4.74× 10−2 BP

4.1.10 Significantly enriched (FDR ≤ 0.05) GO terms in the top 1% of Equus caballus ex-
pressed transcripts

Table S29: Significantly enriched (FDR ≤ 0.05) GO terms in the top 1%ofEquus caballus expressed
transcripts.

GO.ID Term FDR Ontology
GO:0006614 SRP-dependent cotranslational protein ta... 1.87× 10−24 BP
GO:0045047 protein targeting to ER 1.87× 10−24 BP
GO:0006415 translational termination 1.87× 10−24 BP
GO:0006613 cotranslational protein targeting to mem... 1.87× 10−24 BP
GO:0072599 establishment of protein localization to... 1.87× 10−24 BP
GO:0006414 translational elongation 2.22× 10−24 BP
GO:0003735 structural constituent of ribosome 2.83× 10−23 MF
GO:0070972 protein localization to endoplasmic reti... 3.12× 10−23 BP
GO:0000184 nuclear-transcribed mRNA catabolic proce... 4.85× 10−23 BP
GO:0006402 mRNA catabolic process 1.48× 10−20 BP
GO:0006413 translational initiation 5.40× 10−20 BP
GO:0006612 protein targeting to membrane 5.40× 10−20 BP
GO:0000956 nuclear-transcribed mRNA catabolic proce... 1.31× 10−19 BP
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Table S29: Significantly enriched (FDR ≤ 0.05) GO terms in the top 1%ofEquus caballus expressed
transcripts.

GO.ID Term FDR Ontology
GO:0006401 RNA catabolic process 2.24× 10−19 BP
GO:0019083 viral transcription 7.01× 10−19 BP
GO:0019080 viral gene expression 1.53× 10−18 BP
GO:0044033 multi-organism metabolic process 1.82× 10−18 BP
GO:0043624 cellular protein complex disassembly 5.35× 10−17 BP
GO:0006412 translation 7.41× 10−17 BP
GO:0090150 establishment of protein localization to... 1.79× 10−16 BP
GO:0022411 cellular component disassembly 7.27× 10−16 BP
GO:0043241 protein complex disassembly 8.08× 10−16 BP
GO:0032984 macromolecular complex disassembly 1.38× 10−15 BP
GO:0019058 viral life cycle 4.74× 10−14 BP
GO:0034655 nucleobase-containing compound catabolic... 8.08× 10−14 BP
GO:0072657 protein localization to membrane 2.91× 10−13 BP
GO:0016071 mRNA metabolic process 7.92× 10−13 BP
GO:0044270 cellular nitrogen compound catabolic pro... 1.13× 10−12 BP
GO:0046700 heterocycle catabolic process 1.13× 10−12 BP
GO:0019439 aromatic compound catabolic process 1.21× 10−12 BP
GO:0044265 cellular macromolecule catabolic process 2.14× 10−12 BP
GO:1901361 organic cyclic compound catabolic proces... 7.04× 10−12 BP
GO:0016032 viral process 2.80× 10−11 BP
GO:0044764 multi-organism cellular process 4.04× 10−11 BP
GO:0009057 macromolecule catabolic process 7.48× 10−11 BP
GO:0006605 protein targeting 7.96× 10−11 BP
GO:0044802 single-organism membrane organization 9.09× 10−11 BP
GO:0072594 establishment of protein localization to... 1.41× 10−10 BP
GO:0044403 symbiosis, encompassing mutualism throug... 1.90× 10−10 BP
GO:0044419 interspecies interaction between organis... 1.90× 10−10 BP
GO:0061024 membrane organization 2.00× 10−10 BP
GO:1901575 organic substance catabolic process 7.68× 10−10 BP
GO:0051704 multi-organism process 2.34× 10−9 BP
GO:0005198 structural molecule activity 3.41× 10−9 MF
GO:0044248 cellular catabolic process 5.35× 10−9 BP
GO:0003723 RNA binding 7.15× 10−9 MF
GO:0033365 protein localization to organelle 1.16× 10−8 BP
GO:0044267 cellular protein metabolic process 1.43× 10−8 BP
GO:0009056 catabolic process 1.71× 10−8 BP
GO:0044822 poly(A) RNA binding 4.95× 10−8 MF
GO:0071822 protein complex subunit organization 9.28× 10−8 BP
GO:0006886 intracellular protein transport 9.34× 10−8 BP
GO:1902580 single-organism cellular localization 3.71× 10−7 BP
GO:0016482 cytoplasmic transport 4.60× 10−7 BP
GO:0019538 protein metabolic process 5.70× 10−7 BP
GO:0016043 cellular component organization 1.00× 10−6 BP
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Table S29: Significantly enriched (FDR ≤ 0.05) GO terms in the top 1%ofEquus caballus expressed
transcripts.

GO.ID Term FDR Ontology
GO:0071840 cellular component organization or bioge... 1.44× 10−6 BP
GO:0071702 organic substance transport 1.80× 10−6 BP
GO:0033036 macromolecule localization 4.63× 10−6 BP
GO:1902582 single-organism intracellular transport 4.76× 10−6 BP
GO:0051649 establishment of localization in cell 6.17× 10−6 BP
GO:0043933 macromolecular complex subunit organizat... 6.89× 10−6 BP
GO:0045184 establishment of protein localization 7.80× 10−6 BP
GO:0015031 protein transport 1.25× 10−5 BP
GO:0046907 intracellular transport 1.61× 10−5 BP
GO:0034613 cellular protein localization 1.68× 10−5 BP
GO:0070727 cellular macromolecule localization 1.69× 10−5 BP
GO:1902578 single-organism localization 1.87× 10−5 BP
GO:0044765 single-organism transport 2.05× 10−5 BP
GO:0051641 cellular localization 2.57× 10−5 BP
GO:0000028 ribosomal small subunit assembly 5.61× 10−5 BP
GO:0001503 ossification 7.13× 10−5 BP
GO:0050840 extracellular matrix binding 7.15× 10−5 MF
GO:0010467 gene expression 8.96× 10−5 BP
GO:0007565 female pregnancy 9.52× 10−5 BP
GO:0042274 ribosomal small subunit biogenesis 1.64× 10−4 BP
GO:0048513 organ development 2.02× 10−4 BP
GO:0051179 localization 2.13× 10−4 BP
GO:0006810 transport 2.13× 10−4 BP
GO:1901362 organic cyclic compound biosynthetic pro... 2.91× 10−4 BP
GO:0044706 multi-multicellular organism process 3.99× 10−4 BP
GO:0051234 establishment of localization 4.09× 10−4 BP
GO:0008104 protein localization 4.14× 10−4 BP
GO:0043170 macromolecule metabolic process 4.14× 10−4 BP
GO:0042255 ribosome assembly 4.70× 10−4 BP
GO:0048731 system development 5.47× 10−4 BP
GO:0002576 platelet degranulation 5.47× 10−4 BP
GO:0071704 organic substance metabolic process 8.47× 10−4 BP
GO:0009653 anatomical structure morphogenesis 8.66× 10−4 BP
GO:0048856 anatomical structure development 9.12× 10−4 BP
GO:0009888 tissue development 1.08× 10−3 BP
GO:0030198 extracellular matrix organization 1.35× 10−3 BP
GO:0043062 extracellular structure organization 1.36× 10−3 BP
GO:1901360 organic cyclic compound metabolic proces... 1.36× 10−3 BP
GO:0018130 heterocycle biosynthetic process 1.48× 10−3 BP
GO:0044260 cellular macromolecule metabolic process 1.73× 10−3 BP
GO:0042254 ribosome biogenesis 2.11× 10−3 BP
GO:0007275 multicellular organismal development 2.35× 10−3 BP
GO:0032502 developmental process 3.41× 10−3 BP
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Table S29: Significantly enriched (FDR ≤ 0.05) GO terms in the top 1%ofEquus caballus expressed
transcripts.

GO.ID Term FDR Ontology
GO:0034654 nucleobase-containing compound biosynthe... 3.41× 10−3 BP
GO:0044249 cellular biosynthetic process 3.41× 10−3 BP
GO:0044763 single-organism cellular process 4.12× 10−3 BP
GO:0048545 response to steroid hormone 4.28× 10−3 BP
GO:0008283 cell proliferation 4.28× 10−3 BP
GO:0046483 heterocycle metabolic process 4.36× 10−3 BP
GO:0019438 aromatic compound biosynthetic process 4.75× 10−3 BP
GO:1901576 organic substance biosynthetic process 4.75× 10−3 BP
GO:0009725 response to hormone 4.82× 10−3 BP
GO:0014070 response to organic cyclic compound 6.06× 10−3 BP
GO:0034645 cellular macromolecule biosynthetic proc... 6.46× 10−3 BP
GO:0010033 response to organic substance 6.52× 10−3 BP
GO:0044767 single-organism developmental process 6.57× 10−3 BP
GO:0009058 biosynthetic process 6.62× 10−3 BP
GO:0044271 cellular nitrogen compound biosynthetic ... 6.78× 10−3 BP
GO:0042127 regulation of cell proliferation 7.02× 10−3 BP
GO:0046697 decidualization 7.02× 10−3 BP
GO:0010608 posttranscriptional regulation of gene e... 7.02× 10−3 BP
GO:0044238 primary metabolic process 7.02× 10−3 BP
GO:0001501 skeletal system development 7.02× 10−3 BP
GO:0070887 cellular response to chemical stimulus 8.22× 10−3 BP
GO:0052547 regulation of peptidase activity 8.46× 10−3 BP
GO:0044237 cellular metabolic process 9.11× 10−3 BP
GO:0030162 regulation of proteolysis 9.65× 10−3 BP
GO:0042493 response to drug 9.67× 10−3 BP
GO:2000026 regulation of multicellular organismal d... 1.11× 10−2 BP
GO:0050793 regulation of developmental process 1.18× 10−2 BP
GO:0030168 platelet activation 1.18× 10−2 BP
GO:0032268 regulation of cellular protein metabolic... 1.18× 10−2 BP
GO:0006725 cellular aromatic compound metabolic pro... 1.26× 10−2 BP
GO:0006364 rRNA processing 1.26× 10−2 BP
GO:0009059 macromolecule biosynthetic process 1.32× 10−2 BP
GO:0051248 negative regulation of protein metabolic... 1.32× 10−2 BP
GO:0009719 response to endogenous stimulus 1.32× 10−2 BP
GO:0030154 cell differentiation 1.32× 10−2 BP
GO:0044548 S100 protein binding 1.35× 10−2 MF
GO:0002376 immune system process 1.37× 10−2 BP
GO:0006139 nucleobase-containing compound metabolic... 1.37× 10−2 BP
GO:0048869 cellular developmental process 1.37× 10−2 BP
GO:0016072 rRNA metabolic process 1.37× 10−2 BP
GO:0010811 positive regulation of cell-substrate ad... 1.39× 10−2 BP
GO:0034641 cellular nitrogen compound metabolic pro... 1.39× 10−2 BP
GO:0001893 maternal placenta development 1.39× 10−2 BP
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Table S29: Significantly enriched (FDR ≤ 0.05) GO terms in the top 1%ofEquus caballus expressed
transcripts.

GO.ID Term FDR Ontology
GO:0010810 regulation of cell-substrate adhesion 1.39× 10−2 BP
GO:0071310 cellular response to organic substance 1.39× 10−2 BP
GO:0006869 lipid transport 1.39× 10−2 BP
GO:0097305 response to alcohol 1.55× 10−2 BP
GO:0051129 negative regulation of cellular componen... 1.55× 10−2 BP
GO:0045861 negative regulation of proteolysis 1.62× 10−2 BP
GO:0008152 metabolic process 1.69× 10−2 BP
GO:0048584 positive regulation of response to stimu... 1.77× 10−2 BP
GO:0010955 negative regulation of protein processin... 1.83× 10−2 BP
GO:0050821 protein stabilization 1.83× 10−2 BP
GO:0006807 nitrogen compound metabolic process 1.88× 10−2 BP
GO:0045785 positive regulation of cell adhesion 1.88× 10−2 BP
GO:0022617 extracellular matrix disassembly 1.95× 10−2 BP
GO:0010466 negative regulation of peptidase activit... 2.10× 10−2 BP
GO:0010876 lipid localization 2.22× 10−2 BP
GO:0022613 ribonucleoprotein complex biogenesis 2.22× 10−2 BP
GO:0050790 regulation of catalytic activity 2.22× 10−2 BP
GO:0015918 sterol transport 2.27× 10−2 BP
GO:0030301 cholesterol transport 2.27× 10−2 BP
GO:0042221 response to chemical 2.33× 10−2 BP
GO:0032368 regulation of lipid transport 2.39× 10−2 BP
GO:0032269 negative regulation of cellular protein ... 2.52× 10−2 BP
GO:0090304 nucleic acid metabolic process 2.52× 10−2 BP
GO:0009611 response to wounding 2.63× 10−2 BP
GO:0032774 RNA biosynthetic process 2.63× 10−2 BP
GO:0052548 regulation of endopeptidase activity 2.69× 10−2 BP
GO:0001890 placenta development 2.73× 10−2 BP
GO:0002682 regulation of immune system process 2.73× 10−2 BP
GO:0032371 regulation of sterol transport 2.77× 10−2 BP
GO:0032374 regulation of cholesterol transport 2.77× 10−2 BP
GO:0031960 response to corticosteroid 2.83× 10−2 BP
GO:0065009 regulation of molecular function 3.39× 10−2 BP
GO:0051128 regulation of cellular component organiz... 3.44× 10−2 BP
GO:0034284 response to monosaccharide 3.49× 10−2 BP
GO:0002684 positive regulation of immune system pro... 3.64× 10−2 BP
GO:0051246 regulation of protein metabolic process 3.64× 10−2 BP
GO:0070613 regulation of protein processing 3.64× 10−2 BP
GO:0051591 response to cAMP 3.69× 10−2 BP
GO:1902533 positive regulation of intracellular sig... 3.88× 10−2 BP
GO:0051346 negative regulation of hydrolase activit... 3.92× 10−2 BP
GO:0001525 angiogenesis 4.18× 10−2 BP
GO:0031589 cell-substrate adhesion 4.22× 10−2 BP
GO:0080134 regulation of response to stress 4.26× 10−2 BP
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Table S29: Significantly enriched (FDR ≤ 0.05) GO terms in the top 1%ofEquus caballus expressed
transcripts.

GO.ID Term FDR Ontology
GO:0042273 ribosomal large subunit biogenesis 4.62× 10−2 BP
GO:0061448 connective tissue development 4.62× 10−2 BP

4.1.11 Significantly enriched (FDR ≤ 0.05) GO terms in the top 1% of Canis familiaris ex-
pressed transcripts

Table S30: Significantly enriched (FDR ≤ 0.05) GO terms in the top 1% of Canis familiaris ex-
pressed transcripts.

GO.ID Term FDR Ontology
GO:0003735 structural constituent of ribosome 5.50× 10−12 MF
GO:0006614 SRP-dependent cotranslational protein ta... 9.41× 10−12 BP
GO:0045047 protein targeting to ER 9.41× 10−12 BP
GO:0006613 cotranslational protein targeting to mem... 9.41× 10−12 BP
GO:0072599 establishment of protein localization to... 9.41× 10−12 BP
GO:0006415 translational termination 1.79× 10−11 BP
GO:0000184 nuclear-transcribed mRNA catabolic proce... 5.41× 10−11 BP
GO:0070972 protein localization to endoplasmic reti... 5.93× 10−11 BP
GO:0006414 translational elongation 1.44× 10−10 BP
GO:0090150 establishment of protein localization to... 1.44× 10−10 BP
GO:0072657 protein localization to membrane 1.69× 10−10 BP
GO:0006413 translational initiation 2.95× 10−9 BP
GO:0000956 nuclear-transcribed mRNA catabolic proce... 7.25× 10−9 BP
GO:0019083 viral transcription 1.10× 10−8 BP
GO:0006612 protein targeting to membrane 1.39× 10−8 BP
GO:0019080 viral gene expression 1.64× 10−8 BP
GO:0006402 mRNA catabolic process 1.70× 10−8 BP
GO:0019058 viral life cycle 1.91× 10−8 BP
GO:0044033 multi-organism metabolic process 2.16× 10−8 BP
GO:0043624 cellular protein complex disassembly 2.53× 10−8 BP
GO:0016032 viral process 5.90× 10−8 BP
GO:0006401 RNA catabolic process 6.80× 10−8 BP
GO:0044764 multi-organism cellular process 7.08× 10−8 BP
GO:0043241 protein complex disassembly 1.07× 10−7 BP
GO:0032984 macromolecular complex disassembly 1.51× 10−7 BP
GO:0044403 symbiosis, encompassing mutualism throug... 2.70× 10−7 BP
GO:0044419 interspecies interaction between organis... 2.70× 10−7 BP
GO:0061024 membrane organization 2.88× 10−7 BP
GO:0072594 establishment of protein localization to... 4.13× 10−7 BP
GO:0051704 multi-organism process 1.07× 10−6 BP
GO:0044802 single-organism membrane organization 1.34× 10−6 BP
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Table S30: Significantly enriched (FDR ≤ 0.05) GO terms in the top 1% of Canis familiaris ex-
pressed transcripts.

GO.ID Term FDR Ontology
GO:0006412 translation 3.10× 10−6 BP
GO:1902580 single-organism cellular localization 3.57× 10−6 BP
GO:0034613 cellular protein localization 3.81× 10−6 BP
GO:0070727 cellular macromolecule localization 3.82× 10−6 BP
GO:0033365 protein localization to organelle 1.15× 10−5 BP
GO:0006605 protein targeting 1.33× 10−5 BP
GO:0034655 nucleobase-containing compound catabolic... 4.91× 10−5 BP
GO:1901361 organic cyclic compound catabolic proces... 8.54× 10−5 BP
GO:0016071 mRNA metabolic process 1.30× 10−4 BP
GO:0044822 poly(A) RNA binding 1.38× 10−4 MF
GO:0022411 cellular component disassembly 1.52× 10−4 BP
GO:0009057 macromolecule catabolic process 1.87× 10−4 BP
GO:0009056 catabolic process 2.01× 10−4 BP
GO:0044270 cellular nitrogen compound catabolic pro... 2.12× 10−4 BP
GO:0046700 heterocycle catabolic process 2.12× 10−4 BP
GO:0016482 cytoplasmic transport 2.20× 10−4 BP
GO:0019439 aromatic compound catabolic process 2.20× 10−4 BP
GO:0006886 intracellular protein transport 2.32× 10−4 BP
GO:0005198 structural molecule activity 2.94× 10−4 MF
GO:1901575 organic substance catabolic process 4.60× 10−4 BP
GO:0071822 protein complex subunit organization 5.56× 10−4 BP
GO:0046907 intracellular transport 5.71× 10−4 BP
GO:0045184 establishment of protein localization 8.65× 10−4 BP
GO:1902582 single-organism intracellular transport 8.82× 10−4 BP
GO:0044265 cellular macromolecule catabolic process 8.82× 10−4 BP
GO:0003723 RNA binding 1.19× 10−3 MF
GO:0044248 cellular catabolic process 1.51× 10−3 BP
GO:0008104 protein localization 1.68× 10−3 BP
GO:0048552 regulation of metalloenzyme activity 1.88× 10−3 BP
GO:0043933 macromolecular complex subunit organizat... 3.64× 10−3 BP
GO:0033036 macromolecule localization 4.70× 10−3 BP
GO:0015031 protein transport 5.06× 10−3 BP
GO:0030802 regulation of cyclic nucleotide biosynth... 6.27× 10−3 BP
GO:0030808 regulation of nucleotide biosynthetic pr... 6.70× 10−3 BP
GO:1900371 regulation of purine nucleotide biosynth... 6.70× 10−3 BP
GO:0033619 membrane protein proteolysis 8.03× 10−3 BP
GO:0042493 response to drug 8.92× 10−3 BP
GO:0030799 regulation of cyclic nucleotide metaboli... 1.22× 10−2 BP
GO:1902578 single-organism localization 1.24× 10−2 BP
GO:0030804 positive regulation of cyclic nucleotide... 1.38× 10−2 BP
GO:0052652 cyclic purine nucleotide metabolic proce... 1.45× 10−2 BP
GO:0009190 cyclic nucleotide biosynthetic process 1.46× 10−2 BP
GO:0030810 positive regulation of nucleotide biosyn... 1.46× 10−2 BP
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Table S30: Significantly enriched (FDR ≤ 0.05) GO terms in the top 1% of Canis familiaris ex-
pressed transcripts.

GO.ID Term FDR Ontology
GO:1900373 positive regulation of purine nucleotide... 1.46× 10−2 BP
GO:1900542 regulation of purine nucleotide metaboli... 1.55× 10−2 BP
GO:0006140 regulation of nucleotide metabolic proce... 1.72× 10−2 BP
GO:0030801 positive regulation of cyclic nucleotide... 1.90× 10−2 BP
GO:0051641 cellular localization 1.90× 10−2 BP
GO:0045981 positive regulation of nucleotide metabo... 2.02× 10−2 BP
GO:1900544 positive regulation of purine nucleotide... 2.02× 10−2 BP
GO:0051649 establishment of localization in cell 2.16× 10−2 BP
GO:0051043 regulation of membrane protein ectodomai... 2.63× 10−2 BP
GO:0044794 positive regulation by host of viral pro... 2.72× 10−2 BP
GO:0001101 response to acid chemical 2.72× 10−2 BP
GO:0044765 single-organism transport 3.32× 10−2 BP
GO:0090066 regulation of anatomical structure size 3.71× 10−2 BP
GO:0030814 regulation of cAMP metabolic process 3.71× 10−2 BP
GO:0042311 vasodilation 3.97× 10−2 BP
GO:0009187 cyclic nucleotide metabolic process 4.13× 10−2 BP
GO:0042989 sequestering of actin monomers 4.13× 10−2 BP
GO:0048553 negative regulation of metalloenzyme act... 4.13× 10−2 BP
GO:0010576 metalloenzyme regulator activity 4.70× 10−2 MF
GO:0009611 response to wounding 4.81× 10−2 BP

4.1.12 Significantly enriched (FDR ≤ 0.05) GO terms in the top 1% of Loxodonta africana
expressed transcripts

Table S31: Significantly enriched (FDR ≤ 0.05) GO terms in the top 1% of Loxodonta africana
expressed transcripts.

GO.ID Term FDR Ontology
GO:0006614 SRP-dependent cotranslational protein ta... 1.62× 10−27 BP
GO:0045047 protein targeting to ER 1.62× 10−27 BP
GO:0006613 cotranslational protein targeting to mem... 1.62× 10−27 BP
GO:0072599 establishment of protein localization to... 1.62× 10−27 BP
GO:0006415 translational termination 1.62× 10−27 BP
GO:0000184 nuclear-transcribed mRNA catabolic proce... 1.62× 10−27 BP
GO:0070972 protein localization to endoplasmic reti... 1.62× 10−27 BP
GO:0006414 translational elongation 1.62× 10−27 BP
GO:0003735 structural constituent of ribosome 3.69× 10−27 MF
GO:0006413 translational initiation 4.61× 10−27 BP
GO:0006612 protein targeting to membrane 8.68× 10−27 BP
GO:0000956 nuclear-transcribed mRNA catabolic proce... 4.59× 10−26 BP
GO:0019083 viral transcription 2.27× 10−25 BP
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Table S31: Significantly enriched (FDR ≤ 0.05) GO terms in the top 1% of Loxodonta africana
expressed transcripts.

GO.ID Term FDR Ontology
GO:0006402 mRNA catabolic process 3.59× 10−25 BP
GO:0019080 viral gene expression 7.22× 10−25 BP
GO:0044033 multi-organism metabolic process 1.81× 10−24 BP
GO:0006401 RNA catabolic process 8.91× 10−24 BP
GO:0090150 establishment of protein localization to... 1.37× 10−23 BP
GO:0043624 cellular protein complex disassembly 2.81× 10−23 BP
GO:0072657 protein localization to membrane 3.55× 10−22 BP
GO:0043241 protein complex disassembly 7.12× 10−22 BP
GO:0032984 macromolecular complex disassembly 1.48× 10−21 BP
GO:0019058 viral life cycle 2.06× 10−20 BP
GO:0016032 viral process 7.89× 10−19 BP
GO:0044764 multi-organism cellular process 1.15× 10−18 BP
GO:0044403 symbiosis, encompassing mutualism throug... 1.15× 10−18 BP
GO:0044419 interspecies interaction between organis... 1.15× 10−18 BP
GO:0034655 nucleobase-containing compound catabolic... 1.54× 10−18 BP
GO:0061024 membrane organization 1.16× 10−17 BP
GO:0006412 translation 2.41× 10−17 BP
GO:1901361 organic cyclic compound catabolic proces... 4.75× 10−17 BP
GO:0046700 heterocycle catabolic process 5.01× 10−17 BP
GO:0044270 cellular nitrogen compound catabolic pro... 5.26× 10−17 BP
GO:0019439 aromatic compound catabolic process 6.28× 10−17 BP
GO:0005198 structural molecule activity 1.49× 10−16 MF
GO:0044802 single-organism membrane organization 2.40× 10−16 BP
GO:0016071 mRNA metabolic process 2.85× 10−16 BP
GO:0044265 cellular macromolecule catabolic process 3.96× 10−15 BP
GO:0006605 protein targeting 8.40× 10−15 BP
GO:0072594 establishment of protein localization to... 9.20× 10−15 BP
GO:0022411 cellular component disassembly 5.65× 10−14 BP
GO:0006886 intracellular protein transport 6.15× 10−13 BP
GO:0034613 cellular protein localization 6.32× 10−13 BP
GO:0070727 cellular macromolecule localization 6.48× 10−13 BP
GO:1902580 single-organism cellular localization 1.05× 10−12 BP
GO:0033365 protein localization to organelle 3.24× 10−12 BP
GO:0009057 macromolecule catabolic process 5.76× 10−12 BP
GO:1902578 single-organism localization 1.27× 10−11 BP
GO:0046907 intracellular transport 1.90× 10−11 BP
GO:0051704 multi-organism process 3.51× 10−11 BP
GO:0051641 cellular localization 3.97× 10−11 BP
GO:1902582 single-organism intracellular transport 7.00× 10−11 BP
GO:0044765 single-organism transport 3.56× 10−10 BP
GO:0045184 establishment of protein localization 3.74× 10−10 BP
GO:0015031 protein transport 4.40× 10−10 BP
GO:0016482 cytoplasmic transport 4.56× 10−10 BP

277



4.1 Top 1% Transcripts Enrichment 4 PER-SPECIES GSEA

Table S31: Significantly enriched (FDR ≤ 0.05) GO terms in the top 1% of Loxodonta africana
expressed transcripts.

GO.ID Term FDR Ontology
GO:0051649 establishment of localization in cell 5.42× 10−10 BP
GO:0008104 protein localization 7.63× 10−10 BP
GO:0071822 protein complex subunit organization 6.59× 10−9 BP
GO:0003723 RNA binding 9.10× 10−9 MF
GO:0006810 transport 1.56× 10−8 BP
GO:0051234 establishment of localization 3.95× 10−8 BP
GO:0033036 macromolecule localization 4.32× 10−8 BP
GO:0044822 poly(A) RNA binding 1.94× 10−7 MF
GO:0044248 cellular catabolic process 7.43× 10−7 BP
GO:1901575 organic substance catabolic process 9.40× 10−7 BP
GO:0051179 localization 1.21× 10−6 BP
GO:0043933 macromolecular complex subunit organizat... 1.88× 10−6 BP
GO:0042274 ribosomal small subunit biogenesis 5.38× 10−6 BP
GO:0071702 organic substance transport 1.10× 10−5 BP
GO:0009056 catabolic process 7.15× 10−5 BP
GO:0016043 cellular component organization 1.77× 10−4 BP
GO:0000028 ribosomal small subunit assembly 1.88× 10−4 BP
GO:0071840 cellular component organization or bioge... 2.41× 10−4 BP
GO:0044548 S100 protein binding 3.47× 10−4 MF
GO:0042255 ribosome assembly 9.18× 10−4 BP
GO:0042989 sequestering of actin monomers 9.18× 10−4 BP
GO:0010467 gene expression 3.19× 10−3 BP
GO:0044267 cellular protein metabolic process 5.08× 10−3 BP
GO:0022904 respiratory electron transport chain 5.70× 10−3 BP
GO:0042254 ribosome biogenesis 5.80× 10−3 BP
GO:1902998 positive regulation of neurofibrillary t... 6.90× 10−3 BP
GO:0022900 electron transport chain 7.31× 10−3 BP
GO:0034654 nucleobase-containing compound biosynthe... 8.53× 10−3 BP
GO:0019538 protein metabolic process 8.91× 10−3 BP
GO:0031579 membrane raft organization 1.12× 10−2 BP
GO:0018130 heterocycle biosynthetic process 1.15× 10−2 BP
GO:0019438 aromatic compound biosynthetic process 1.23× 10−2 BP
GO:0044271 cellular nitrogen compound biosynthetic ... 1.73× 10−2 BP
GO:0090261 positive regulation of inclusion body as... 1.73× 10−2 BP
GO:1902004 positive regulation of beta-amyloid form... 1.73× 10−2 BP
GO:1902947 regulation of tau-protein kinase activit... 1.73× 10−2 BP
GO:1902988 neurofibrillary tangle assembly 1.73× 10−2 BP
GO:1902993 positive regulation of amyloid precursor... 1.73× 10−2 BP
GO:1902996 regulation of neurofibrillary tangle ass... 1.73× 10−2 BP
GO:1901362 organic cyclic compound biosynthetic pro... 2.11× 10−2 BP
GO:0008283 cell proliferation 2.11× 10−2 BP
GO:0006139 nucleobase-containing compound metabolic... 2.93× 10−2 BP
GO:1900221 regulation of beta-amyloid clearance 3.31× 10−2 BP
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Table S31: Significantly enriched (FDR ≤ 0.05) GO terms in the top 1% of Loxodonta africana
expressed transcripts.

GO.ID Term FDR Ontology
GO:0006364 rRNA processing 3.41× 10−2 BP
GO:0030168 platelet activation 4.05× 10−2 BP
GO:0016072 rRNA metabolic process 4.10× 10−2 BP
GO:1902600 hydrogen ion transmembrane transport 4.10× 10−2 BP
GO:0051651 maintenance of location in cell 4.93× 10−2 BP
GO:0032802 low-density lipoprotein particle recepto... 4.93× 10−2 BP
GO:0032803 regulation of low-density lipoprotein pa... 4.93× 10−2 BP
GO:0034249 negative regulation of cellular amide me... 4.93× 10−2 BP
GO:0097242 beta-amyloid clearance 4.93× 10−2 BP
GO:1902430 negative regulation of beta-amyloid form... 4.93× 10−2 BP
GO:1902992 negative regulation of amyloid precursor... 4.93× 10−2 BP

4.1.13 Significantly enriched (FDR ≤ 0.05) GO terms in the top 1% ofDasypus novemcinctus
expressed transcripts

Table S32: Significantly enriched (FDR ≤ 0.05) GO terms in the top 1% of Dasypus novemcinctus
expressed transcripts.

GO.ID Term FDR Ontology
GO:0070972 protein localization to endoplasmic reti... 1.05× 10−20 BP
GO:0006614 SRP-dependent cotranslational protein ta... 1.05× 10−20 BP
GO:0045047 protein targeting to ER 1.05× 10−20 BP
GO:0006613 cotranslational protein targeting to mem... 1.05× 10−20 BP
GO:0072599 establishment of protein localization to... 1.05× 10−20 BP
GO:0006612 protein targeting to membrane 8.14× 10−19 BP
GO:0006414 translational elongation 2.02× 10−18 BP
GO:0006415 translational termination 2.57× 10−18 BP
GO:0000184 nuclear-transcribed mRNA catabolic proce... 1.39× 10−17 BP
GO:0090150 establishment of protein localization to... 1.29× 10−16 BP
GO:0003735 structural constituent of ribosome 5.84× 10−15 MF
GO:0006413 translational initiation 6.31× 10−15 BP
GO:0072657 protein localization to membrane 1.39× 10−14 BP
GO:0000956 nuclear-transcribed mRNA catabolic proce... 2.57× 10−14 BP
GO:0019083 viral transcription 3.49× 10−14 BP
GO:0006402 mRNA catabolic process 7.31× 10−14 BP
GO:0019080 viral gene expression 7.31× 10−14 BP
GO:0044033 multi-organism metabolic process 1.59× 10−13 BP
GO:0006401 RNA catabolic process 5.78× 10−13 BP
GO:0006412 translation 1.62× 10−12 BP
GO:0003723 RNA binding 6.03× 10−12 MF
GO:0005198 structural molecule activity 6.45× 10−12 MF
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Table S32: Significantly enriched (FDR ≤ 0.05) GO terms in the top 1% of Dasypus novemcinctus
expressed transcripts.

GO.ID Term FDR Ontology
GO:0044822 poly(A) RNA binding 7.31× 10−12 MF
GO:0043624 cellular protein complex disassembly 9.64× 10−12 BP
GO:0044802 single-organism membrane organization 1.41× 10−11 BP
GO:0016032 viral process 2.57× 10−11 BP
GO:0044764 multi-organism cellular process 3.46× 10−11 BP
GO:0061024 membrane organization 4.28× 10−11 BP
GO:0043241 protein complex disassembly 6.17× 10−11 BP
GO:0032984 macromolecular complex disassembly 8.40× 10−11 BP
GO:0044403 symbiosis, encompassing mutualism throug... 1.79× 10−10 BP
GO:0044419 interspecies interaction between organis... 1.79× 10−10 BP
GO:0019058 viral life cycle 2.39× 10−10 BP
GO:0006605 protein targeting 6.22× 10−10 BP
GO:0034655 nucleobase-containing compound catabolic... 6.22× 10−10 BP
GO:0009057 macromolecule catabolic process 1.20× 10−9 BP
GO:0022411 cellular component disassembly 2.41× 10−9 BP
GO:0046700 heterocycle catabolic process 5.67× 10−9 BP
GO:0044270 cellular nitrogen compound catabolic pro... 5.87× 10−9 BP
GO:0019439 aromatic compound catabolic process 6.43× 10−9 BP
GO:0072594 establishment of protein localization to... 1.32× 10−8 BP
GO:0051641 cellular localization 1.72× 10−8 BP
GO:0034613 cellular protein localization 2.04× 10−8 BP
GO:0070727 cellular macromolecule localization 2.15× 10−8 BP
GO:0016071 mRNA metabolic process 3.06× 10−8 BP
GO:1901361 organic cyclic compound catabolic proces... 3.06× 10−8 BP
GO:0006810 transport 4.18× 10−8 BP
GO:0071822 protein complex subunit organization 4.97× 10−8 BP
GO:1902580 single-organism cellular localization 6.28× 10−8 BP
GO:0051234 establishment of localization 9.50× 10−8 BP
GO:1902578 single-organism localization 1.72× 10−7 BP
GO:0044265 cellular macromolecule catabolic process 1.79× 10−7 BP
GO:0051649 establishment of localization in cell 2.07× 10−7 BP
GO:0006886 intracellular protein transport 4.37× 10−7 BP
GO:0008104 protein localization 5.80× 10−7 BP
GO:0033365 protein localization to organelle 5.93× 10−7 BP
GO:0044765 single-organism transport 6.55× 10−7 BP
GO:0051704 multi-organism process 1.55× 10−6 BP
GO:0045184 establishment of protein localization 2.34× 10−6 BP
GO:0016482 cytoplasmic transport 3.21× 10−6 BP
GO:1902582 single-organism intracellular transport 5.86× 10−6 BP
GO:0030168 platelet activation 5.98× 10−6 BP
GO:0051179 localization 6.97× 10−6 BP
GO:0033036 macromolecule localization 1.33× 10−5 BP
GO:0044267 cellular protein metabolic process 1.47× 10−5 BP
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Table S32: Significantly enriched (FDR ≤ 0.05) GO terms in the top 1% of Dasypus novemcinctus
expressed transcripts.

GO.ID Term FDR Ontology
GO:0015031 protein transport 1.49× 10−5 BP
GO:0009056 catabolic process 1.49× 10−5 BP
GO:0046907 intracellular transport 2.41× 10−5 BP
GO:1901575 organic substance catabolic process 2.49× 10−5 BP
GO:0043933 macromolecular complex subunit organizat... 2.49× 10−5 BP
GO:0016043 cellular component organization 2.49× 10−5 BP
GO:0071840 cellular component organization or bioge... 3.59× 10−5 BP
GO:0007596 blood coagulation 4.47× 10−5 BP
GO:0050817 coagulation 4.59× 10−5 BP
GO:0007599 hemostasis 4.71× 10−5 BP
GO:0044248 cellular catabolic process 8.57× 10−5 BP
GO:0003756 protein disulfide isomerase activity 1.58× 10−4 MF
GO:0016864 intramolecular oxidoreductase activity, ... 1.58× 10−4 MF
GO:0042060 wound healing 1.62× 10−4 BP
GO:0016192 vesicle-mediated transport 2.43× 10−4 BP
GO:0042274 ribosomal small subunit biogenesis 2.91× 10−4 BP
GO:0006898 receptor-mediated endocytosis 3.04× 10−4 BP
GO:0071702 organic substance transport 3.17× 10−4 BP
GO:0009611 response to wounding 5.11× 10−4 BP
GO:0050878 regulation of body fluid levels 6.67× 10−4 BP
GO:0001765 membrane raft assembly 6.91× 10−4 BP
GO:0019538 protein metabolic process 8.57× 10−4 BP
GO:0006897 endocytosis 1.43× 10−3 BP
GO:0048552 regulation of metalloenzyme activity 1.86× 10−3 BP
GO:0006364 rRNA processing 1.99× 10−3 BP
GO:0001775 cell activation 2.12× 10−3 BP
GO:0016072 rRNA metabolic process 2.54× 10−3 BP
GO:0030198 extracellular matrix organization 3.07× 10−3 BP
GO:0043062 extracellular structure organization 3.07× 10−3 BP
GO:0034976 response to endoplasmic reticulum stress 3.47× 10−3 BP
GO:0002181 cytoplasmic translation 3.57× 10−3 BP
GO:0042254 ribosome biogenesis 4.33× 10−3 BP
GO:0045454 cell redox homeostasis 4.33× 10−3 BP
GO:0016860 intramolecular oxidoreductase activity 4.49× 10−3 MF
GO:0034975 protein folding in endoplasmic reticulum 5.11× 10−3 BP
GO:0006457 protein folding 6.02× 10−3 BP
GO:0031579 membrane raft organization 6.22× 10−3 BP
GO:0002576 platelet degranulation 7.63× 10−3 BP
GO:0065008 regulation of biological quality 8.35× 10−3 BP
GO:1901700 response to oxygen-containing compound 9.83× 10−3 BP
GO:0061134 peptidase regulator activity 1.00× 10−2 MF
GO:0070527 platelet aggregation 1.29× 10−2 BP
GO:0071709 membrane assembly 1.80× 10−2 BP
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Table S32: Significantly enriched (FDR ≤ 0.05) GO terms in the top 1% of Dasypus novemcinctus
expressed transcripts.

GO.ID Term FDR Ontology
GO:0005201 extracellular matrix structural constitu... 1.87× 10−2 MF
GO:0032507 maintenance of protein location in cell 2.42× 10−2 BP
GO:0000028 ribosomal small subunit assembly 2.77× 10−2 BP
GO:0044091 membrane biogenesis 2.87× 10−2 BP
GO:0045185 maintenance of protein location 3.46× 10−2 BP
GO:0051651 maintenance of location in cell 3.79× 10−2 BP
GO:0019834 phospholipase A2 inhibitor activity 4.02× 10−2 MF
GO:0045806 negative regulation of endocytosis 4.24× 10−2 BP
GO:0048553 negative regulation of metalloenzyme act... 4.32× 10−2 BP
GO:0010035 response to inorganic substance 4.36× 10−2 BP
GO:0034109 homotypic cell-cell adhesion 4.36× 10−2 BP
GO:0018149 peptide cross-linking 4.67× 10−2 BP
GO:0006950 response to stress 4.86× 10−2 BP
GO:0003676 nucleic acid binding 4.98× 10−2 MF

4.1.14 Significantly enriched (FDR ≤ 0.05) GO terms in the top 1% of Monodelphis domes-
tica expressed transcripts

Table S33: Significantly enriched (FDR ≤ 0.05) GO terms in the top 1% ofMonodelphis domestica
expressed transcripts.

GO.ID Term FDR Ontology
GO:0006614 SRP-dependent cotranslational protein ta... 1.61× 10−27 BP
GO:0045047 protein targeting to ER 1.61× 10−27 BP
GO:0006613 cotranslational protein targeting to mem... 1.61× 10−27 BP
GO:0072599 establishment of protein localization to... 1.61× 10−27 BP
GO:0070972 protein localization to endoplasmic reti... 1.61× 10−27 BP
GO:0006415 translational termination 1.61× 10−27 BP
GO:0006414 translational elongation 1.61× 10−27 BP
GO:0000184 nuclear-transcribed mRNA catabolic proce... 1.61× 10−27 BP
GO:0003735 structural constituent of ribosome 3.62× 10−27 MF
GO:0006612 protein targeting to membrane 2.71× 10−26 BP
GO:0006413 translational initiation 6.42× 10−26 BP
GO:0000956 nuclear-transcribed mRNA catabolic proce... 6.42× 10−23 BP
GO:0019083 viral transcription 6.42× 10−23 BP
GO:0090150 establishment of protein localization to... 9.09× 10−23 BP
GO:0019080 viral gene expression 2.02× 10−22 BP
GO:0006402 mRNA catabolic process 3.77× 10−22 BP
GO:0044033 multi-organism metabolic process 3.77× 10−22 BP
GO:0006401 RNA catabolic process 8.31× 10−21 BP
GO:0043624 cellular protein complex disassembly 8.57× 10−21 BP

282



4.1 Top 1% Transcripts Enrichment 4 PER-SPECIES GSEA

Table S33: Significantly enriched (FDR ≤ 0.05) GO terms in the top 1% ofMonodelphis domestica
expressed transcripts.

GO.ID Term FDR Ontology
GO:0006412 translation 1.28× 10−20 BP
GO:0072657 protein localization to membrane 2.70× 10−20 BP
GO:0043241 protein complex disassembly 1.04× 10−19 BP
GO:0032984 macromolecular complex disassembly 2.04× 10−19 BP
GO:0019058 viral life cycle 3.63× 10−17 BP
GO:0034655 nucleobase-containing compound catabolic... 3.48× 10−16 BP
GO:0044802 single-organism membrane organization 4.32× 10−16 BP
GO:0016032 viral process 6.42× 10−15 BP
GO:0044403 symbiosis, encompassing mutualism throug... 6.42× 10−15 BP
GO:0044419 interspecies interaction between organis... 6.42× 10−15 BP
GO:0044764 multi-organism cellular process 7.97× 10−15 BP
GO:0044270 cellular nitrogen compound catabolic pro... 8.70× 10−15 BP
GO:0046700 heterocycle catabolic process 8.70× 10−15 BP
GO:0019439 aromatic compound catabolic process 1.08× 10−14 BP
GO:0061024 membrane organization 2.41× 10−14 BP
GO:0072594 establishment of protein localization to... 3.78× 10−14 BP
GO:0016071 mRNA metabolic process 4.41× 10−14 BP
GO:1901361 organic cyclic compound catabolic proces... 7.14× 10−14 BP
GO:0006605 protein targeting 3.02× 10−13 BP
GO:0005198 structural molecule activity 5.79× 10−13 MF
GO:0044822 poly(A) RNA binding 5.91× 10−12 MF
GO:0033365 protein localization to organelle 9.81× 10−12 BP
GO:0003723 RNA binding 1.45× 10−11 MF
GO:0044265 cellular macromolecule catabolic process 2.27× 10−11 BP
GO:0022411 cellular component disassembly 2.31× 10−11 BP
GO:1902580 single-organism cellular localization 1.63× 10−10 BP
GO:0006886 intracellular protein transport 1.77× 10−10 BP
GO:0045184 establishment of protein localization 7.17× 10−10 BP
GO:1902582 single-organism intracellular transport 8.18× 10−10 BP
GO:0044248 cellular catabolic process 8.28× 10−10 BP
GO:0015031 protein transport 8.47× 10−10 BP
GO:0071822 protein complex subunit organization 8.47× 10−10 BP
GO:0016482 cytoplasmic transport 1.28× 10−9 BP
GO:0034613 cellular protein localization 3.34× 10−9 BP
GO:0070727 cellular macromolecule localization 3.34× 10−9 BP
GO:0009057 macromolecule catabolic process 7.91× 10−9 BP
GO:0046907 intracellular transport 7.91× 10−9 BP
GO:0051649 establishment of localization in cell 1.19× 10−8 BP
GO:0008104 protein localization 3.09× 10−8 BP
GO:1901575 organic substance catabolic process 3.50× 10−8 BP
GO:0042274 ribosomal small subunit biogenesis 5.97× 10−8 BP
GO:0051641 cellular localization 9.92× 10−8 BP
GO:0009056 catabolic process 1.68× 10−7 BP

283



4.1 Top 1% Transcripts Enrichment 4 PER-SPECIES GSEA

Table S33: Significantly enriched (FDR ≤ 0.05) GO terms in the top 1% ofMonodelphis domestica
expressed transcripts.

GO.ID Term FDR Ontology
GO:0051704 multi-organism process 1.83× 10−7 BP
GO:0044765 single-organism transport 2.36× 10−7 BP
GO:1902578 single-organism localization 2.53× 10−7 BP
GO:0043933 macromolecular complex subunit organizat... 2.69× 10−7 BP
GO:0006810 transport 3.06× 10−7 BP
GO:0051234 establishment of localization 7.03× 10−7 BP
GO:0033036 macromolecule localization 9.09× 10−7 BP
GO:0071702 organic substance transport 2.34× 10−6 BP
GO:0051179 localization 2.88× 10−6 BP
GO:0006364 rRNA processing 1.47× 10−4 BP
GO:0000028 ribosomal small subunit assembly 1.84× 10−4 BP
GO:0016072 rRNA metabolic process 2.02× 10−4 BP
GO:0042254 ribosome biogenesis 4.16× 10−4 BP
GO:0018158 protein oxidation 4.46× 10−4 BP
GO:0055102 lipase inhibitor activity 7.09× 10−4 MF
GO:0042255 ribosome assembly 8.62× 10−4 BP
GO:0044267 cellular protein metabolic process 2.60× 10−3 BP
GO:0016043 cellular component organization 3.94× 10−3 BP
GO:0002181 cytoplasmic translation 4.90× 10−3 BP
GO:0071840 cellular component organization or bioge... 5.17× 10−3 BP
GO:0010043 response to zinc ion 5.27× 10−3 BP
GO:0030490 maturation of SSU-rRNA 6.51× 10−3 BP
GO:0003676 nucleic acid binding 6.63× 10−3 MF
GO:0034641 cellular nitrogen compound metabolic pro... 9.64× 10−3 BP
GO:0010035 response to inorganic substance 9.99× 10−3 BP
GO:0060192 negative regulation of lipase activity 1.07× 10−2 BP
GO:0022613 ribonucleoprotein complex biogenesis 1.07× 10−2 BP
GO:0010467 gene expression 1.15× 10−2 BP
GO:0034470 ncRNA processing 1.15× 10−2 BP
GO:0010901 regulation of very-low-density lipoprote... 1.77× 10−2 BP
GO:0010903 negative regulation of very-low-density ... 1.77× 10−2 BP
GO:0019843 rRNA binding 2.58× 10−2 MF
GO:1990267 response to transition metal nanoparticl... 2.63× 10−2 BP
GO:0006807 nitrogen compound metabolic process 3.90× 10−2 BP
GO:0019834 phospholipase A2 inhibitor activity 4.82× 10−2 MF
GO:0070653 high-density lipoprotein particle recept... 4.82× 10−2 MF
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4.2 Top 100 Transcripts Enrichment
4.2.1 Significantly enriched (FDR ≤ 0.05) GO terms in the top 100Ateles fusciceps expressed

transcripts

Table S34: Significantly enriched (FDR ≤ 0.05) GO terms in the top 100 Ateles fusciceps expressed
transcripts

GO.ID Term FDR Ontology
GO:0006414 translational elongation 9.07× 10−28 BP
GO:0006415 translational termination 9.07× 10−28 BP
GO:0006614 SRP-dependent cotranslational protein ta... 9.07× 10−28 BP
GO:0045047 protein targeting to ER 9.07× 10−28 BP
GO:0006613 cotranslational protein targeting to mem... 9.07× 10−28 BP
GO:0072599 establishment of protein localization to... 9.07× 10−28 BP
GO:0000184 nuclear-transcribed mRNA catabolic proce... 9.07× 10−28 BP
GO:0070972 protein localization to endoplasmic reti... 9.07× 10−28 BP
GO:0006413 translational initiation 9.07× 10−28 BP
GO:0019083 viral transcription 9.07× 10−28 BP
GO:0019080 viral gene expression 9.07× 10−28 BP
GO:0006612 protein targeting to membrane 9.07× 10−28 BP
GO:0044033 multi-organism metabolic process 9.07× 10−28 BP
GO:0003735 structural constituent of ribosome 3.16× 10−27 MF
GO:0000956 nuclear-transcribed mRNA catabolic proce... 1.26× 10−26 BP
GO:0016032 viral process 1.65× 10−26 BP
GO:0044764 multi-organism cellular process 3.09× 10−26 BP
GO:0006402 mRNA catabolic process 4.02× 10−26 BP
GO:0090150 establishment of protein localization to... 5.44× 10−26 BP
GO:0006412 translation 1.30× 10−25 BP
GO:0044403 symbiosis, encompassing mutualism throug... 9.54× 10−25 BP
GO:0044419 interspecies interaction between organis... 9.54× 10−25 BP
GO:0006401 RNA catabolic process 1.61× 10−24 BP
GO:0043624 cellular protein complex disassembly 1.02× 10−23 BP
GO:0043241 protein complex disassembly 3.44× 10−22 BP
GO:0072657 protein localization to membrane 3.85× 10−22 BP
GO:0019058 viral life cycle 3.85× 10−22 BP
GO:0032984 macromolecular complex disassembly 6.55× 10−22 BP
GO:0005198 structural molecule activity 2.53× 10−21 MF
GO:0016071 mRNA metabolic process 3.70× 10−21 BP
GO:0034655 nucleobase-containing compound catabolic... 1.10× 10−19 BP
GO:0003723 RNA binding 2.32× 10−19 MF
GO:0044270 cellular nitrogen compound catabolic pro... 1.18× 10−17 BP
GO:0006605 protein targeting 1.29× 10−17 BP
GO:0046700 heterocycle catabolic process 1.29× 10−17 BP
GO:0019439 aromatic compound catabolic process 1.89× 10−17 BP
GO:0044822 poly(A) RNA binding 1.26× 10−16 MF
GO:0072594 establishment of protein localization to... 2.01× 10−16 BP
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Table S34: Significantly enriched (FDR ≤ 0.05) GO terms in the top 100 Ateles fusciceps expressed
transcripts

GO.ID Term FDR Ontology
GO:1901361 organic cyclic compound catabolic proces... 2.66× 10−16 BP
GO:0044802 single-organism membrane organization 3.93× 10−16 BP
GO:0006886 intracellular protein transport 7.65× 10−16 BP
GO:0061024 membrane organization 4.34× 10−15 BP
GO:0016482 cytoplasmic transport 1.24× 10−14 BP
GO:1902580 single-organism cellular localization 4.71× 10−14 BP
GO:0022411 cellular component disassembly 1.49× 10−13 BP
GO:0033365 protein localization to organelle 2.39× 10−13 BP
GO:0051704 multi-organism process 7.68× 10−13 BP
GO:0044265 cellular macromolecule catabolic process 1.21× 10−12 BP
GO:1902582 single-organism intracellular transport 1.26× 10−12 BP
GO:0046907 intracellular transport 1.33× 10−12 BP
GO:0070727 cellular macromolecule localization 3.51× 10−12 BP
GO:0034613 cellular protein localization 2.06× 10−11 BP
GO:0009057 macromolecule catabolic process 1.61× 10−9 BP
GO:0045184 establishment of protein localization 1.86× 10−9 BP
GO:0015031 protein transport 5.08× 10−9 BP
GO:0051649 establishment of localization in cell 7.03× 10−8 BP
GO:0071822 protein complex subunit organization 7.12× 10−8 BP
GO:0051641 cellular localization 1.62× 10−7 BP
GO:0002181 cytoplasmic translation 2.36× 10−7 BP
GO:0043933 macromolecular complex subunit organizat... 9.89× 10−7 BP
GO:0008104 protein localization 1.90× 10−6 BP
GO:0071702 organic substance transport 4.06× 10−6 BP
GO:0033036 macromolecule localization 5.79× 10−6 BP
GO:0044248 cellular catabolic process 1.53× 10−5 BP
GO:0009056 catabolic process 4.44× 10−5 BP
GO:1901575 organic substance catabolic process 5.51× 10−5 BP
GO:0006810 transport 6.74× 10−5 BP
GO:0003676 nucleic acid binding 6.95× 10−5 MF
GO:0044765 single-organism transport 1.16× 10−4 BP
GO:0051234 establishment of localization 1.54× 10−4 BP
GO:1902578 single-organism localization 1.96× 10−4 BP
GO:0042254 ribosome biogenesis 2.29× 10−4 BP
GO:0051179 localization 8.67× 10−4 BP
GO:0022613 ribonucleoprotein complex biogenesis 1.26× 10−3 BP
GO:0046977 TAP binding 1.42× 10−3 MF
GO:0042273 ribosomal large subunit biogenesis 1.67× 10−3 BP
GO:0044267 cellular protein metabolic process 1.83× 10−3 BP
GO:0042274 ribosomal small subunit biogenesis 3.60× 10−3 BP
GO:0002480 antigen processing and presentation of e... 3.98× 10−3 BP
GO:0042255 ribosome assembly 3.98× 10−3 BP
GO:0019538 protein metabolic process 4.09× 10−3 BP
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Table S34: Significantly enriched (FDR ≤ 0.05) GO terms in the top 100 Ateles fusciceps expressed
transcripts

GO.ID Term FDR Ontology
GO:0016043 cellular component organization 9.77× 10−3 BP
GO:0010467 gene expression 9.80× 10−3 BP
GO:0071840 cellular component organization or bioge... 1.28× 10−2 BP
GO:0006417 regulation of translation 1.40× 10−2 BP
GO:0006364 rRNA processing 1.47× 10−2 BP
GO:0016072 rRNA metabolic process 2.04× 10−2 BP
GO:0002486 antigen processing and presentation of e... 2.70× 10−2 BP
GO:0071638 negative regulation of monocyte chemotac... 2.70× 10−2 BP
GO:0048306 calcium-dependent protein binding 2.93× 10−2 MF
GO:0010608 posttranscriptional regulation of gene e... 3.93× 10−2 BP

4.2.2 Significantly enriched (FDR ≤ 0.05) GO terms in the top 100 Homo sapiens expressed
transcripts

Table S35: Significantly enriched (FDR ≤ 0.05) GO terms in the top 100 Homo sapiens expressed
transcripts

GO.ID Term FDR Ontology
GO:0006414 translational elongation 2.63× 10−18 BP
GO:0006614 SRP-dependent cotranslational protein ta... 8.94× 10−18 BP
GO:0045047 protein targeting to ER 8.94× 10−18 BP
GO:0006613 cotranslational protein targeting to mem... 8.94× 10−18 BP
GO:0072599 establishment of protein localization to... 8.94× 10−18 BP
GO:0003735 structural constituent of ribosome 1.92× 10−17 MF
GO:0006415 translational termination 2.17× 10−17 BP
GO:0000184 nuclear-transcribed mRNA catabolic proce... 9.39× 10−17 BP
GO:0070972 protein localization to endoplasmic reti... 1.49× 10−16 BP
GO:0006413 translational initiation 1.24× 10−15 BP
GO:0000956 nuclear-transcribed mRNA catabolic proce... 1.21× 10−13 BP
GO:0019083 viral transcription 2.99× 10−13 BP
GO:0006612 protein targeting to membrane 3.18× 10−13 BP
GO:0006402 mRNA catabolic process 4.04× 10−13 BP
GO:0019080 viral gene expression 5.16× 10−13 BP
GO:0044033 multi-organism metabolic process 1.31× 10−12 BP
GO:0006412 translation 1.72× 10−12 BP
GO:0043624 cellular protein complex disassembly 1.86× 10−12 BP
GO:0006401 RNA catabolic process 3.28× 10−12 BP
GO:0007565 female pregnancy 1.31× 10−11 BP
GO:0043241 protein complex disassembly 1.31× 10−11 BP
GO:0032984 macromolecular complex disassembly 2.00× 10−11 BP
GO:0090150 establishment of protein localization to... 1.37× 10−10 BP
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Table S35: Significantly enriched (FDR ≤ 0.05) GO terms in the top 100 Homo sapiens expressed
transcripts

GO.ID Term FDR Ontology
GO:0044706 multi-multicellular organism process 3.88× 10−10 BP
GO:0003723 RNA binding 1.01× 10−9 MF
GO:0051704 multi-organism process 1.10× 10−9 BP
GO:0005198 structural molecule activity 2.76× 10−9 MF
GO:0072657 protein localization to membrane 3.57× 10−9 BP
GO:0034655 nucleobase-containing compound catabolic... 3.79× 10−9 BP
GO:0016071 mRNA metabolic process 2.06× 10−8 BP
GO:0022411 cellular component disassembly 2.06× 10−8 BP
GO:0019058 viral life cycle 3.81× 10−8 BP
GO:0044270 cellular nitrogen compound catabolic pro... 3.90× 10−8 BP
GO:0046700 heterocycle catabolic process 3.90× 10−8 BP
GO:0019439 aromatic compound catabolic process 4.11× 10−8 BP
GO:0009057 macromolecule catabolic process 1.51× 10−7 BP
GO:1901361 organic cyclic compound catabolic proces... 2.06× 10−7 BP
GO:0016032 viral process 2.06× 10−7 BP
GO:0044764 multi-organism cellular process 2.66× 10−7 BP
GO:0044822 poly(A) RNA binding 3.38× 10−7 MF
GO:0071822 protein complex subunit organization 3.91× 10−7 BP
GO:0072594 establishment of protein localization to... 8.99× 10−7 BP
GO:0044403 symbiosis, encompassing mutualism throug... 1.05× 10−6 BP
GO:0044419 interspecies interaction between organis... 1.05× 10−6 BP
GO:0044265 cellular macromolecule catabolic process 1.92× 10−6 BP
GO:0006605 protein targeting 3.36× 10−6 BP
GO:0044802 single-organism membrane organization 3.36× 10−6 BP
GO:0061024 membrane organization 6.27× 10−6 BP
GO:0043933 macromolecular complex subunit organizat... 1.49× 10−5 BP
GO:0033365 protein localization to organelle 2.86× 10−5 BP
GO:0019538 protein metabolic process 4.19× 10−5 BP
GO:0044267 cellular protein metabolic process 8.21× 10−5 BP
GO:0042542 response to hydrogen peroxide 9.39× 10−5 BP
GO:0016482 cytoplasmic transport 1.29× 10−4 BP
GO:0051649 establishment of localization in cell 1.34× 10−4 BP
GO:0031720 haptoglobin binding 1.43× 10−4 MF
GO:0051641 cellular localization 2.17× 10−4 BP
GO:0005179 hormone activity 2.19× 10−4 MF
GO:0044248 cellular catabolic process 2.73× 10−4 BP
GO:0009056 catabolic process 2.92× 10−4 BP
GO:1901575 organic substance catabolic process 3.11× 10−4 BP
GO:0015671 oxygen transport 5.16× 10−4 BP
GO:0000302 response to reactive oxygen species 5.21× 10−4 BP
GO:0022414 reproductive process 5.21× 10−4 BP
GO:0005344 oxygen transporter activity 5.37× 10−4 MF
GO:0034613 cellular protein localization 5.57× 10−4 BP
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Table S35: Significantly enriched (FDR ≤ 0.05) GO terms in the top 100 Homo sapiens expressed
transcripts

GO.ID Term FDR Ontology
GO:0006886 intracellular protein transport 5.69× 10−4 BP
GO:0070727 cellular macromolecule localization 5.82× 10−4 BP
GO:0006979 response to oxidative stress 9.11× 10−4 BP
GO:0015669 gas transport 1.21× 10−3 BP
GO:1902580 single-organism cellular localization 1.58× 10−3 BP
GO:0016043 cellular component organization 1.78× 10−3 BP
GO:0071840 cellular component organization or bioge... 2.39× 10−3 BP
GO:0019825 oxygen binding 3.24× 10−3 MF
GO:0046907 intracellular transport 3.48× 10−3 BP
GO:0042989 sequestering of actin monomers 3.48× 10−3 BP
GO:1902582 single-organism intracellular transport 3.62× 10−3 BP
GO:0071702 organic substance transport 5.07× 10−3 BP
GO:0018149 peptide cross-linking 5.84× 10−3 BP
GO:0008104 protein localization 5.84× 10−3 BP
GO:0045184 establishment of protein localization 6.12× 10−3 BP
GO:0044765 single-organism transport 6.39× 10−3 BP
GO:0051179 localization 6.48× 10−3 BP
GO:1902578 single-organism localization 6.92× 10−3 BP
GO:0015031 protein transport 7.68× 10−3 BP
GO:0016192 vesicle-mediated transport 8.09× 10−3 BP
GO:0044703 multi-organism reproductive process 8.82× 10−3 BP
GO:0006810 transport 1.02× 10−2 BP
GO:0005102 receptor binding 1.25× 10−2 MF
GO:0009611 response to wounding 1.38× 10−2 BP
GO:0051234 establishment of localization 1.76× 10−2 BP
GO:0033036 macromolecule localization 1.88× 10−2 BP
GO:0042060 wound healing 1.88× 10−2 BP
GO:0006950 response to stress 2.01× 10−2 BP
GO:0042744 hydrogen peroxide catabolic process 2.14× 10−2 BP
GO:0010035 response to inorganic substance 2.27× 10−2 BP
GO:0060397 JAK-STAT cascade involved in growth horm... 4.03× 10−2 BP
GO:0061134 peptidase regulator activity 4.13× 10−2 MF
GO:0005515 protein binding 4.44× 10−2 MF
GO:1901700 response to oxygen-containing compound 4.58× 10−2 BP

4.2.3 Significantly enriched (FDR ≤ 0.05) GO terms in the top 100 Pan paniscus expressed
transcripts
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Table S36: Significantly enriched (FDR ≤ 0.05) GO terms in the top 100 Pan paniscus expressed
transcripts

GO.ID Term FDR Ontology
GO:0006414 translational elongation 1.62× 10−27 BP
GO:0006614 SRP-dependent cotranslational protein ta... 1.62× 10−27 BP
GO:0045047 protein targeting to ER 1.62× 10−27 BP
GO:0006613 cotranslational protein targeting to mem... 1.62× 10−27 BP
GO:0072599 establishment of protein localization to... 1.62× 10−27 BP
GO:0006415 translational termination 1.62× 10−27 BP
GO:0000184 nuclear-transcribed mRNA catabolic proce... 1.62× 10−27 BP
GO:0070972 protein localization to endoplasmic reti... 1.62× 10−27 BP
GO:0003735 structural constituent of ribosome 3.68× 10−27 MF
GO:0019083 viral transcription 1.15× 10−25 BP
GO:0006413 translational initiation 1.26× 10−25 BP
GO:0019080 viral gene expression 3.07× 10−25 BP
GO:0044033 multi-organism metabolic process 1.51× 10−24 BP
GO:0006402 mRNA catabolic process 3.09× 10−24 BP
GO:0006612 protein targeting to membrane 6.77× 10−24 BP
GO:0000956 nuclear-transcribed mRNA catabolic proce... 1.30× 10−23 BP
GO:0006401 RNA catabolic process 1.30× 10−22 BP
GO:0016032 viral process 3.28× 10−22 BP
GO:0044764 multi-organism cellular process 5.48× 10−22 BP
GO:0090150 establishment of protein localization to... 9.56× 10−22 BP
GO:0044403 symbiosis, encompassing mutualism throug... 1.30× 10−20 BP
GO:0044419 interspecies interaction between organis... 1.30× 10−20 BP
GO:0006412 translation 2.06× 10−20 BP
GO:0019058 viral life cycle 3.67× 10−19 BP
GO:0043241 protein complex disassembly 5.95× 10−19 BP
GO:0043624 cellular protein complex disassembly 6.23× 10−19 BP
GO:0032984 macromolecular complex disassembly 1.25× 10−18 BP
GO:0005198 structural molecule activity 1.84× 10−18 MF
GO:0003723 RNA binding 3.06× 10−18 MF
GO:0072657 protein localization to membrane 3.46× 10−17 BP
GO:0034655 nucleobase-containing compound catabolic... 1.11× 10−16 BP
GO:0044822 poly(A) RNA binding 6.52× 10−16 MF
GO:0046700 heterocycle catabolic process 3.80× 10−15 BP
GO:0019439 aromatic compound catabolic process 4.76× 10−15 BP
GO:0044270 cellular nitrogen compound catabolic pro... 5.02× 10−15 BP
GO:0044265 cellular macromolecule catabolic process 1.05× 10−14 BP
GO:0016071 mRNA metabolic process 2.04× 10−14 BP
GO:0051704 multi-organism process 3.17× 10−14 BP
GO:1901361 organic cyclic compound catabolic proces... 5.19× 10−14 BP
GO:0072594 establishment of protein localization to... 1.01× 10−13 BP
GO:0006605 protein targeting 1.02× 10−13 BP
GO:0009057 macromolecule catabolic process 4.44× 10−13 BP
GO:0044802 single-organism membrane organization 1.03× 10−12 BP
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Table S36: Significantly enriched (FDR ≤ 0.05) GO terms in the top 100 Pan paniscus expressed
transcripts

GO.ID Term FDR Ontology
GO:0022411 cellular component disassembly 9.41× 10−12 BP
GO:0071822 protein complex subunit organization 1.68× 10−11 BP
GO:0033365 protein localization to organelle 3.40× 10−11 BP
GO:0061024 membrane organization 4.83× 10−11 BP
GO:0016482 cytoplasmic transport 1.24× 10−10 BP
GO:0006886 intracellular protein transport 1.36× 10−10 BP
GO:1902580 single-organism cellular localization 6.21× 10−10 BP
GO:1901575 organic substance catabolic process 1.33× 10−9 BP
GO:1902582 single-organism intracellular transport 2.27× 10−8 BP
GO:0044267 cellular protein metabolic process 2.30× 10−8 BP
GO:0034613 cellular protein localization 2.50× 10−8 BP
GO:0044248 cellular catabolic process 2.50× 10−8 BP
GO:0070727 cellular macromolecule localization 2.50× 10−8 BP
GO:0009056 catabolic process 2.69× 10−8 BP
GO:0043933 macromolecular complex subunit organizat... 1.78× 10−7 BP
GO:0016043 cellular component organization 3.07× 10−7 BP
GO:0046907 intracellular transport 3.94× 10−7 BP
GO:0071840 cellular component organization or bioge... 4.55× 10−7 BP
GO:0010035 response to inorganic substance 1.52× 10−6 BP
GO:0045184 establishment of protein localization 2.18× 10−6 BP
GO:0051649 establishment of localization in cell 2.60× 10−6 BP
GO:0051641 cellular localization 3.19× 10−6 BP
GO:0019538 protein metabolic process 3.56× 10−6 BP
GO:0015031 protein transport 7.41× 10−6 BP
GO:0003676 nucleic acid binding 2.13× 10−5 MF
GO:0010038 response to metal ion 4.05× 10−5 BP
GO:0000302 response to reactive oxygen species 5.19× 10−5 BP
GO:0006457 protein folding 5.70× 10−5 BP
GO:0010033 response to organic substance 8.13× 10−5 BP
GO:0008104 protein localization 1.03× 10−4 BP
GO:0009607 response to biotic stimulus 1.03× 10−4 BP
GO:0009628 response to abiotic stimulus 1.39× 10−4 BP
GO:0006979 response to oxidative stress 2.56× 10−4 BP
GO:0043207 response to external biotic stimulus 2.63× 10−4 BP
GO:0051707 response to other organism 2.63× 10−4 BP
GO:0070887 cellular response to chemical stimulus 2.63× 10−4 BP
GO:1903201 regulation of oxidative stress-induced c... 2.90× 10−4 BP
GO:0010941 regulation of cell death 2.90× 10−4 BP
GO:0008219 cell death 3.54× 10−4 BP
GO:0016265 death 3.61× 10−4 BP
GO:0097190 apoptotic signaling pathway 3.61× 10−4 BP
GO:0000028 ribosomal small subunit assembly 4.05× 10−4 BP
GO:0042274 ribosomal small subunit biogenesis 5.77× 10−4 BP
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4.2 Top 100 Transcripts Enrichment 4 PER-SPECIES GSEA

Table S36: Significantly enriched (FDR ≤ 0.05) GO terms in the top 100 Pan paniscus expressed
transcripts

GO.ID Term FDR Ontology
GO:0033036 macromolecule localization 7.28× 10−4 BP
GO:1900407 regulation of cellular response to oxida... 8.29× 10−4 BP
GO:0006915 apoptotic process 9.42× 10−4 BP
GO:0012501 programmed cell death 1.13× 10−3 BP
GO:1902882 regulation of response to oxidative stre... 1.31× 10−3 BP
GO:0071310 cellular response to organic substance 1.37× 10−3 BP
GO:0080134 regulation of response to stress 1.37× 10−3 BP
GO:0042255 ribosome assembly 1.75× 10−3 BP
GO:0036473 cell death in response to oxidative stre... 2.28× 10−3 BP
GO:0006950 response to stress 2.28× 10−3 BP
GO:0032268 regulation of cellular protein metabolic... 2.40× 10−3 BP
GO:1903202 negative regulation of oxidative stress-... 2.65× 10−3 BP
GO:0034976 response to endoplasmic reticulum stress 2.76× 10−3 BP
GO:0034599 cellular response to oxidative stress 2.84× 10−3 BP
GO:1901700 response to oxygen-containing compound 2.84× 10−3 BP
GO:0033554 cellular response to stress 2.94× 10−3 BP
GO:0071702 organic substance transport 2.98× 10−3 BP
GO:1900408 negative regulation of cellular response... 2.98× 10−3 BP
GO:1902883 negative regulation of response to oxida... 2.98× 10−3 BP
GO:0042981 regulation of apoptotic process 3.21× 10−3 BP
GO:0042221 response to chemical 3.40× 10−3 BP
GO:0043067 regulation of programmed cell death 3.40× 10−3 BP
GO:0042542 response to hydrogen peroxide 3.87× 10−3 BP
GO:0010467 gene expression 4.57× 10−3 BP
GO:1902578 single-organism localization 6.49× 10−3 BP
GO:2001233 regulation of apoptotic signaling pathwa... 7.28× 10−3 BP
GO:0006986 response to unfolded protein 7.33× 10−3 BP
GO:0046686 response to cadmium ion 8.21× 10−3 BP
GO:0035966 response to topologically incorrect prot... 1.01× 10−2 BP
GO:0044765 single-organism transport 1.03× 10−2 BP
GO:0002181 cytoplasmic translation 1.15× 10−2 BP
GO:0042254 ribosome biogenesis 1.15× 10−2 BP
GO:2001242 regulation of intrinsic apoptotic signal... 1.24× 10−2 BP
GO:0045104 intermediate filament cytoskeleton organ... 1.24× 10−2 BP
GO:0051246 regulation of protein metabolic process 1.32× 10−2 BP
GO:0044260 cellular macromolecule metabolic process 1.32× 10−2 BP
GO:0045103 intermediate filament-based process 1.32× 10−2 BP
GO:0009409 response to cold 1.53× 10−2 BP
GO:0045454 cell redox homeostasis 1.73× 10−2 BP
GO:0042026 protein refolding 1.81× 10−2 BP
GO:0045109 intermediate filament organization 1.81× 10−2 BP
GO:0051082 unfolded protein binding 1.90× 10−2 MF
GO:0002237 response to molecule of bacterial origin 1.99× 10−2 BP

292



4.2 Top 100 Transcripts Enrichment 4 PER-SPECIES GSEA

Table S36: Significantly enriched (FDR ≤ 0.05) GO terms in the top 100 Pan paniscus expressed
transcripts

GO.ID Term FDR Ontology
GO:0097193 intrinsic apoptotic signaling pathway 1.99× 10−2 BP
GO:0010043 response to zinc ion 2.04× 10−2 BP
GO:0046683 response to organophosphorus 2.04× 10−2 BP
GO:0009314 response to radiation 2.04× 10−2 BP
GO:0032269 negative regulation of cellular protein ... 2.21× 10−2 BP
GO:1902175 regulation of oxidative stress-induced i... 2.21× 10−2 BP
GO:0001836 release of cytochrome c from mitochondri... 2.30× 10−2 BP
GO:0006810 transport 2.77× 10−2 BP
GO:0008637 apoptotic mitochondrial changes 2.95× 10−2 BP
GO:0080135 regulation of cellular response to stres... 3.51× 10−2 BP
GO:0009617 response to bacterium 3.68× 10−2 BP
GO:0014074 response to purine-containing compound 3.82× 10−2 BP
GO:0009719 response to endogenous stimulus 3.82× 10−2 BP
GO:0044548 S100 protein binding 3.94× 10−2 MF
GO:0033591 response to L-ascorbic acid 4.17× 10−2 BP
GO:0051591 response to cAMP 4.23× 10−2 BP
GO:0034614 cellular response to reactive oxygen spe... 4.39× 10−2 BP
GO:0043170 macromolecule metabolic process 4.39× 10−2 BP
GO:0050790 regulation of catalytic activity 4.39× 10−2 BP
GO:0009266 response to temperature stimulus 4.39× 10−2 BP
GO:0051234 establishment of localization 4.54× 10−2 BP
GO:0051262 protein tetramerization 4.56× 10−2 BP
GO:1902532 negative regulation of intracellular sig... 4.56× 10−2 BP
GO:0014070 response to organic cyclic compound 4.62× 10−2 BP
GO:0051248 negative regulation of protein metabolic... 4.85× 10−2 BP

4.2.4 Significantly enriched (FDR ≤ 0.05) GO terms in the top 100Mus musculus expressed
transcripts

Table S37: Significantly enriched (FDR ≤ 0.05) GO terms in the top 100 Mus musculus expressed
transcripts

GO.ID Term FDR Ontology
GO:0030168 platelet activation 3.26× 10−6 BP
GO:0007596 blood coagulation 5.22× 10−6 BP
GO:0050817 coagulation 5.22× 10−6 BP
GO:0007599 hemostasis 5.22× 10−6 BP
GO:0042060 wound healing 1.10× 10−5 BP
GO:0050878 regulation of body fluid levels 3.48× 10−5 BP
GO:0006898 receptor-mediated endocytosis 1.47× 10−4 BP
GO:0060228 phosphatidylcholine-sterol O-acyltransfe... 1.58× 10−4 MF
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4.2 Top 100 Transcripts Enrichment 4 PER-SPECIES GSEA

Table S37: Significantly enriched (FDR ≤ 0.05) GO terms in the top 100 Mus musculus expressed
transcripts

GO.ID Term FDR Ontology
GO:0005198 structural molecule activity 1.58× 10−4 MF
GO:0015248 sterol transporter activity 1.58× 10−4 MF
GO:0017127 cholesterol transporter activity 1.58× 10−4 MF
GO:0070325 lipoprotein particle receptor binding 1.78× 10−4 MF
GO:0042221 response to chemical 1.96× 10−4 BP
GO:0034377 plasma lipoprotein particle assembly 2.22× 10−4 BP
GO:0002576 platelet degranulation 2.22× 10−4 BP
GO:0044822 poly(A) RNA binding 2.23× 10−4 MF
GO:0006897 endocytosis 2.37× 10−4 BP
GO:0065005 protein-lipid complex assembly 2.50× 10−4 BP
GO:0010873 positive regulation of cholesterol ester... 3.31× 10−4 BP
GO:0006810 transport 3.39× 10−4 BP
GO:0009611 response to wounding 3.39× 10−4 BP
GO:1901700 response to oxygen-containing compound 3.91× 10−4 BP
GO:0010872 regulation of cholesterol esterification 3.91× 10−4 BP
GO:0034370 triglyceride-rich lipoprotein particle r... 3.91× 10−4 BP
GO:0034372 very-low-density lipoprotein particle re... 3.91× 10−4 BP
GO:0034380 high-density lipoprotein particle assemb... 3.91× 10−4 BP
GO:0016192 vesicle-mediated transport 4.60× 10−4 BP
GO:0051234 establishment of localization 4.72× 10−4 BP
GO:0034367 macromolecular complex remodeling 4.72× 10−4 BP
GO:0034368 protein-lipid complex remodeling 4.72× 10−4 BP
GO:0034369 plasma lipoprotein particle remodeling 4.72× 10−4 BP
GO:0045940 positive regulation of steroid metabolic... 4.72× 10−4 BP
GO:0006950 response to stress 4.83× 10−4 BP
GO:0030029 actin filament-based process 6.52× 10−4 BP
GO:0006979 response to oxidative stress 7.65× 10−4 BP
GO:0051291 protein heterooligomerization 7.75× 10−4 BP
GO:0046461 neutral lipid catabolic process 7.75× 10−4 BP
GO:0046464 acylglycerol catabolic process 7.75× 10−4 BP
GO:0044765 single-organism transport 7.90× 10−4 BP
GO:0090150 establishment of protein localization to... 7.90× 10−4 BP
GO:0034433 steroid esterification 7.90× 10−4 BP
GO:0034434 sterol esterification 7.90× 10−4 BP
GO:0034435 cholesterol esterification 7.90× 10−4 BP
GO:0000302 response to reactive oxygen species 7.90× 10−4 BP
GO:0018158 protein oxidation 8.03× 10−4 BP
GO:0043627 response to estrogen 9.13× 10−4 BP
GO:0014070 response to organic cyclic compound 9.36× 10−4 BP
GO:1902578 single-organism localization 9.36× 10−4 BP
GO:0048545 response to steroid hormone 9.36× 10−4 BP
GO:0010033 response to organic substance 9.36× 10−4 BP
GO:0033993 response to lipid 9.36× 10−4 BP

294



4.2 Top 100 Transcripts Enrichment 4 PER-SPECIES GSEA

Table S37: Significantly enriched (FDR ≤ 0.05) GO terms in the top 100 Mus musculus expressed
transcripts

GO.ID Term FDR Ontology
GO:0033700 phospholipid efflux 9.36× 10−4 BP
GO:0071827 plasma lipoprotein particle organization 9.44× 10−4 BP
GO:0065008 regulation of biological quality 9.52× 10−4 BP
GO:0022607 cellular component assembly 1.01× 10−3 BP
GO:0051179 localization 1.02× 10−3 BP
GO:0071825 protein-lipid complex subunit organizati... 1.02× 10−3 BP
GO:0034329 cell junction assembly 1.10× 10−3 BP
GO:0034375 high-density lipoprotein particle remode... 1.13× 10−3 BP
GO:0044403 symbiosis, encompassing mutualism throug... 1.16× 10−3 BP
GO:0044419 interspecies interaction between organis... 1.16× 10−3 BP
GO:0016032 viral process 1.39× 10−3 BP
GO:0042744 hydrogen peroxide catabolic process 1.39× 10−3 BP
GO:0043691 reverse cholesterol transport 1.39× 10−3 BP
GO:0042632 cholesterol homeostasis 1.46× 10−3 BP
GO:0046503 glycerolipid catabolic process 1.46× 10−3 BP
GO:0055092 sterol homeostasis 1.58× 10−3 BP
GO:0044764 multi-organism cellular process 1.62× 10−3 BP
GO:0044085 cellular component biogenesis 1.68× 10−3 BP
GO:0033344 cholesterol efflux 2.17× 10−3 BP
GO:0010035 response to inorganic substance 2.17× 10−3 BP
GO:0034330 cell junction organization 2.17× 10−3 BP
GO:0009628 response to abiotic stimulus 2.53× 10−3 BP
GO:0055102 lipase inhibitor activity 2.55× 10−3 MF
GO:0072657 protein localization to membrane 2.69× 10−3 BP
GO:0019218 regulation of steroid metabolic process 2.84× 10−3 BP
GO:0050896 response to stimulus 2.98× 10−3 BP
GO:0008219 cell death 3.08× 10−3 BP
GO:0071514 genetic imprinting 3.08× 10−3 BP
GO:0016265 death 3.13× 10−3 BP
GO:0009719 response to endogenous stimulus 3.13× 10−3 BP
GO:0048731 system development 3.13× 10−3 BP
GO:0030036 actin cytoskeleton organization 3.26× 10−3 BP
GO:0009725 response to hormone 3.35× 10−3 BP
GO:0030300 regulation of intestinal cholesterol abs... 3.35× 10−3 BP
GO:0070887 cellular response to chemical stimulus 3.47× 10−3 BP
GO:0001101 response to acid chemical 3.71× 10−3 BP
GO:0045184 establishment of protein localization 3.71× 10−3 BP
GO:0019433 triglyceride catabolic process 5.03× 10−3 BP
GO:0034384 high-density lipoprotein particle cleara... 5.03× 10−3 BP
GO:0070527 platelet aggregation 5.68× 10−3 BP
GO:0097006 regulation of plasma lipoprotein particl... 5.68× 10−3 BP
GO:0071822 protein complex subunit organization 6.45× 10−3 BP
GO:0051704 multi-organism process 6.45× 10−3 BP
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4.2 Top 100 Transcripts Enrichment 4 PER-SPECIES GSEA

Table S37: Significantly enriched (FDR ≤ 0.05) GO terms in the top 100 Mus musculus expressed
transcripts

GO.ID Term FDR Ontology
GO:0007275 multicellular organismal development 6.60× 10−3 BP
GO:0043933 macromolecular complex subunit organizat... 6.60× 10−3 BP
GO:0006915 apoptotic process 6.81× 10−3 BP
GO:0046889 positive regulation of lipid biosyntheti... 7.31× 10−3 BP
GO:0008104 protein localization 7.58× 10−3 BP
GO:0010941 regulation of cell death 7.58× 10−3 BP
GO:0012501 programmed cell death 7.64× 10−3 BP
GO:0000184 nuclear-transcribed mRNA catabolic proce... 7.83× 10−3 BP
GO:0032502 developmental process 8.02× 10−3 BP
GO:0003723 RNA binding 8.35× 10−3 MF
GO:0048856 anatomical structure development 8.88× 10−3 BP
GO:0007603 phototransduction, visible light 8.92× 10−3 BP
GO:0034374 low-density lipoprotein particle remodel... 8.96× 10−3 BP
GO:0015031 protein transport 9.27× 10−3 BP
GO:0034381 plasma lipoprotein particle clearance 9.56× 10−3 BP
GO:0055088 lipid homeostasis 9.85× 10−3 BP
GO:0042157 lipoprotein metabolic process 1.04× 10−2 BP
GO:0044767 single-organism developmental process 1.09× 10−2 BP
GO:0008202 steroid metabolic process 1.19× 10−2 BP
GO:0033036 macromolecule localization 1.23× 10−2 BP
GO:0006612 protein targeting to membrane 1.28× 10−2 BP
GO:0008203 cholesterol metabolic process 1.28× 10−2 BP
GO:0006414 translational elongation 1.28× 10−2 BP
GO:0032371 regulation of sterol transport 1.28× 10−2 BP
GO:0032374 regulation of cholesterol transport 1.28× 10−2 BP
GO:0045214 sarcomere organization 1.28× 10−2 BP
GO:0006641 triglyceride metabolic process 1.37× 10−2 BP
GO:0030299 intestinal cholesterol absorption 1.37× 10−2 BP
GO:0005319 lipid transporter activity 1.40× 10−2 MF
GO:0015918 sterol transport 1.44× 10−2 BP
GO:0030301 cholesterol transport 1.44× 10−2 BP
GO:0044707 single-multicellular organism process 1.44× 10−2 BP
GO:0061024 membrane organization 1.44× 10−2 BP
GO:0001775 cell activation 1.57× 10−2 BP
GO:0006695 cholesterol biosynthetic process 1.57× 10−2 BP
GO:0042743 hydrogen peroxide metabolic process 1.57× 10−2 BP
GO:0098602 single organism cell adhesion 1.57× 10−2 BP
GO:0030801 positive regulation of cyclic nucleotide... 1.57× 10−2 BP
GO:0045834 positive regulation of lipid metabolic p... 1.57× 10−2 BP
GO:0071702 organic substance transport 1.57× 10−2 BP
GO:0015671 oxygen transport 1.64× 10−2 BP
GO:0009584 detection of visible light 1.64× 10−2 BP
GO:0045981 positive regulation of nucleotide metabo... 1.71× 10−2 BP
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4.2 Top 100 Transcripts Enrichment 4 PER-SPECIES GSEA

Table S37: Significantly enriched (FDR ≤ 0.05) GO terms in the top 100 Mus musculus expressed
transcripts

GO.ID Term FDR Ontology
GO:0046890 regulation of lipid biosynthetic process 1.71× 10−2 BP
GO:1900544 positive regulation of purine nucleotide... 1.71× 10−2 BP
GO:0030799 regulation of cyclic nucleotide metaboli... 1.78× 10−2 BP
GO:0006639 acylglycerol metabolic process 1.78× 10−2 BP
GO:0006638 neutral lipid metabolic process 1.85× 10−2 BP
GO:0050790 regulation of catalytic activity 1.85× 10−2 BP
GO:0032501 multicellular organismal process 1.88× 10−2 BP
GO:0043086 negative regulation of catalytic activit... 1.88× 10−2 BP
GO:0007602 phototransduction 1.88× 10−2 BP
GO:0016125 sterol metabolic process 1.88× 10−2 BP
GO:0051235 maintenance of location 1.88× 10−2 BP
GO:0042981 regulation of apoptotic process 1.93× 10−2 BP
GO:0010903 negative regulation of very-low-density ... 1.93× 10−2 BP
GO:0051343 positive regulation of cyclic-nucleotide... 1.93× 10−2 BP
GO:0016209 antioxidant activity 2.01× 10−2 MF
GO:0043067 regulation of programmed cell death 2.04× 10−2 BP
GO:0065003 macromolecular complex assembly 2.04× 10−2 BP
GO:0031667 response to nutrient levels 2.04× 10−2 BP
GO:0009605 response to external stimulus 2.04× 10−2 BP
GO:0016126 sterol biosynthetic process 2.04× 10−2 BP
GO:0044248 cellular catabolic process 2.10× 10−2 BP
GO:0097305 response to alcohol 2.10× 10−2 BP
GO:0051259 protein oligomerization 2.12× 10−2 BP
GO:0009743 response to carbohydrate 2.12× 10−2 BP
GO:1900542 regulation of purine nucleotide metaboli... 2.12× 10−2 BP
GO:0030511 positive regulation of transforming grow... 2.12× 10−2 BP
GO:1903846 positive regulation of cellular response... 2.12× 10−2 BP
GO:0044092 negative regulation of molecular functio... 2.19× 10−2 BP
GO:0016043 cellular component organization 2.24× 10−2 BP
GO:0051641 cellular localization 2.24× 10−2 BP
GO:0005515 protein binding 2.26× 10−2 MF
GO:0031720 haptoglobin binding 2.26× 10−2 MF
GO:0030234 enzyme regulator activity 2.26× 10−2 MF
GO:0006140 regulation of nucleotide metabolic proce... 2.31× 10−2 BP
GO:0051649 establishment of localization in cell 2.46× 10−2 BP
GO:0005344 oxygen transporter activity 2.57× 10−2 MF
GO:0009583 detection of light stimulus 2.76× 10−2 BP
GO:0001649 osteoblast differentiation 2.76× 10−2 BP
GO:0015485 cholesterol binding 2.78× 10−2 MF
GO:0098772 molecular function regulator 2.78× 10−2 MF
GO:0006614 SRP-dependent cotranslational protein ta... 2.80× 10−2 BP
GO:0045047 protein targeting to ER 2.80× 10−2 BP
GO:0050750 low-density lipoprotein particle recepto... 2.84× 10−2 MF
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4.2 Top 100 Transcripts Enrichment 4 PER-SPECIES GSEA

Table S37: Significantly enriched (FDR ≤ 0.05) GO terms in the top 100 Mus musculus expressed
transcripts

GO.ID Term FDR Ontology
GO:0001523 retinoid metabolic process 2.85× 10−2 BP
GO:0071840 cellular component organization or bioge... 2.85× 10−2 BP
GO:0015669 gas transport 2.87× 10−2 BP
GO:0044241 lipid digestion 2.87× 10−2 BP
GO:0044242 cellular lipid catabolic process 2.87× 10−2 BP
GO:0009581 detection of external stimulus 2.98× 10−2 BP
GO:0006613 cotranslational protein targeting to mem... 2.98× 10−2 BP
GO:0072599 establishment of protein localization to... 2.98× 10−2 BP
GO:0006413 translational initiation 3.06× 10−2 BP
GO:0042542 response to hydrogen peroxide 3.06× 10−2 BP
GO:0090002 establishment of protein localization to... 3.06× 10−2 BP
GO:0071310 cellular response to organic substance 3.06× 10−2 BP
GO:0009991 response to extracellular stimulus 3.06× 10−2 BP
GO:0065009 regulation of molecular function 3.06× 10−2 BP
GO:0006982 response to lipid hydroperoxide 3.06× 10−2 BP
GO:0010901 regulation of very-low-density lipoprote... 3.06× 10−2 BP
GO:0015914 phospholipid transport 3.12× 10−2 BP
GO:0048584 positive regulation of response to stimu... 3.15× 10−2 BP
GO:0007010 cytoskeleton organization 3.15× 10−2 BP
GO:0009582 detection of abiotic stimulus 3.17× 10−2 BP
GO:0001890 placenta development 3.17× 10−2 BP
GO:0030814 regulation of cAMP metabolic process 3.17× 10−2 BP
GO:0006412 translation 3.23× 10−2 BP
GO:0044265 cellular macromolecule catabolic process 3.28× 10−2 BP
GO:0016101 diterpenoid metabolic process 3.38× 10−2 BP
GO:0030816 positive regulation of cAMP metabolic pr... 3.38× 10−2 BP
GO:0030258 lipid modification 3.43× 10−2 BP
GO:0048513 organ development 3.47× 10−2 BP
GO:0006415 translational termination 3.47× 10−2 BP
GO:0006694 steroid biosynthetic process 3.48× 10−2 BP
GO:0048518 positive regulation of biological proces... 3.48× 10−2 BP
GO:0050996 positive regulation of lipid catabolic p... 3.48× 10−2 BP
GO:0032934 sterol binding 3.51× 10−2 MF
GO:0030802 regulation of cyclic nucleotide biosynth... 3.60× 10−2 BP
GO:0031032 actomyosin structure organization 3.76× 10−2 BP
GO:0030198 extracellular matrix organization 3.76× 10−2 BP
GO:0043062 extracellular structure organization 3.80× 10−2 BP
GO:0030808 regulation of nucleotide biosynthetic pr... 3.83× 10−2 BP
GO:1900371 regulation of purine nucleotide biosynth... 3.83× 10−2 BP
GO:0000956 nuclear-transcribed mRNA catabolic proce... 4.01× 10−2 BP
GO:0055114 oxidation-reduction process 4.05× 10−2 BP
GO:0031210 phosphatidylcholine binding 4.08× 10−2 MF
GO:0070653 high-density lipoprotein particle recept... 4.08× 10−2 MF
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Table S37: Significantly enriched (FDR ≤ 0.05) GO terms in the top 100 Mus musculus expressed
transcripts

GO.ID Term FDR Ontology
GO:0006721 terpenoid metabolic process 4.16× 10−2 BP
GO:1901617 organic hydroxy compound biosynthetic pr... 4.25× 10−2 BP
GO:0048522 positive regulation of cellular process 4.25× 10−2 BP
GO:0002740 negative regulation of cytokine secretio... 4.25× 10−2 BP
GO:0018206 peptidyl-methionine modification 4.25× 10−2 BP
GO:0032802 low-density lipoprotein particle recepto... 4.25× 10−2 BP
GO:0032803 regulation of low-density lipoprotein pa... 4.25× 10−2 BP
GO:0035376 sterol import 4.25× 10−2 BP
GO:0035382 sterol transmembrane transport 4.25× 10−2 BP
GO:0051342 regulation of cyclic-nucleotide phosphod... 4.25× 10−2 BP
GO:0070508 cholesterol import 4.25× 10−2 BP
GO:1901841 regulation of high voltage-gated calcium... 4.25× 10−2 BP
GO:0034284 response to monosaccharide 4.41× 10−2 BP
GO:0030804 positive regulation of cyclic nucleotide... 4.63× 10−2 BP
GO:0030239 myofibril assembly 4.65× 10−2 BP
GO:0009057 macromolecule catabolic process 4.65× 10−2 BP
GO:0050892 intestinal absorption 4.86× 10−2 BP
GO:0009187 cyclic nucleotide metabolic process 4.96× 10−2 BP
GO:0030810 positive regulation of nucleotide biosyn... 4.97× 10−2 BP
GO:1900373 positive regulation of purine nucleotide... 4.97× 10−2 BP

4.2.5 Significantly enriched (FDR ≤ 0.05) GO terms in the top 100 Spalax galili expressed
transcripts

Table S38: Significantly enriched (FDR ≤ 0.05) GO terms in the top 100 Spalax galili expressed
transcripts

GO.ID Term FDR Ontology
GO:0006614 SRP-dependent cotranslational protein ta... 5.66× 10−28 BP
GO:0045047 protein targeting to ER 5.66× 10−28 BP
GO:0006613 cotranslational protein targeting to mem... 5.66× 10−28 BP
GO:0072599 establishment of protein localization to... 5.66× 10−28 BP
GO:0006415 translational termination 5.66× 10−28 BP
GO:0006414 translational elongation 5.66× 10−28 BP
GO:0000184 nuclear-transcribed mRNA catabolic proce... 5.66× 10−28 BP
GO:0006413 translational initiation 5.66× 10−28 BP
GO:0070972 protein localization to endoplasmic reti... 5.66× 10−28 BP
GO:0000956 nuclear-transcribed mRNA catabolic proce... 5.66× 10−28 BP
GO:0006612 protein targeting to membrane 5.66× 10−28 BP
GO:0019083 viral transcription 5.66× 10−28 BP
GO:0043624 cellular protein complex disassembly 5.66× 10−28 BP
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Table S38: Significantly enriched (FDR ≤ 0.05) GO terms in the top 100 Spalax galili expressed
transcripts

GO.ID Term FDR Ontology
GO:0019080 viral gene expression 5.66× 10−28 BP
GO:0044033 multi-organism metabolic process 5.66× 10−28 BP
GO:0006402 mRNA catabolic process 5.66× 10−28 BP
GO:0043241 protein complex disassembly 5.66× 10−28 BP
GO:0006401 RNA catabolic process 5.66× 10−28 BP
GO:0032984 macromolecular complex disassembly 5.66× 10−28 BP
GO:0006412 translation 5.66× 10−28 BP
GO:0090150 establishment of protein localization to... 5.66× 10−28 BP
GO:0003735 structural constituent of ribosome 1.59× 10−27 MF
GO:0005198 structural molecule activity 1.59× 10−27 MF
GO:0072657 protein localization to membrane 3.35× 10−25 BP
GO:0022411 cellular component disassembly 4.76× 10−25 BP
GO:0019058 viral life cycle 3.37× 10−24 BP
GO:0034655 nucleobase-containing compound catabolic... 2.14× 10−23 BP
GO:0016071 mRNA metabolic process 6.40× 10−22 BP
GO:0046700 heterocycle catabolic process 4.40× 10−21 BP
GO:0044270 cellular nitrogen compound catabolic pro... 5.10× 10−21 BP
GO:0019439 aromatic compound catabolic process 8.20× 10−21 BP
GO:0016032 viral process 4.76× 10−20 BP
GO:0044764 multi-organism cellular process 7.67× 10−20 BP
GO:0072594 establishment of protein localization to... 1.41× 10−19 BP
GO:1901361 organic cyclic compound catabolic proces... 1.69× 10−19 BP
GO:0006605 protein targeting 4.20× 10−19 BP
GO:0044802 single-organism membrane organization 5.78× 10−19 BP
GO:0044403 symbiosis, encompassing mutualism throug... 6.43× 10−19 BP
GO:0044419 interspecies interaction between organis... 6.43× 10−19 BP
GO:0044265 cellular macromolecule catabolic process 1.44× 10−18 BP
GO:0061024 membrane organization 2.59× 10−18 BP
GO:0003723 RNA binding 4.45× 10−18 MF
GO:0071822 protein complex subunit organization 8.33× 10−18 BP
GO:0033365 protein localization to organelle 6.67× 10−17 BP
GO:0044822 poly(A) RNA binding 2.70× 10−15 MF
GO:0016482 cytoplasmic transport 5.10× 10−15 BP
GO:0009057 macromolecule catabolic process 5.26× 10−15 BP
GO:1902580 single-organism cellular localization 5.41× 10−15 BP
GO:0006886 intracellular protein transport 1.82× 10−14 BP
GO:0034613 cellular protein localization 3.88× 10−13 BP
GO:0070727 cellular macromolecule localization 4.30× 10−13 BP
GO:0043933 macromolecular complex subunit organizat... 5.70× 10−13 BP
GO:0051704 multi-organism process 4.61× 10−12 BP
GO:0045184 establishment of protein localization 1.26× 10−11 BP
GO:0015031 protein transport 3.96× 10−11 BP
GO:1902582 single-organism intracellular transport 4.80× 10−11 BP
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Table S38: Significantly enriched (FDR ≤ 0.05) GO terms in the top 100 Spalax galili expressed
transcripts

GO.ID Term FDR Ontology
GO:0008104 protein localization 5.39× 10−10 BP
GO:0044248 cellular catabolic process 5.51× 10−10 BP
GO:0009056 catabolic process 1.15× 10−9 BP
GO:0046907 intracellular transport 1.85× 10−9 BP
GO:0051641 cellular localization 2.50× 10−9 BP
GO:0051649 establishment of localization in cell 3.90× 10−8 BP
GO:1901575 organic substance catabolic process 5.04× 10−8 BP
GO:0033036 macromolecule localization 5.55× 10−8 BP
GO:0042274 ribosomal small subunit biogenesis 1.42× 10−7 BP
GO:0071702 organic substance transport 2.11× 10−7 BP
GO:1902578 single-organism localization 5.66× 10−7 BP
GO:0016043 cellular component organization 1.43× 10−6 BP
GO:0006810 transport 2.01× 10−6 BP
GO:0071840 cellular component organization or bioge... 2.16× 10−6 BP
GO:0044765 single-organism transport 2.24× 10−6 BP
GO:0002181 cytoplasmic translation 2.24× 10−6 BP
GO:0042254 ribosome biogenesis 2.24× 10−6 BP
GO:0051234 establishment of localization 5.95× 10−6 BP
GO:0000028 ribosomal small subunit assembly 7.54× 10−6 BP
GO:0006364 rRNA processing 7.76× 10−6 BP
GO:0016072 rRNA metabolic process 9.61× 10−6 BP
GO:0030168 platelet activation 1.77× 10−5 BP
GO:0022613 ribonucleoprotein complex biogenesis 2.38× 10−5 BP
GO:0042255 ribosome assembly 3.44× 10−5 BP
GO:0051179 localization 2.16× 10−4 BP
GO:0003676 nucleic acid binding 7.00× 10−4 MF
GO:0044267 cellular protein metabolic process 8.54× 10−4 BP
GO:0070527 platelet aggregation 1.31× 10−3 BP
GO:0034470 ncRNA processing 1.93× 10−3 BP
GO:0044548 S100 protein binding 2.97× 10−3 MF
GO:0002576 platelet degranulation 3.67× 10−3 BP
GO:0042273 ribosomal large subunit biogenesis 4.50× 10−3 BP
GO:0019538 protein metabolic process 6.16× 10−3 BP
GO:0014866 skeletal myofibril assembly 8.53× 10−3 BP
GO:0051014 actin filament severing 8.53× 10−3 BP
GO:0003012 muscle system process 9.27× 10−3 BP
GO:0010467 gene expression 9.98× 10−3 BP
GO:0007596 blood coagulation 1.04× 10−2 BP
GO:0050817 coagulation 1.04× 10−2 BP
GO:0030049 muscle filament sliding 1.05× 10−2 BP
GO:0033275 actin-myosin filament sliding 1.05× 10−2 BP
GO:0007599 hemostasis 1.09× 10−2 BP
GO:0006936 muscle contraction 1.09× 10−2 BP
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4.2 Top 100 Transcripts Enrichment 4 PER-SPECIES GSEA

Table S38: Significantly enriched (FDR ≤ 0.05) GO terms in the top 100 Spalax galili expressed
transcripts

GO.ID Term FDR Ontology
GO:1900756 protein processing in phagocytic vesicle 2.73× 10−2 BP
GO:1903921 regulation of protein processing in phag... 2.73× 10−2 BP
GO:1903923 positive regulation of protein processin... 2.73× 10−2 BP
GO:0034660 ncRNA metabolic process 3.07× 10−2 BP
GO:0022618 ribonucleoprotein complex assembly 3.40× 10−2 BP
GO:0001503 ossification 3.60× 10−2 BP
GO:0031032 actomyosin structure organization 3.81× 10−2 BP
GO:0030029 actin filament-based process 4.00× 10−2 BP
GO:0071826 ribonucleoprotein complex subunit organi... 4.55× 10−2 BP

4.2.6 Significantly enriched (FDR ≤ 0.05) GO terms in the top 100 Spalax carmeli expressed
transcripts

Table S39: Significantly enriched (FDR ≤ 0.05) GO terms in the top 100 Spalax carmeli expressed
transcripts

GO.ID Term FDR Ontology
GO:0000184 nuclear-transcribed mRNA catabolic proce... 6.78× 10−28 BP
GO:0006614 SRP-dependent cotranslational protein ta... 6.78× 10−28 BP
GO:0045047 protein targeting to ER 6.78× 10−28 BP
GO:0006613 cotranslational protein targeting to mem... 6.78× 10−28 BP
GO:0072599 establishment of protein localization to... 6.78× 10−28 BP
GO:0006414 translational elongation 6.78× 10−28 BP
GO:0006415 translational termination 6.78× 10−28 BP
GO:0070972 protein localization to endoplasmic reti... 6.78× 10−28 BP
GO:0000956 nuclear-transcribed mRNA catabolic proce... 6.78× 10−28 BP
GO:0006413 translational initiation 6.78× 10−28 BP
GO:0006402 mRNA catabolic process 6.78× 10−28 BP
GO:0006612 protein targeting to membrane 6.78× 10−28 BP
GO:0006401 RNA catabolic process 6.78× 10−28 BP
GO:0019083 viral transcription 6.78× 10−28 BP
GO:0019080 viral gene expression 6.78× 10−28 BP
GO:0090150 establishment of protein localization to... 6.78× 10−28 BP
GO:0044033 multi-organism metabolic process 6.78× 10−28 BP
GO:0043624 cellular protein complex disassembly 8.32× 10−28 BP
GO:0003735 structural constituent of ribosome 3.12× 10−27 MF
GO:0043241 protein complex disassembly 4.61× 10−26 BP
GO:0032984 macromolecular complex disassembly 1.09× 10−25 BP
GO:0005198 structural molecule activity 1.29× 10−25 MF
GO:0072657 protein localization to membrane 4.44× 10−25 BP
GO:0006412 translation 7.33× 10−24 BP
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4.2 Top 100 Transcripts Enrichment 4 PER-SPECIES GSEA

Table S39: Significantly enriched (FDR ≤ 0.05) GO terms in the top 100 Spalax carmeli expressed
transcripts

GO.ID Term FDR Ontology
GO:0034655 nucleobase-containing compound catabolic... 1.30× 10−23 BP
GO:0072594 establishment of protein localization to... 4.61× 10−23 BP
GO:0016032 viral process 6.45× 10−23 BP
GO:0044764 multi-organism cellular process 1.06× 10−22 BP
GO:0019058 viral life cycle 2.52× 10−22 BP
GO:0003723 RNA binding 3.63× 10−22 MF
GO:0016071 mRNA metabolic process 9.05× 10−22 BP
GO:0044403 symbiosis, encompassing mutualism throug... 1.19× 10−21 BP
GO:0044419 interspecies interaction between organis... 1.19× 10−21 BP
GO:0046700 heterocycle catabolic process 1.30× 10−21 BP
GO:0019439 aromatic compound catabolic process 1.47× 10−21 BP
GO:0044270 cellular nitrogen compound catabolic pro... 1.47× 10−21 BP
GO:0006605 protein targeting 1.69× 10−21 BP
GO:0044822 poly(A) RNA binding 4.52× 10−21 MF
GO:1901361 organic cyclic compound catabolic proces... 4.94× 10−20 BP
GO:0061024 membrane organization 9.60× 10−20 BP
GO:0033365 protein localization to organelle 2.40× 10−19 BP
GO:0044802 single-organism membrane organization 7.88× 10−19 BP
GO:0016482 cytoplasmic transport 2.45× 10−18 BP
GO:0006886 intracellular protein transport 1.09× 10−17 BP
GO:0044265 cellular macromolecule catabolic process 2.25× 10−16 BP
GO:0051704 multi-organism process 4.11× 10−16 BP
GO:1902582 single-organism intracellular transport 1.04× 10−15 BP
GO:0022411 cellular component disassembly 1.65× 10−15 BP
GO:1902580 single-organism cellular localization 2.53× 10−15 BP
GO:0071822 protein complex subunit organization 9.01× 10−15 BP
GO:0045184 establishment of protein localization 1.69× 10−14 BP
GO:0015031 protein transport 4.08× 10−14 BP
GO:0034613 cellular protein localization 7.52× 10−14 BP
GO:0046907 intracellular transport 8.06× 10−14 BP
GO:0070727 cellular macromolecule localization 8.81× 10−14 BP
GO:0009057 macromolecule catabolic process 1.64× 10−13 BP
GO:0051649 establishment of localization in cell 3.69× 10−12 BP
GO:1902578 single-organism localization 1.00× 10−11 BP
GO:0044765 single-organism transport 1.42× 10−11 BP
GO:0008104 protein localization 1.67× 10−11 BP
GO:0051641 cellular localization 6.26× 10−11 BP
GO:0071702 organic substance transport 6.36× 10−11 BP
GO:0043933 macromolecular complex subunit organizat... 3.71× 10−10 BP
GO:0033036 macromolecule localization 6.34× 10−10 BP
GO:0006810 transport 1.04× 10−9 BP
GO:0044248 cellular catabolic process 2.23× 10−9 BP
GO:0051234 establishment of localization 3.66× 10−9 BP

303



4.2 Top 100 Transcripts Enrichment 4 PER-SPECIES GSEA

Table S39: Significantly enriched (FDR ≤ 0.05) GO terms in the top 100 Spalax carmeli expressed
transcripts

GO.ID Term FDR Ontology
GO:1901575 organic substance catabolic process 6.12× 10−9 BP
GO:0042274 ribosomal small subunit biogenesis 8.33× 10−8 BP
GO:0009056 catabolic process 2.79× 10−7 BP
GO:0051179 localization 1.38× 10−6 BP
GO:0003676 nucleic acid binding 2.06× 10−6 MF
GO:0042254 ribosome biogenesis 2.20× 10−6 BP
GO:0006364 rRNA processing 7.68× 10−6 BP
GO:0000028 ribosomal small subunit assembly 1.22× 10−5 BP
GO:0016072 rRNA metabolic process 1.22× 10−5 BP
GO:0002181 cytoplasmic translation 2.24× 10−5 BP
GO:0016043 cellular component organization 1.06× 10−4 BP
GO:0044267 cellular protein metabolic process 1.17× 10−4 BP
GO:0071840 cellular component organization or bioge... 1.54× 10−4 BP
GO:0042255 ribosome assembly 1.67× 10−4 BP
GO:0042590 antigen processing and presentation of e... 6.65× 10−4 BP
GO:0022613 ribonucleoprotein complex biogenesis 6.65× 10−4 BP
GO:0019538 protein metabolic process 1.17× 10−3 BP
GO:0006457 protein folding 1.35× 10−3 BP
GO:0097159 organic cyclic compound binding 1.61× 10−3 MF
GO:0002478 antigen processing and presentation of e... 1.97× 10−3 BP
GO:0019884 antigen processing and presentation of e... 1.97× 10−3 BP
GO:0002480 antigen processing and presentation of e... 2.50× 10−3 BP
GO:0034470 ncRNA processing 2.88× 10−3 BP
GO:0002474 antigen processing and presentation of p... 3.39× 10−3 BP
GO:0044249 cellular biosynthetic process 3.62× 10−3 BP
GO:0048002 antigen processing and presentation of p... 4.10× 10−3 BP
GO:1901363 heterocyclic compound binding 4.90× 10−3 MF
GO:0030049 muscle filament sliding 5.05× 10−3 BP
GO:0033275 actin-myosin filament sliding 5.05× 10−3 BP
GO:1901360 organic cyclic compound metabolic proces... 5.50× 10−3 BP
GO:0042273 ribosomal large subunit biogenesis 5.57× 10−3 BP
GO:0014070 response to organic cyclic compound 5.63× 10−3 BP
GO:0006950 response to stress 7.18× 10−3 BP
GO:0042493 response to drug 7.23× 10−3 BP
GO:1901362 organic cyclic compound biosynthetic pro... 7.64× 10−3 BP
GO:0002479 antigen processing and presentation of e... 7.72× 10−3 BP
GO:0010035 response to inorganic substance 7.72× 10−3 BP
GO:0009058 biosynthetic process 1.03× 10−2 BP
GO:0046483 heterocycle metabolic process 1.14× 10−2 BP
GO:0006725 cellular aromatic compound metabolic pro... 1.14× 10−2 BP
GO:0071346 cellular response to interferon-gamma 1.14× 10−2 BP
GO:0048545 response to steroid hormone 1.21× 10−2 BP
GO:1901576 organic substance biosynthetic process 1.21× 10−2 BP
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4.2 Top 100 Transcripts Enrichment 4 PER-SPECIES GSEA

Table S39: Significantly enriched (FDR ≤ 0.05) GO terms in the top 100 Spalax carmeli expressed
transcripts

GO.ID Term FDR Ontology
GO:0010467 gene expression 1.21× 10−2 BP
GO:0019882 antigen processing and presentation 1.21× 10−2 BP
GO:0034698 response to gonadotropin 1.28× 10−2 BP
GO:0006807 nitrogen compound metabolic process 1.28× 10−2 BP
GO:0044085 cellular component biogenesis 1.28× 10−2 BP
GO:0034641 cellular nitrogen compound metabolic pro... 1.48× 10−2 BP
GO:0034654 nucleobase-containing compound biosynthe... 1.97× 10−2 BP
GO:0060333 interferon-gamma-mediated signaling path... 1.97× 10−2 BP
GO:0006936 muscle contraction 2.16× 10−2 BP
GO:0044271 cellular nitrogen compound biosynthetic ... 2.32× 10−2 BP
GO:0070252 actin-mediated cell contraction 2.32× 10−2 BP
GO:0008307 structural constituent of muscle 2.38× 10−2 MF
GO:0044763 single-organism cellular process 2.50× 10−2 BP
GO:0006952 defense response 2.56× 10−2 BP
GO:0034660 ncRNA metabolic process 2.56× 10−2 BP
GO:0002483 antigen processing and presentation of e... 2.67× 10−2 BP
GO:0002484 antigen processing and presentation of e... 2.67× 10−2 BP
GO:0002486 antigen processing and presentation of e... 2.67× 10−2 BP
GO:0019885 antigen processing and presentation of e... 2.67× 10−2 BP
GO:0018130 heterocycle biosynthetic process 2.72× 10−2 BP
GO:0019438 aromatic compound biosynthetic process 2.72× 10−2 BP
GO:0034341 response to interferon-gamma 2.88× 10−2 BP
GO:0001916 positive regulation of T cell mediated c... 3.17× 10−2 BP
GO:0030490 maturation of SSU-rRNA 3.17× 10−2 BP
GO:0046697 decidualization 3.17× 10−2 BP
GO:0030048 actin filament-based movement 4.50× 10−2 BP
GO:0010941 regulation of cell death 4.55× 10−2 BP

4.2.7 Significantly enriched (FDR ≤ 0.05) GO terms in the top 100 Bos taurus expressed
transcripts

Table S40: Significantly enriched (FDR ≤ 0.05) GO terms in the top 100 Bos taurus expressed
transcripts

GO.ID Term FDR Ontology
GO:0006614 SRP-dependent cotranslational protein ta... 1.44× 10−27 BP
GO:0045047 protein targeting to ER 1.44× 10−27 BP
GO:0006414 translational elongation 1.44× 10−27 BP
GO:0006613 cotranslational protein targeting to mem... 1.44× 10−27 BP
GO:0072599 establishment of protein localization to... 1.44× 10−27 BP
GO:0006415 translational termination 1.44× 10−27 BP
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4.2 Top 100 Transcripts Enrichment 4 PER-SPECIES GSEA

Table S40: Significantly enriched (FDR ≤ 0.05) GO terms in the top 100 Bos taurus expressed
transcripts

GO.ID Term FDR Ontology
GO:0000184 nuclear-transcribed mRNA catabolic proce... 1.44× 10−27 BP
GO:0070972 protein localization to endoplasmic reti... 1.44× 10−27 BP
GO:0006413 translational initiation 1.44× 10−27 BP
GO:0019083 viral transcription 1.95× 10−27 BP
GO:0006402 mRNA catabolic process 2.17× 10−27 BP
GO:0006612 protein targeting to membrane 2.17× 10−27 BP
GO:0003735 structural constituent of ribosome 3.71× 10−27 MF
GO:0019080 viral gene expression 5.10× 10−27 BP
GO:0000956 nuclear-transcribed mRNA catabolic proce... 8.26× 10−27 BP
GO:0044033 multi-organism metabolic process 1.39× 10−26 BP
GO:0043624 cellular protein complex disassembly 3.06× 10−26 BP
GO:0016032 viral process 3.06× 10−26 BP
GO:0044764 multi-organism cellular process 5.05× 10−26 BP
GO:0006401 RNA catabolic process 1.30× 10−25 BP
GO:0019058 viral life cycle 5.07× 10−25 BP
GO:0043241 protein complex disassembly 1.42× 10−24 BP
GO:0044403 symbiosis, encompassing mutualism throug... 1.81× 10−24 BP
GO:0044419 interspecies interaction between organis... 1.81× 10−24 BP
GO:0032984 macromolecular complex disassembly 3.09× 10−24 BP
GO:0090150 establishment of protein localization to... 5.20× 10−23 BP
GO:0006412 translation 6.50× 10−22 BP
GO:0051704 multi-organism process 6.26× 10−20 BP
GO:0072657 protein localization to membrane 1.30× 10−19 BP
GO:0034655 nucleobase-containing compound catabolic... 4.30× 10−19 BP
GO:0003723 RNA binding 1.11× 10−18 MF
GO:0022411 cellular component disassembly 1.73× 10−18 BP
GO:0005198 structural molecule activity 7.66× 10−18 MF
GO:0044270 cellular nitrogen compound catabolic pro... 3.37× 10−17 BP
GO:0046700 heterocycle catabolic process 3.37× 10−17 BP
GO:0019439 aromatic compound catabolic process 3.94× 10−17 BP
GO:0044822 poly(A) RNA binding 4.26× 10−17 MF
GO:0016071 mRNA metabolic process 8.03× 10−17 BP
GO:1901361 organic cyclic compound catabolic proces... 7.05× 10−16 BP
GO:0044265 cellular macromolecule catabolic process 1.16× 10−15 BP
GO:0072594 establishment of protein localization to... 5.97× 10−15 BP
GO:0006605 protein targeting 8.55× 10−15 BP
GO:0044802 single-organism membrane organization 1.77× 10−14 BP
GO:0061024 membrane organization 1.85× 10−14 BP
GO:0009057 macromolecule catabolic process 7.61× 10−14 BP
GO:0033365 protein localization to organelle 4.33× 10−12 BP
GO:0006886 intracellular protein transport 2.60× 10−11 BP
GO:0071822 protein complex subunit organization 3.54× 10−11 BP
GO:1902580 single-organism cellular localization 1.24× 10−10 BP
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4.2 Top 100 Transcripts Enrichment 4 PER-SPECIES GSEA

Table S40: Significantly enriched (FDR ≤ 0.05) GO terms in the top 100 Bos taurus expressed
transcripts

GO.ID Term FDR Ontology
GO:0016482 cytoplasmic transport 2.03× 10−10 BP
GO:0034613 cellular protein localization 2.18× 10−10 BP
GO:0070727 cellular macromolecule localization 2.27× 10−10 BP
GO:1902582 single-organism intracellular transport 1.30× 10−9 BP
GO:1901575 organic substance catabolic process 1.95× 10−9 BP
GO:0046907 intracellular transport 3.06× 10−8 BP
GO:0051641 cellular localization 1.22× 10−7 BP
GO:0044248 cellular catabolic process 1.59× 10−7 BP
GO:0009056 catabolic process 1.64× 10−7 BP
GO:0043933 macromolecular complex subunit organizat... 3.07× 10−7 BP
GO:0042274 ribosomal small subunit biogenesis 4.18× 10−7 BP
GO:0051649 establishment of localization in cell 1.28× 10−6 BP
GO:0015031 protein transport 2.46× 10−6 BP
GO:0045184 establishment of protein localization 2.64× 10−6 BP
GO:0008104 protein localization 3.25× 10−6 BP
GO:0016043 cellular component organization 5.75× 10−6 BP
GO:0071840 cellular component organization or bioge... 9.01× 10−6 BP
GO:0040012 regulation of locomotion 1.16× 10−5 BP
GO:0051270 regulation of cellular component movemen... 1.91× 10−5 BP
GO:0051179 localization 6.20× 10−5 BP
GO:2000145 regulation of cell motility 6.69× 10−5 BP
GO:0033036 macromolecule localization 1.07× 10−4 BP
GO:0030334 regulation of cell migration 1.78× 10−4 BP
GO:0002181 cytoplasmic translation 2.07× 10−4 BP
GO:0030029 actin filament-based process 3.53× 10−4 BP
GO:0043207 response to external biotic stimulus 3.79× 10−4 BP
GO:0051707 response to other organism 3.79× 10−4 BP
GO:0000028 ribosomal small subunit assembly 4.45× 10−4 BP
GO:0002576 platelet degranulation 5.44× 10−4 BP
GO:0044267 cellular protein metabolic process 6.41× 10−4 BP
GO:0009607 response to biotic stimulus 6.67× 10−4 BP
GO:0040011 locomotion 8.10× 10−4 BP
GO:0030036 actin cytoskeleton organization 8.33× 10−4 BP
GO:0040013 negative regulation of locomotion 1.13× 10−3 BP
GO:0007015 actin filament organization 1.32× 10−3 BP
GO:0019538 protein metabolic process 1.54× 10−3 BP
GO:0006928 movement of cell or subcellular componen... 1.54× 10−3 BP
GO:0009615 response to virus 1.72× 10−3 BP
GO:1902578 single-organism localization 1.86× 10−3 BP
GO:0042255 ribosome assembly 1.96× 10−3 BP
GO:0030168 platelet activation 1.96× 10−3 BP
GO:0042254 ribosome biogenesis 2.09× 10−3 BP
GO:0044765 single-organism transport 2.95× 10−3 BP
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4.2 Top 100 Transcripts Enrichment 4 PER-SPECIES GSEA

Table S40: Significantly enriched (FDR ≤ 0.05) GO terms in the top 100 Bos taurus expressed
transcripts

GO.ID Term FDR Ontology
GO:0003676 nucleic acid binding 3.04× 10−3 MF
GO:0051271 negative regulation of cellular componen... 3.36× 10−3 BP
GO:0007565 female pregnancy 3.61× 10−3 BP
GO:0070887 cellular response to chemical stimulus 4.79× 10−3 BP
GO:0051272 positive regulation of cellular componen... 4.79× 10−3 BP
GO:0010033 response to organic substance 4.79× 10−3 BP
GO:0048870 cell motility 4.79× 10−3 BP
GO:0051674 localization of cell 4.79× 10−3 BP
GO:0016477 cell migration 5.55× 10−3 BP
GO:0001503 ossification 5.76× 10−3 BP
GO:0045806 negative regulation of endocytosis 6.63× 10−3 BP
GO:0045069 regulation of viral genome replication 6.83× 10−3 BP
GO:0001890 placenta development 7.28× 10−3 BP
GO:0046686 response to cadmium ion 7.59× 10−3 BP
GO:0032403 protein complex binding 8.65× 10−3 MF
GO:0008064 regulation of actin polymerization or de... 9.30× 10−3 BP
GO:0071702 organic substance transport 9.46× 10−3 BP
GO:0006364 rRNA processing 9.53× 10−3 BP
GO:0030832 regulation of actin filament length 9.53× 10−3 BP
GO:0071310 cellular response to organic substance 1.08× 10−2 BP
GO:2000146 negative regulation of cell motility 1.08× 10−2 BP
GO:0016072 rRNA metabolic process 1.20× 10−2 BP
GO:0030100 regulation of endocytosis 1.30× 10−2 BP
GO:0006897 endocytosis 1.30× 10−2 BP
GO:0019079 viral genome replication 1.40× 10−2 BP
GO:0044706 multi-multicellular organism process 1.49× 10−2 BP
GO:0043900 regulation of multi-organism process 1.49× 10−2 BP
GO:0050840 extracellular matrix binding 1.85× 10−2 MF
GO:0007010 cytoskeleton organization 1.94× 10−2 BP
GO:0008154 actin polymerization or depolymerization 2.02× 10−2 BP
GO:0045071 negative regulation of viral genome repl... 2.02× 10−2 BP
GO:0006898 receptor-mediated endocytosis 2.33× 10−2 BP
GO:0035456 response to interferon-beta 2.38× 10−2 BP
GO:0046597 negative regulation of viral entry into ... 2.38× 10−2 BP
GO:0046697 decidualization 2.38× 10−2 BP
GO:0010812 negative regulation of cell-substrate ad... 3.11× 10−2 BP
GO:0001649 osteoblast differentiation 3.30× 10−2 BP
GO:0035455 response to interferon-alpha 3.49× 10−2 BP
GO:0032535 regulation of cellular component size 3.56× 10−2 BP
GO:0043901 negative regulation of multi-organism pr... 3.61× 10−2 BP
GO:0060135 maternal process involved in female preg... 3.61× 10−2 BP
GO:0006810 transport 3.79× 10−2 BP
GO:0090066 regulation of anatomical structure size 3.93× 10−2 BP
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4.2 Top 100 Transcripts Enrichment 4 PER-SPECIES GSEA

Table S40: Significantly enriched (FDR ≤ 0.05) GO terms in the top 100 Bos taurus expressed
transcripts

GO.ID Term FDR Ontology
GO:0022613 ribonucleoprotein complex biogenesis 3.93× 10−2 BP
GO:0034097 response to cytokine 4.30× 10−2 BP
GO:0032970 regulation of actin filament-based proce... 4.36× 10−2 BP
GO:0001893 maternal placenta development 4.63× 10−2 BP
GO:0030336 negative regulation of cell migration 4.69× 10−2 BP
GO:0051129 negative regulation of cellular componen... 4.75× 10−2 BP
GO:0032956 regulation of actin cytoskeleton organiz... 4.91× 10−2 BP

4.2.8 Significantly enriched (FDR ≤ 0.05) GO terms in the top 100 Ovis aries expressed
transcripts

Table S41: Significantly enriched (FDR ≤ 0.05) GO terms in the top 100 Ovis aries expressed
transcripts

GO.ID Term FDR Ontology
GO:0006613 cotranslational protein targeting to mem... 1.52× 10−27 BP
GO:0006614 SRP-dependent cotranslational protein ta... 1.52× 10−27 BP
GO:0045047 protein targeting to ER 1.52× 10−27 BP
GO:0070972 protein localization to endoplasmic reti... 1.52× 10−27 BP
GO:0072599 establishment of protein localization to... 1.52× 10−27 BP
GO:0006415 translational termination 1.52× 10−27 BP
GO:0006414 translational elongation 1.52× 10−27 BP
GO:0000184 nuclear-transcribed mRNA catabolic proce... 1.52× 10−27 BP
GO:0003735 structural constituent of ribosome 3.27× 10−27 MF
GO:0006413 translational initiation 1.09× 10−26 BP
GO:0006612 protein targeting to membrane 1.58× 10−24 BP
GO:0000956 nuclear-transcribed mRNA catabolic proce... 2.10× 10−24 BP
GO:0006402 mRNA catabolic process 3.85× 10−23 BP
GO:0019083 viral transcription 6.63× 10−23 BP
GO:0019080 viral gene expression 1.91× 10−22 BP
GO:0044033 multi-organism metabolic process 2.51× 10−22 BP
GO:0090150 establishment of protein localization to... 8.35× 10−22 BP
GO:0006401 RNA catabolic process 9.29× 10−22 BP
GO:0043624 cellular protein complex disassembly 2.29× 10−21 BP
GO:0043241 protein complex disassembly 3.71× 10−21 BP
GO:0032984 macromolecular complex disassembly 6.68× 10−21 BP
GO:0022411 cellular component disassembly 1.10× 10−19 BP
GO:0072657 protein localization to membrane 3.31× 10−18 BP
GO:0005198 structural molecule activity 1.03× 10−17 MF
GO:0006412 translation 6.86× 10−17 BP
GO:0019058 viral life cycle 4.30× 10−16 BP
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4.2 Top 100 Transcripts Enrichment 4 PER-SPECIES GSEA

Table S41: Significantly enriched (FDR ≤ 0.05) GO terms in the top 100 Ovis aries expressed
transcripts

GO.ID Term FDR Ontology
GO:0044822 poly(A) RNA binding 7.08× 10−16 MF
GO:0016071 mRNA metabolic process 1.94× 10−15 BP
GO:0034655 nucleobase-containing compound catabolic... 3.83× 10−15 BP
GO:0071822 protein complex subunit organization 9.00× 10−15 BP
GO:1901361 organic cyclic compound catabolic proces... 6.94× 10−14 BP
GO:0019439 aromatic compound catabolic process 7.29× 10−14 BP
GO:0046700 heterocycle catabolic process 7.29× 10−14 BP
GO:0044270 cellular nitrogen compound catabolic pro... 7.83× 10−14 BP
GO:0016032 viral process 8.73× 10−14 BP
GO:0044764 multi-organism cellular process 1.29× 10−13 BP
GO:0072594 establishment of protein localization to... 1.75× 10−13 BP
GO:0006605 protein targeting 2.08× 10−13 BP
GO:0003723 RNA binding 3.19× 10−13 MF
GO:0009057 macromolecule catabolic process 6.07× 10−13 BP
GO:0044403 symbiosis, encompassing mutualism throug... 1.18× 10−12 BP
GO:0044419 interspecies interaction between organis... 1.18× 10−12 BP
GO:0006886 intracellular protein transport 7.47× 10−12 BP
GO:0044265 cellular macromolecule catabolic process 7.89× 10−12 BP
GO:0033365 protein localization to organelle 1.45× 10−11 BP
GO:0043933 macromolecular complex subunit organizat... 1.62× 10−11 BP
GO:0044802 single-organism membrane organization 2.49× 10−11 BP
GO:0061024 membrane organization 2.76× 10−11 BP
GO:1902580 single-organism cellular localization 4.59× 10−11 BP
GO:0009056 catabolic process 6.86× 10−11 BP
GO:1901575 organic substance catabolic process 3.36× 10−10 BP
GO:0051704 multi-organism process 1.90× 10−9 BP
GO:0016482 cytoplasmic transport 2.73× 10−9 BP
GO:0034613 cellular protein localization 3.89× 10−9 BP
GO:0070727 cellular macromolecule localization 4.29× 10−9 BP
GO:0044248 cellular catabolic process 7.01× 10−9 BP
GO:0015031 protein transport 1.40× 10−8 BP
GO:0051649 establishment of localization in cell 1.48× 10−8 BP
GO:0045184 establishment of protein localization 1.93× 10−8 BP
GO:1902582 single-organism intracellular transport 1.93× 10−8 BP
GO:0046907 intracellular transport 6.60× 10−8 BP
GO:0051641 cellular localization 4.61× 10−7 BP
GO:0071702 organic substance transport 2.26× 10−6 BP
GO:0006810 transport 2.43× 10−6 BP
GO:0002181 cytoplasmic translation 4.78× 10−6 BP
GO:0051234 establishment of localization 6.27× 10−6 BP
GO:0044267 cellular protein metabolic process 7.13× 10−6 BP
GO:0016043 cellular component organization 7.59× 10−6 BP
GO:0044765 single-organism transport 1.11× 10−5 BP
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4.2 Top 100 Transcripts Enrichment 4 PER-SPECIES GSEA

Table S41: Significantly enriched (FDR ≤ 0.05) GO terms in the top 100 Ovis aries expressed
transcripts

GO.ID Term FDR Ontology
GO:0008104 protein localization 1.11× 10−5 BP
GO:0071840 cellular component organization or bioge... 1.11× 10−5 BP
GO:0042274 ribosomal small subunit biogenesis 1.52× 10−5 BP
GO:1902578 single-organism localization 1.76× 10−5 BP
GO:0006364 rRNA processing 5.55× 10−5 BP
GO:0019538 protein metabolic process 7.35× 10−5 BP
GO:0016072 rRNA metabolic process 9.11× 10−5 BP
GO:0030199 collagen fibril organization 1.10× 10−4 BP
GO:0042254 ribosome biogenesis 1.64× 10−4 BP
GO:0033036 macromolecule localization 2.59× 10−4 BP
GO:0030168 platelet activation 5.11× 10−4 BP
GO:0051179 localization 6.94× 10−4 BP
GO:0002576 platelet degranulation 9.50× 10−4 BP
GO:0022617 extracellular matrix disassembly 1.38× 10−3 BP
GO:0003676 nucleic acid binding 6.21× 10−3 MF
GO:0005518 collagen binding 6.53× 10−3 MF
GO:0007596 blood coagulation 7.59× 10−3 BP
GO:0022613 ribonucleoprotein complex biogenesis 7.65× 10−3 BP
GO:0050817 coagulation 7.70× 10−3 BP
GO:0007599 hemostasis 8.05× 10−3 BP
GO:0042060 wound healing 8.39× 10−3 BP
GO:0030198 extracellular matrix organization 9.57× 10−3 BP
GO:0043062 extracellular structure organization 9.88× 10−3 BP
GO:0034470 ncRNA processing 1.03× 10−2 BP
GO:0009611 response to wounding 1.23× 10−2 BP
GO:0006950 response to stress 1.26× 10−2 BP
GO:0000028 ribosomal small subunit assembly 1.75× 10−2 BP
GO:0032801 receptor catabolic process 2.24× 10−2 BP
GO:0051290 protein heterotetramerization 2.24× 10−2 BP
GO:0051291 protein heterooligomerization 2.87× 10−2 BP
GO:0061134 peptidase regulator activity 3.51× 10−2 MF
GO:0004867 serine-type endopeptidase inhibitor acti... 3.51× 10−2 MF
GO:0046983 protein dimerization activity 3.56× 10−2 MF
GO:0046982 protein heterodimerization activity 3.86× 10−2 MF
GO:0004866 endopeptidase inhibitor activity 3.86× 10−2 MF
GO:0061135 endopeptidase regulator activity 4.08× 10−2 MF
GO:0030414 peptidase inhibitor activity 4.52× 10−2 MF
GO:0006953 acute-phase response 4.91× 10−2 BP

4.2.9 Significantly enriched (FDR ≤ 0.05) GO terms in the top 100 Sus scrofa expressed
transcripts
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Table S42: Significantly enriched (FDR ≤ 0.05) GO terms in the top 100 Sus scrofa expressed
transcripts

GO.ID Term FDR Ontology
GO:0006614 SRP-dependent cotranslational protein ta... 1.73× 10−18 BP
GO:0045047 protein targeting to ER 1.73× 10−18 BP
GO:0006613 cotranslational protein targeting to mem... 1.88× 10−18 BP
GO:0072599 establishment of protein localization to... 1.88× 10−18 BP
GO:0006414 translational elongation 3.10× 10−18 BP
GO:0070972 protein localization to endoplasmic reti... 4.96× 10−18 BP
GO:0003735 structural constituent of ribosome 1.85× 10−17 MF
GO:0006415 translational termination 5.10× 10−17 BP
GO:0000184 nuclear-transcribed mRNA catabolic proce... 5.66× 10−16 BP
GO:0006612 protein targeting to membrane 1.98× 10−14 BP
GO:0090150 establishment of protein localization to... 2.14× 10−13 BP
GO:0061024 membrane organization 3.25× 10−13 BP
GO:0044802 single-organism membrane organization 3.47× 10−13 BP
GO:0006413 translational initiation 3.75× 10−13 BP
GO:0072657 protein localization to membrane 1.70× 10−12 BP
GO:0006402 mRNA catabolic process 2.38× 10−12 BP
GO:0019083 viral transcription 3.57× 10−12 BP
GO:0005198 structural molecule activity 4.79× 10−12 MF
GO:0019080 viral gene expression 9.80× 10−12 BP
GO:0000956 nuclear-transcribed mRNA catabolic proce... 1.19× 10−11 BP
GO:0044033 multi-organism metabolic process 1.88× 10−11 BP
GO:0006401 RNA catabolic process 2.08× 10−11 BP
GO:0043241 protein complex disassembly 4.08× 10−11 BP
GO:0032984 macromolecular complex disassembly 7.58× 10−11 BP
GO:0043624 cellular protein complex disassembly 9.32× 10−10 BP
GO:0022411 cellular component disassembly 1.04× 10−9 BP
GO:0006412 translation 2.43× 10−9 BP
GO:0072594 establishment of protein localization to... 6.87× 10−9 BP
GO:0046700 heterocycle catabolic process 2.82× 10−8 BP
GO:0019439 aromatic compound catabolic process 3.02× 10−8 BP
GO:0016032 viral process 3.04× 10−8 BP
GO:0019058 viral life cycle 3.06× 10−8 BP
GO:0044270 cellular nitrogen compound catabolic pro... 3.26× 10−8 BP
GO:0034655 nucleobase-containing compound catabolic... 3.27× 10−8 BP
GO:1902582 single-organism intracellular transport 3.85× 10−8 BP
GO:0044764 multi-organism cellular process 3.85× 10−8 BP
GO:0006605 protein targeting 4.42× 10−8 BP
GO:0016071 mRNA metabolic process 5.62× 10−8 BP
GO:1901361 organic cyclic compound catabolic proces... 1.38× 10−7 BP
GO:0044765 single-organism transport 1.75× 10−7 BP
GO:0009057 macromolecule catabolic process 2.01× 10−7 BP
GO:0044403 symbiosis, encompassing mutualism throug... 2.41× 10−7 BP
GO:0044419 interspecies interaction between organis... 2.41× 10−7 BP
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Table S42: Significantly enriched (FDR ≤ 0.05) GO terms in the top 100 Sus scrofa expressed
transcripts

GO.ID Term FDR Ontology
GO:1902578 single-organism localization 2.47× 10−7 BP
GO:1902580 single-organism cellular localization 4.15× 10−7 BP
GO:0046907 intracellular transport 4.87× 10−7 BP
GO:0033365 protein localization to organelle 7.14× 10−7 BP
GO:0044265 cellular macromolecule catabolic process 7.25× 10−7 BP
GO:0051649 establishment of localization in cell 9.12× 10−7 BP
GO:0016043 cellular component organization 1.12× 10−6 BP
GO:0051179 localization 1.12× 10−6 BP
GO:0051704 multi-organism process 1.45× 10−6 BP
GO:0071840 cellular component organization or bioge... 1.73× 10−6 BP
GO:0071822 protein complex subunit organization 2.08× 10−6 BP
GO:0006810 transport 2.22× 10−6 BP
GO:0051641 cellular localization 3.75× 10−6 BP
GO:0051234 establishment of localization 5.20× 10−6 BP
GO:0006886 intracellular protein transport 7.44× 10−6 BP
GO:0003723 RNA binding 1.01× 10−5 MF
GO:1901575 organic substance catabolic process 3.55× 10−5 BP
GO:0016482 cytoplasmic transport 5.13× 10−5 BP
GO:0009056 catabolic process 5.85× 10−5 BP
GO:0044248 cellular catabolic process 1.17× 10−4 BP
GO:0044822 poly(A) RNA binding 1.47× 10−4 MF
GO:0030198 extracellular matrix organization 1.81× 10−4 BP
GO:0034613 cellular protein localization 1.81× 10−4 BP
GO:0043062 extracellular structure organization 1.86× 10−4 BP
GO:0070727 cellular macromolecule localization 1.86× 10−4 BP
GO:0010466 negative regulation of peptidase activit... 5.31× 10−4 BP
GO:0031579 membrane raft organization 5.95× 10−4 BP
GO:0044267 cellular protein metabolic process 6.22× 10−4 BP
GO:0045861 negative regulation of proteolysis 1.14× 10−3 BP
GO:0045184 establishment of protein localization 1.29× 10−3 BP
GO:0015031 protein transport 1.38× 10−3 BP
GO:0043933 macromolecular complex subunit organizat... 1.49× 10−3 BP
GO:0010955 negative regulation of protein processin... 1.65× 10−3 BP
GO:0042274 ribosomal small subunit biogenesis 2.12× 10−3 BP
GO:0010951 negative regulation of endopeptidase act... 2.25× 10−3 BP
GO:0008104 protein localization 3.02× 10−3 BP
GO:0001765 membrane raft assembly 3.45× 10−3 BP
GO:0061134 peptidase regulator activity 4.88× 10−3 MF
GO:0052547 regulation of peptidase activity 5.10× 10−3 BP
GO:0007044 cell-substrate junction assembly 5.19× 10−3 BP
GO:0070613 regulation of protein processing 5.27× 10−3 BP
GO:0051346 negative regulation of hydrolase activit... 5.51× 10−3 BP
GO:0019538 protein metabolic process 7.84× 10−3 BP
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Table S42: Significantly enriched (FDR ≤ 0.05) GO terms in the top 100 Sus scrofa expressed
transcripts

GO.ID Term FDR Ontology
GO:0010035 response to inorganic substance 7.84× 10−3 BP
GO:0032269 negative regulation of cellular protein ... 9.18× 10−3 BP
GO:0031581 hemidesmosome assembly 1.05× 10−2 BP
GO:0010941 regulation of cell death 1.15× 10−2 BP
GO:0008219 cell death 1.15× 10−2 BP
GO:0016265 death 1.19× 10−2 BP
GO:2001233 regulation of apoptotic signaling pathwa... 1.35× 10−2 BP
GO:0002548 monocyte chemotaxis 1.47× 10−2 BP
GO:0097345 mitochondrial outer membrane permeabiliz... 2.20× 10−2 BP
GO:1902110 positive regulation of mitochondrial mem... 2.20× 10−2 BP
GO:1902686 mitochondrial outer membrane permeabiliz... 2.20× 10−2 BP
GO:0048306 calcium-dependent protein binding 2.27× 10−2 MF
GO:0042254 ribosome biogenesis 2.30× 10−2 BP
GO:0051248 negative regulation of protein metabolic... 2.45× 10−2 BP
GO:0000302 response to reactive oxygen species 2.45× 10−2 BP
GO:0035794 positive regulation of mitochondrial mem... 2.45× 10−2 BP
GO:1902108 regulation of mitochondrial membrane per... 2.45× 10−2 BP
GO:0034329 cell junction assembly 2.53× 10−2 BP
GO:0043086 negative regulation of catalytic activit... 2.53× 10−2 BP
GO:0016485 protein processing 2.74× 10−2 BP
GO:0004857 enzyme inhibitor activity 2.78× 10−2 MF
GO:0044548 S100 protein binding 2.78× 10−2 MF
GO:0006898 receptor-mediated endocytosis 2.83× 10−2 BP
GO:0033036 macromolecule localization 2.89× 10−2 BP
GO:0008637 apoptotic mitochondrial changes 2.89× 10−2 BP
GO:0046902 regulation of mitochondrial membrane per... 3.32× 10−2 BP
GO:0004866 endopeptidase inhibitor activity 3.40× 10−2 MF
GO:0061135 endopeptidase regulator activity 3.40× 10−2 MF
GO:0006979 response to oxidative stress 3.52× 10−2 BP
GO:0016192 vesicle-mediated transport 3.59× 10−2 BP
GO:0032403 protein complex binding 3.65× 10−2 MF
GO:0071709 membrane assembly 3.78× 10−2 BP
GO:0071702 organic substance transport 3.86× 10−2 BP
GO:0030414 peptidase inhibitor activity 3.86× 10−2 MF
GO:0031720 haptoglobin binding 4.04× 10−2 MF
GO:0031589 cell-substrate adhesion 4.04× 10−2 BP
GO:0090559 regulation of membrane permeability 4.22× 10−2 BP
GO:0042542 response to hydrogen peroxide 4.46× 10−2 BP
GO:0006928 movement of cell or subcellular componen... 4.46× 10−2 BP
GO:0005178 integrin binding 4.85× 10−2 MF
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4.2.10 Significantly enriched (FDR ≤ 0.05) GO terms in the top 100Equus caballus expressed
transcripts

Table S43: Significantly enriched (FDR ≤ 0.05) GO terms in the top 100 Equus caballus expressed
transcripts

GO.ID Term FDR Ontology
GO:0006614 SRP-dependent cotranslational protein ta... 1.51× 10−27 BP
GO:0045047 protein targeting to ER 1.51× 10−27 BP
GO:0006415 translational termination 1.51× 10−27 BP
GO:0006613 cotranslational protein targeting to mem... 1.51× 10−27 BP
GO:0072599 establishment of protein localization to... 1.51× 10−27 BP
GO:0006414 translational elongation 1.51× 10−27 BP
GO:0070972 protein localization to endoplasmic reti... 1.51× 10−27 BP
GO:0000184 nuclear-transcribed mRNA catabolic proce... 1.51× 10−27 BP
GO:0003735 structural constituent of ribosome 3.25× 10−27 MF
GO:0006413 translational initiation 1.00× 10−26 BP
GO:0006402 mRNA catabolic process 1.00× 10−26 BP
GO:0019083 viral transcription 1.00× 10−26 BP
GO:0019080 viral gene expression 3.33× 10−26 BP
GO:0000956 nuclear-transcribed mRNA catabolic proce... 3.73× 10−26 BP
GO:0044033 multi-organism metabolic process 4.33× 10−26 BP
GO:0006612 protein targeting to membrane 6.06× 10−26 BP
GO:0006401 RNA catabolic process 5.53× 10−25 BP
GO:0022411 cellular component disassembly 1.35× 10−21 BP
GO:0043624 cellular protein complex disassembly 1.55× 10−21 BP
GO:0090150 establishment of protein localization to... 4.21× 10−20 BP
GO:0006412 translation 5.15× 10−20 BP
GO:0043241 protein complex disassembly 7.50× 10−20 BP
GO:0032984 macromolecular complex disassembly 1.60× 10−19 BP
GO:0019058 viral life cycle 1.00× 10−18 BP
GO:0005198 structural molecule activity 5.36× 10−18 MF
GO:0034655 nucleobase-containing compound catabolic... 4.34× 10−17 BP
GO:0016032 viral process 1.07× 10−16 BP
GO:0044764 multi-organism cellular process 1.86× 10−16 BP
GO:0072657 protein localization to membrane 8.98× 10−16 BP
GO:0016071 mRNA metabolic process 9.09× 10−16 BP
GO:0044270 cellular nitrogen compound catabolic pro... 1.58× 10−15 BP
GO:0046700 heterocycle catabolic process 1.58× 10−15 BP
GO:0019439 aromatic compound catabolic process 1.76× 10−15 BP
GO:0044403 symbiosis, encompassing mutualism throug... 2.02× 10−15 BP
GO:0044419 interspecies interaction between organis... 2.02× 10−15 BP
GO:1901361 organic cyclic compound catabolic proces... 1.82× 10−14 BP
GO:0061024 membrane organization 3.05× 10−14 BP
GO:0044265 cellular macromolecule catabolic process 3.33× 10−14 BP
GO:0044802 single-organism membrane organization 2.10× 10−13 BP
GO:0003723 RNA binding 2.38× 10−13 MF
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Table S43: Significantly enriched (FDR ≤ 0.05) GO terms in the top 100 Equus caballus expressed
transcripts

GO.ID Term FDR Ontology
GO:0072594 establishment of protein localization to... 1.21× 10−12 BP
GO:0009057 macromolecule catabolic process 1.24× 10−12 BP
GO:0006605 protein targeting 1.55× 10−12 BP
GO:0044822 poly(A) RNA binding 2.44× 10−12 MF
GO:0051704 multi-organism process 5.02× 10−12 BP
GO:0071822 protein complex subunit organization 1.56× 10−10 BP
GO:1901575 organic substance catabolic process 2.25× 10−10 BP
GO:0009056 catabolic process 2.53× 10−10 BP
GO:0033365 protein localization to organelle 4.58× 10−10 BP
GO:0044248 cellular catabolic process 5.80× 10−9 BP
GO:0006886 intracellular protein transport 1.91× 10−8 BP
GO:0016482 cytoplasmic transport 6.06× 10−8 BP
GO:0051649 establishment of localization in cell 1.01× 10−7 BP
GO:0043933 macromolecular complex subunit organizat... 2.11× 10−7 BP
GO:1902580 single-organism cellular localization 2.38× 10−7 BP
GO:1902582 single-organism intracellular transport 2.74× 10−7 BP
GO:0044765 single-organism transport 2.74× 10−7 BP
GO:0016043 cellular component organization 2.92× 10−7 BP
GO:0044267 cellular protein metabolic process 4.19× 10−7 BP
GO:0071840 cellular component organization or bioge... 4.54× 10−7 BP
GO:0051641 cellular localization 5.01× 10−7 BP
GO:1902578 single-organism localization 5.01× 10−7 BP
GO:0002181 cytoplasmic translation 1.97× 10−6 BP
GO:0071702 organic substance transport 2.00× 10−6 BP
GO:0050840 extracellular matrix binding 2.40× 10−6 MF
GO:0046907 intracellular transport 3.18× 10−6 BP
GO:0009653 anatomical structure morphogenesis 4.69× 10−6 BP
GO:0022617 extracellular matrix disassembly 5.00× 10−6 BP
GO:0002576 platelet degranulation 5.30× 10−6 BP
GO:0006810 transport 5.59× 10−6 BP
GO:0019538 protein metabolic process 5.88× 10−6 BP
GO:0034613 cellular protein localization 6.33× 10−6 BP
GO:0070727 cellular macromolecule localization 6.42× 10−6 BP
GO:0030168 platelet activation 6.67× 10−6 BP
GO:0051234 establishment of localization 1.40× 10−5 BP
GO:0015031 protein transport 1.67× 10−5 BP
GO:0045184 establishment of protein localization 1.83× 10−5 BP
GO:0033036 macromolecule localization 1.83× 10−5 BP
GO:0042274 ribosomal small subunit biogenesis 2.13× 10−5 BP
GO:0018149 peptide cross-linking 2.75× 10−5 BP
GO:0030198 extracellular matrix organization 3.67× 10−5 BP
GO:0043062 extracellular structure organization 3.78× 10−5 BP
GO:0051179 localization 5.59× 10−5 BP
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Table S43: Significantly enriched (FDR ≤ 0.05) GO terms in the top 100 Equus caballus expressed
transcripts

GO.ID Term FDR Ontology
GO:0048731 system development 6.29× 10−5 BP
GO:0048856 anatomical structure development 1.29× 10−4 BP
GO:0009888 tissue development 1.65× 10−4 BP
GO:0044763 single-organism cellular process 2.07× 10−4 BP
GO:0000028 ribosomal small subunit assembly 2.19× 10−4 BP
GO:0001503 ossification 3.03× 10−4 BP
GO:0010033 response to organic substance 3.71× 10−4 BP
GO:0002376 immune system process 3.95× 10−4 BP
GO:0007565 female pregnancy 4.18× 10−4 BP
GO:0032502 developmental process 6.33× 10−4 BP
GO:0008104 protein localization 7.49× 10−4 BP
GO:0007275 multicellular organismal development 9.43× 10−4 BP
GO:0010467 gene expression 9.62× 10−4 BP
GO:0044767 single-organism developmental process 9.62× 10−4 BP
GO:0046697 decidualization 9.64× 10−4 BP
GO:0001890 placenta development 1.02× 10−3 BP
GO:0009611 response to wounding 1.20× 10−3 BP
GO:0007596 blood coagulation 1.37× 10−3 BP
GO:0050817 coagulation 1.37× 10−3 BP
GO:0007599 hemostasis 1.48× 10−3 BP
GO:0042254 ribosome biogenesis 1.66× 10−3 BP
GO:0048513 organ development 1.66× 10−3 BP
GO:0042255 ribosome assembly 1.66× 10−3 BP
GO:0042127 regulation of cell proliferation 1.66× 10−3 BP
GO:0044706 multi-multicellular organism process 1.76× 10−3 BP
GO:0042060 wound healing 1.86× 10−3 BP
GO:0043170 macromolecule metabolic process 2.06× 10−3 BP
GO:0048545 response to steroid hormone 2.06× 10−3 BP
GO:0032403 protein complex binding 2.11× 10−3 MF
GO:0071704 organic substance metabolic process 2.24× 10−3 BP
GO:0015909 long-chain fatty acid transport 2.24× 10−3 BP
GO:0009725 response to hormone 2.33× 10−3 BP
GO:0009719 response to endogenous stimulus 2.42× 10−3 BP
GO:1901362 organic cyclic compound biosynthetic pro... 2.73× 10−3 BP
GO:0001893 maternal placenta development 2.81× 10−3 BP
GO:0046889 positive regulation of lipid biosyntheti... 3.00× 10−3 BP
GO:0042493 response to drug 3.08× 10−3 BP
GO:0005178 integrin binding 3.11× 10−3 MF
GO:1901700 response to oxygen-containing compound 3.27× 10−3 BP
GO:0001775 cell activation 3.34× 10−3 BP
GO:0006950 response to stress 3.42× 10−3 BP
GO:0042221 response to chemical 3.70× 10−3 BP
GO:0001101 response to acid chemical 3.77× 10−3 BP
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Table S43: Significantly enriched (FDR ≤ 0.05) GO terms in the top 100 Equus caballus expressed
transcripts

GO.ID Term FDR Ontology
GO:0008283 cell proliferation 4.04× 10−3 BP
GO:0014070 response to organic cyclic compound 5.41× 10−3 BP
GO:1901698 response to nitrogen compound 5.56× 10−3 BP
GO:0048869 cellular developmental process 5.71× 10−3 BP
GO:0006364 rRNA processing 6.45× 10−3 BP
GO:0018130 heterocycle biosynthetic process 6.98× 10−3 BP
GO:0030154 cell differentiation 7.02× 10−3 BP
GO:0031960 response to corticosteroid 7.25× 10−3 BP
GO:0016072 rRNA metabolic process 8.05× 10−3 BP
GO:0001568 blood vessel development 8.45× 10−3 BP
GO:0050839 cell adhesion molecule binding 9.34× 10−3 MF
GO:0048514 blood vessel morphogenesis 1.01× 10−2 BP
GO:0015908 fatty acid transport 1.01× 10−2 BP
GO:1901360 organic cyclic compound metabolic proces... 1.01× 10−2 BP
GO:0034654 nucleobase-containing compound biosynthe... 1.08× 10−2 BP
GO:0001944 vasculature development 1.08× 10−2 BP
GO:0052547 regulation of peptidase activity 1.08× 10−2 BP
GO:0006869 lipid transport 1.33× 10−2 BP
GO:0045834 positive regulation of lipid metabolic p... 1.33× 10−2 BP
GO:0071310 cellular response to organic substance 1.39× 10−2 BP
GO:0097305 response to alcohol 1.39× 10−2 BP
GO:0003676 nucleic acid binding 1.41× 10−2 MF
GO:0019838 growth factor binding 1.41× 10−2 MF
GO:0005520 insulin-like growth factor binding 1.41× 10−2 MF
GO:0043236 laminin binding 1.41× 10−2 MF
GO:0050878 regulation of body fluid levels 1.55× 10−2 BP
GO:0050793 regulation of developmental process 1.55× 10−2 BP
GO:0019438 aromatic compound biosynthetic process 1.62× 10−2 BP
GO:0034097 response to cytokine 1.68× 10−2 BP
GO:0044249 cellular biosynthetic process 1.68× 10−2 BP
GO:0044877 macromolecular complex binding 1.75× 10−2 MF
GO:0002682 regulation of immune system process 1.76× 10−2 BP
GO:0010243 response to organonitrogen compound 1.99× 10−2 BP
GO:0044260 cellular macromolecule metabolic process 2.01× 10−2 BP
GO:0006928 movement of cell or subcellular componen... 2.01× 10−2 BP
GO:0030574 collagen catabolic process 2.01× 10−2 BP
GO:0043200 response to amino acid 2.01× 10−2 BP
GO:0048646 anatomical structure formation involved ... 2.01× 10−2 BP
GO:0044699 single-organism process 2.06× 10−2 BP
GO:0007155 cell adhesion 2.06× 10−2 BP
GO:0033993 response to lipid 2.11× 10−2 BP
GO:0010876 lipid localization 2.11× 10−2 BP
GO:0022610 biological adhesion 2.18× 10−2 BP
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Table S43: Significantly enriched (FDR ≤ 0.05) GO terms in the top 100 Equus caballus expressed
transcripts

GO.ID Term FDR Ontology
GO:0070887 cellular response to chemical stimulus 2.24× 10−2 BP
GO:0044271 cellular nitrogen compound biosynthetic ... 2.30× 10−2 BP
GO:1901576 organic substance biosynthetic process 2.41× 10−2 BP
GO:0044707 single-multicellular organism process 2.41× 10−2 BP
GO:0001501 skeletal system development 2.41× 10−2 BP
GO:0032963 collagen metabolic process 2.44× 10−2 BP
GO:0051384 response to glucocorticoid 2.44× 10−2 BP
GO:0001525 angiogenesis 2.44× 10−2 BP
GO:0044548 S100 protein binding 2.55× 10−2 MF
GO:0001649 osteoblast differentiation 2.57× 10−2 BP
GO:0040011 locomotion 2.70× 10−2 BP
GO:0051591 response to cAMP 2.83× 10−2 BP
GO:0009605 response to external stimulus 2.89× 10−2 BP
GO:0022613 ribonucleoprotein complex biogenesis 2.92× 10−2 BP
GO:0044259 multicellular organismal macromolecule m... 2.92× 10−2 BP
GO:0044243 multicellular organismal catabolic proce... 3.05× 10−2 BP
GO:0008285 negative regulation of cell proliferatio... 3.17× 10−2 BP
GO:0030162 regulation of proteolysis 3.29× 10−2 BP
GO:0048608 reproductive structure development 3.32× 10−2 BP
GO:0010608 posttranscriptional regulation of gene e... 3.32× 10−2 BP
GO:0009058 biosynthetic process 3.37× 10−2 BP
GO:0005518 collagen binding 3.47× 10−2 MF
GO:0060135 maternal process involved in female preg... 3.47× 10−2 BP
GO:0061458 reproductive system development 3.47× 10−2 BP
GO:0061564 axon development 3.72× 10−2 BP
GO:0006508 proteolysis 3.77× 10−2 BP
GO:0001706 endoderm formation 4.28× 10−2 BP
GO:0016192 vesicle-mediated transport 4.35× 10−2 BP
GO:0051346 negative regulation of hydrolase activit... 4.35× 10−2 BP
GO:0065008 regulation of biological quality 4.35× 10−2 BP
GO:0055102 lipase inhibitor activity 4.47× 10−2 MF
GO:0010466 negative regulation of peptidase activit... 4.72× 10−2 BP
GO:0031589 cell-substrate adhesion 4.76× 10−2 BP
GO:0032914 positive regulation of transforming grow... 4.97× 10−2 BP
GO:0034284 response to monosaccharide 4.97× 10−2 BP
GO:0044236 multicellular organismal metabolic proce... 4.97× 10−2 BP
GO:0046483 heterocycle metabolic process 4.97× 10−2 BP

4.2.11 Significantly enriched (FDR ≤ 0.05) GO terms in the top 100 Canis familiaris ex-
pressed transcripts
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Table S44: Significantly enriched (FDR ≤ 0.05) GO terms in the top 100 Canis familiaris expressed
transcripts

GO.ID Term FDR Ontology
GO:0006614 SRP-dependent cotranslational protein ta... 4.87× 10−22 BP
GO:0045047 protein targeting to ER 4.87× 10−22 BP
GO:0006613 cotranslational protein targeting to mem... 4.87× 10−22 BP
GO:0072599 establishment of protein localization to... 4.87× 10−22 BP
GO:0070972 protein localization to endoplasmic reti... 5.19× 10−22 BP
GO:0006415 translational termination 1.75× 10−21 BP
GO:0003735 structural constituent of ribosome 1.39× 10−20 MF
GO:0000184 nuclear-transcribed mRNA catabolic proce... 1.80× 10−20 BP
GO:0006414 translational elongation 1.95× 10−19 BP
GO:0090150 establishment of protein localization to... 6.20× 10−18 BP
GO:0072657 protein localization to membrane 2.73× 10−17 BP
GO:0006612 protein targeting to membrane 3.66× 10−17 BP
GO:0006413 translational initiation 4.76× 10−17 BP
GO:0000956 nuclear-transcribed mRNA catabolic proce... 2.70× 10−16 BP
GO:0019083 viral transcription 6.40× 10−16 BP
GO:0019080 viral gene expression 1.47× 10−15 BP
GO:0006402 mRNA catabolic process 1.70× 10−15 BP
GO:0043624 cellular protein complex disassembly 1.98× 10−15 BP
GO:0044033 multi-organism metabolic process 2.81× 10−15 BP
GO:0006401 RNA catabolic process 2.66× 10−14 BP
GO:0043241 protein complex disassembly 3.24× 10−14 BP
GO:0016032 viral process 5.64× 10−14 BP
GO:0032984 macromolecular complex disassembly 5.64× 10−14 BP
GO:0019058 viral life cycle 5.64× 10−14 BP
GO:0044764 multi-organism cellular process 8.11× 10−14 BP
GO:0072594 establishment of protein localization to... 7.79× 10−13 BP
GO:0044403 symbiosis, encompassing mutualism throug... 9.61× 10−13 BP
GO:0044419 interspecies interaction between organis... 9.61× 10−13 BP
GO:0006605 protein targeting 8.81× 10−12 BP
GO:0006412 translation 1.43× 10−11 BP
GO:0044802 single-organism membrane organization 1.64× 10−11 BP
GO:0061024 membrane organization 1.93× 10−11 BP
GO:1902580 single-organism cellular localization 3.24× 10−11 BP
GO:0033365 protein localization to organelle 3.30× 10−11 BP
GO:0034613 cellular protein localization 8.78× 10−11 BP
GO:0070727 cellular macromolecule localization 9.27× 10−11 BP
GO:0034655 nucleobase-containing compound catabolic... 3.14× 10−10 BP
GO:0051704 multi-organism process 3.51× 10−9 BP
GO:1901361 organic cyclic compound catabolic proces... 5.12× 10−9 BP
GO:0022411 cellular component disassembly 5.38× 10−9 BP
GO:0044270 cellular nitrogen compound catabolic pro... 5.38× 10−9 BP
GO:0046700 heterocycle catabolic process 5.38× 10−9 BP
GO:0019439 aromatic compound catabolic process 6.18× 10−9 BP
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4.2 Top 100 Transcripts Enrichment 4 PER-SPECIES GSEA

Table S44: Significantly enriched (FDR ≤ 0.05) GO terms in the top 100 Canis familiaris expressed
transcripts

GO.ID Term FDR Ontology
GO:0044265 cellular macromolecule catabolic process 6.34× 10−9 BP
GO:0005198 structural molecule activity 7.71× 10−9 MF
GO:0006886 intracellular protein transport 9.44× 10−9 BP
GO:0016071 mRNA metabolic process 1.64× 10−8 BP
GO:0009057 macromolecule catabolic process 2.00× 10−8 BP
GO:0045184 establishment of protein localization 2.15× 10−8 BP
GO:0016482 cytoplasmic transport 4.60× 10−8 BP
GO:0003723 RNA binding 4.77× 10−8 MF
GO:0044822 poly(A) RNA binding 1.19× 10−7 MF
GO:0008104 protein localization 1.88× 10−7 BP
GO:0015031 protein transport 3.11× 10−7 BP
GO:0071822 protein complex subunit organization 6.87× 10−7 BP
GO:0033036 macromolecule localization 9.48× 10−7 BP
GO:1902582 single-organism intracellular transport 1.25× 10−6 BP
GO:0046907 intracellular transport 4.57× 10−6 BP
GO:0044248 cellular catabolic process 5.90× 10−6 BP
GO:0009056 catabolic process 7.18× 10−6 BP
GO:1901575 organic substance catabolic process 7.51× 10−6 BP
GO:0071702 organic substance transport 1.86× 10−5 BP
GO:0051641 cellular localization 5.50× 10−5 BP
GO:0043933 macromolecular complex subunit organizat... 9.52× 10−5 BP
GO:0051649 establishment of localization in cell 1.26× 10−4 BP
GO:1902578 single-organism localization 2.51× 10−4 BP
GO:0044765 single-organism transport 3.91× 10−4 BP
GO:0042989 sequestering of actin monomers 1.66× 10−3 BP
GO:0030801 positive regulation of cyclic nucleotide... 3.79× 10−3 BP
GO:0045981 positive regulation of nucleotide metabo... 4.26× 10−3 BP
GO:1900544 positive regulation of purine nucleotide... 4.26× 10−3 BP
GO:0006810 transport 4.77× 10−3 BP
GO:0030799 regulation of cyclic nucleotide metaboli... 5.27× 10−3 BP
GO:1900542 regulation of purine nucleotide metaboli... 8.16× 10−3 BP
GO:0048552 regulation of metalloenzyme activity 8.23× 10−3 BP
GO:0006140 regulation of nucleotide metabolic proce... 9.19× 10−3 BP
GO:0051234 establishment of localization 9.24× 10−3 BP
GO:0030814 regulation of cAMP metabolic process 1.07× 10−2 BP
GO:0060571 morphogenesis of an epithelial fold 1.23× 10−2 BP
GO:0001503 ossification 1.25× 10−2 BP
GO:0030802 regulation of cyclic nucleotide biosynth... 1.53× 10−2 BP
GO:0030808 regulation of nucleotide biosynthetic pr... 1.64× 10−2 BP
GO:1900371 regulation of purine nucleotide biosynth... 1.64× 10−2 BP
GO:0030804 positive regulation of cyclic nucleotide... 1.95× 10−2 BP
GO:0030810 positive regulation of nucleotide biosyn... 2.06× 10−2 BP
GO:1900373 positive regulation of purine nucleotide... 2.06× 10−2 BP
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4.2 Top 100 Transcripts Enrichment 4 PER-SPECIES GSEA

Table S44: Significantly enriched (FDR ≤ 0.05) GO terms in the top 100 Canis familiaris expressed
transcripts

GO.ID Term FDR Ontology
GO:0009187 cyclic nucleotide metabolic process 3.13× 10−2 BP
GO:0031579 membrane raft organization 3.40× 10−2 BP
GO:0046058 cAMP metabolic process 3.51× 10−2 BP
GO:0048306 calcium-dependent protein binding 3.52× 10−2 MF
GO:0051651 maintenance of location in cell 3.92× 10−2 BP
GO:0034975 protein folding in endoplasmic reticulum 3.98× 10−2 BP
GO:0052652 cyclic purine nucleotide metabolic proce... 3.98× 10−2 BP
GO:0009190 cyclic nucleotide biosynthetic process 4.04× 10−2 BP
GO:0042274 ribosomal small subunit biogenesis 4.04× 10−2 BP
GO:0051291 protein heterooligomerization 4.85× 10−2 BP

4.2.12 Significantly enriched (FDR ≤ 0.05) GO terms in the top 100 Loxodonta africana
expressed transcripts

Table S45: Significantly enriched (FDR ≤ 0.05) GO terms in the top 100 Loxodonta africana
expressed transcripts

GO.ID Term FDR Ontology
GO:0006614 SRP-dependent cotranslational protein ta... 6.82× 10−28 BP
GO:0045047 protein targeting to ER 6.82× 10−28 BP
GO:0006613 cotranslational protein targeting to mem... 6.82× 10−28 BP
GO:0072599 establishment of protein localization to... 6.82× 10−28 BP
GO:0006415 translational termination 6.82× 10−28 BP
GO:0000184 nuclear-transcribed mRNA catabolic proce... 6.82× 10−28 BP
GO:0070972 protein localization to endoplasmic reti... 6.82× 10−28 BP
GO:0006414 translational elongation 6.82× 10−28 BP
GO:0006413 translational initiation 6.82× 10−28 BP
GO:0006612 protein targeting to membrane 6.82× 10−28 BP
GO:0000956 nuclear-transcribed mRNA catabolic proce... 6.82× 10−28 BP
GO:0019083 viral transcription 6.82× 10−28 BP
GO:0043624 cellular protein complex disassembly 6.82× 10−28 BP
GO:0006402 mRNA catabolic process 6.82× 10−28 BP
GO:0019080 viral gene expression 6.82× 10−28 BP
GO:0044033 multi-organism metabolic process 6.82× 10−28 BP
GO:0043241 protein complex disassembly 6.82× 10−28 BP
GO:0006401 RNA catabolic process 6.82× 10−28 BP
GO:0090150 establishment of protein localization to... 6.82× 10−28 BP
GO:0032984 macromolecular complex disassembly 7.12× 10−28 BP
GO:0003735 structural constituent of ribosome 3.69× 10−27 MF
GO:0072657 protein localization to membrane 2.59× 10−25 BP
GO:0016032 viral process 4.06× 10−23 BP
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4.2 Top 100 Transcripts Enrichment 4 PER-SPECIES GSEA

Table S45: Significantly enriched (FDR ≤ 0.05) GO terms in the top 100 Loxodonta africana
expressed transcripts

GO.ID Term FDR Ontology
GO:0019058 viral life cycle 5.07× 10−23 BP
GO:0044764 multi-organism cellular process 7.02× 10−23 BP
GO:0044403 symbiosis, encompassing mutualism throug... 1.79× 10−22 BP
GO:0044419 interspecies interaction between organis... 1.79× 10−22 BP
GO:0005198 structural molecule activity 7.75× 10−22 MF
GO:0061024 membrane organization 1.87× 10−21 BP
GO:0034655 nucleobase-containing compound catabolic... 4.16× 10−21 BP
GO:0006412 translation 4.91× 10−20 BP
GO:0046700 heterocycle catabolic process 3.37× 10−19 BP
GO:0044270 cellular nitrogen compound catabolic pro... 3.64× 10−19 BP
GO:0019439 aromatic compound catabolic process 4.45× 10−19 BP
GO:1901361 organic cyclic compound catabolic proces... 6.67× 10−19 BP
GO:0044802 single-organism membrane organization 8.76× 10−19 BP
GO:0072594 establishment of protein localization to... 1.08× 10−18 BP
GO:0016071 mRNA metabolic process 1.08× 10−18 BP
GO:0006605 protein targeting 2.31× 10−18 BP
GO:0022411 cellular component disassembly 6.82× 10−17 BP
GO:0006886 intracellular protein transport 3.65× 10−16 BP
GO:0044265 cellular macromolecule catabolic process 5.83× 10−16 BP
GO:0033365 protein localization to organelle 2.40× 10−15 BP
GO:1902580 single-organism cellular localization 3.70× 10−15 BP
GO:0009057 macromolecule catabolic process 7.23× 10−15 BP
GO:0034613 cellular protein localization 1.65× 10−14 BP
GO:1902582 single-organism intracellular transport 1.72× 10−14 BP
GO:0070727 cellular macromolecule localization 1.72× 10−14 BP
GO:0016482 cytoplasmic transport 2.65× 10−14 BP
GO:0046907 intracellular transport 2.70× 10−14 BP
GO:0051704 multi-organism process 4.76× 10−14 BP
GO:1902578 single-organism localization 4.40× 10−12 BP
GO:0051641 cellular localization 6.10× 10−12 BP
GO:0051649 establishment of localization in cell 1.35× 10−11 BP
GO:0071822 protein complex subunit organization 1.78× 10−11 BP
GO:0015031 protein transport 3.12× 10−11 BP
GO:0044765 single-organism transport 4.00× 10−11 BP
GO:0045184 establishment of protein localization 4.40× 10−11 BP
GO:0003723 RNA binding 1.18× 10−10 MF
GO:0008104 protein localization 1.39× 10−10 BP
GO:0044822 poly(A) RNA binding 1.48× 10−10 MF
GO:0033036 macromolecule localization 4.69× 10−9 BP
GO:0006810 transport 7.90× 10−9 BP
GO:0051234 establishment of localization 2.37× 10−8 BP
GO:0044248 cellular catabolic process 3.19× 10−8 BP
GO:1901575 organic substance catabolic process 4.18× 10−8 BP
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4.2 Top 100 Transcripts Enrichment 4 PER-SPECIES GSEA

Table S45: Significantly enriched (FDR ≤ 0.05) GO terms in the top 100 Loxodonta africana
expressed transcripts

GO.ID Term FDR Ontology
GO:0043933 macromolecular complex subunit organizat... 5.76× 10−8 BP
GO:0051179 localization 2.02× 10−7 BP
GO:0042274 ribosomal small subunit biogenesis 4.98× 10−7 BP
GO:0071702 organic substance transport 5.69× 10−7 BP
GO:0009056 catabolic process 1.08× 10−5 BP
GO:0016043 cellular component organization 4.57× 10−5 BP
GO:0071840 cellular component organization or bioge... 6.76× 10−5 BP
GO:0002181 cytoplasmic translation 2.59× 10−4 BP
GO:0000028 ribosomal small subunit assembly 5.66× 10−4 BP
GO:0002576 platelet degranulation 6.30× 10−4 BP
GO:0022904 respiratory electron transport chain 1.08× 10−3 BP
GO:0022900 electron transport chain 1.51× 10−3 BP
GO:0044548 S100 protein binding 1.55× 10−3 MF
GO:0015980 energy derivation by oxidation of organi... 2.42× 10−3 BP
GO:0042254 ribosome biogenesis 2.49× 10−3 BP
GO:0042255 ribosome assembly 2.49× 10−3 BP
GO:0042989 sequestering of actin monomers 2.49× 10−3 BP
GO:0030168 platelet activation 2.62× 10−3 BP
GO:0006091 generation of precursor metabolites and ... 3.56× 10−3 BP
GO:0046686 response to cadmium ion 8.64× 10−3 BP
GO:0006364 rRNA processing 1.22× 10−2 BP
GO:1902998 positive regulation of neurofibrillary t... 1.33× 10−2 BP
GO:0097284 hepatocyte apoptotic process 1.36× 10−2 BP
GO:0034654 nucleobase-containing compound biosynthe... 1.39× 10−2 BP
GO:0044267 cellular protein metabolic process 1.39× 10−2 BP
GO:0010035 response to inorganic substance 1.40× 10−2 BP
GO:0016072 rRNA metabolic process 1.46× 10−2 BP
GO:1902600 hydrogen ion transmembrane transport 1.46× 10−2 BP
GO:0018130 heterocycle biosynthetic process 1.87× 10−2 BP
GO:0019438 aromatic compound biosynthetic process 2.14× 10−2 BP
GO:0031579 membrane raft organization 2.89× 10−2 BP
GO:0045333 cellular respiration 2.89× 10−2 BP
GO:0001101 response to acid chemical 2.89× 10−2 BP
GO:0044271 cellular nitrogen compound biosynthetic ... 3.14× 10−2 BP
GO:0042776 mitochondrial ATP synthesis coupled prot... 3.18× 10−2 BP
GO:0090261 positive regulation of inclusion body as... 3.18× 10−2 BP
GO:1902004 positive regulation of beta-amyloid form... 3.18× 10−2 BP
GO:1902947 regulation of tau-protein kinase activit... 3.18× 10−2 BP
GO:1902988 neurofibrillary tangle assembly 3.18× 10−2 BP
GO:1902993 positive regulation of amyloid precursor... 3.18× 10−2 BP
GO:1902996 regulation of neurofibrillary tangle ass... 3.18× 10−2 BP
GO:1901362 organic cyclic compound biosynthetic pro... 3.90× 10−2 BP
GO:0048306 calcium-dependent protein binding 4.06× 10−2 MF
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4.2 Top 100 Transcripts Enrichment 4 PER-SPECIES GSEA

Table S45: Significantly enriched (FDR ≤ 0.05) GO terms in the top 100 Loxodonta africana
expressed transcripts

GO.ID Term FDR Ontology
GO:0015078 hydrogen ion transmembrane transporter a... 4.27× 10−2 MF
GO:0010467 gene expression 4.61× 10−2 BP

4.2.13 Significantly enriched (FDR ≤ 0.05) GO terms in the top 100 Dasypus novemcinctus
expressed transcripts

Table S46: Significantly enriched (FDR ≤ 0.05) GO terms in the top 100 Dasypus novemcinctus
expressed transcripts

GO.ID Term FDR Ontology
GO:0006614 SRP-dependent cotranslational protein ta... 8.74× 10−22 BP
GO:0045047 protein targeting to ER 8.74× 10−22 BP
GO:0070972 protein localization to endoplasmic reti... 8.74× 10−22 BP
GO:0006613 cotranslational protein targeting to mem... 8.74× 10−22 BP
GO:0072599 establishment of protein localization to... 8.74× 10−22 BP
GO:0006612 protein targeting to membrane 2.08× 10−20 BP
GO:0006415 translational termination 2.39× 10−19 BP
GO:0006414 translational elongation 3.69× 10−19 BP
GO:0000184 nuclear-transcribed mRNA catabolic proce... 1.57× 10−18 BP
GO:0090150 establishment of protein localization to... 5.78× 10−17 BP
GO:0003735 structural constituent of ribosome 1.39× 10−16 MF
GO:0019083 viral transcription 5.37× 10−16 BP
GO:0019080 viral gene expression 1.50× 10−15 BP
GO:0006413 translational initiation 1.58× 10−15 BP
GO:0044033 multi-organism metabolic process 3.40× 10−15 BP
GO:0000956 nuclear-transcribed mRNA catabolic proce... 8.57× 10−15 BP
GO:0072657 protein localization to membrane 2.09× 10−14 BP
GO:0006402 mRNA catabolic process 3.17× 10−14 BP
GO:0006401 RNA catabolic process 3.64× 10−13 BP
GO:0043624 cellular protein complex disassembly 9.64× 10−12 BP
GO:0006412 translation 9.64× 10−12 BP
GO:0022411 cellular component disassembly 3.61× 10−11 BP
GO:0005198 structural molecule activity 4.38× 10−11 MF
GO:0003723 RNA binding 4.38× 10−11 MF
GO:0044822 poly(A) RNA binding 6.58× 10−11 MF
GO:0019058 viral life cycle 7.01× 10−11 BP
GO:0043241 protein complex disassembly 7.82× 10−11 BP
GO:0032984 macromolecular complex disassembly 1.18× 10−10 BP
GO:0016032 viral process 1.18× 10−10 BP
GO:0044403 symbiosis, encompassing mutualism throug... 1.51× 10−10 BP
GO:0044419 interspecies interaction between organis... 1.51× 10−10 BP
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4.2 Top 100 Transcripts Enrichment 4 PER-SPECIES GSEA

Table S46: Significantly enriched (FDR ≤ 0.05) GO terms in the top 100 Dasypus novemcinctus
expressed transcripts

GO.ID Term FDR Ontology
GO:0044764 multi-organism cellular process 1.51× 10−10 BP
GO:0006605 protein targeting 1.53× 10−10 BP
GO:0061024 membrane organization 1.53× 10−10 BP
GO:0044802 single-organism membrane organization 1.53× 10−10 BP
GO:0034655 nucleobase-containing compound catabolic... 1.61× 10−10 BP
GO:0016071 mRNA metabolic process 1.01× 10−9 BP
GO:0046700 heterocycle catabolic process 2.42× 10−9 BP
GO:0044270 cellular nitrogen compound catabolic pro... 2.53× 10−9 BP
GO:0019439 aromatic compound catabolic process 2.82× 10−9 BP
GO:0009057 macromolecule catabolic process 4.17× 10−9 BP
GO:0072594 establishment of protein localization to... 1.22× 10−8 BP
GO:1901361 organic cyclic compound catabolic proces... 1.94× 10−8 BP
GO:0034613 cellular protein localization 6.43× 10−8 BP
GO:0070727 cellular macromolecule localization 6.90× 10−8 BP
GO:0044265 cellular macromolecule catabolic process 8.26× 10−8 BP
GO:0051641 cellular localization 1.55× 10−7 BP
GO:0033365 protein localization to organelle 1.90× 10−7 BP
GO:1902580 single-organism cellular localization 2.37× 10−7 BP
GO:0006810 transport 4.10× 10−7 BP
GO:0006886 intracellular protein transport 4.10× 10−7 BP
GO:0071822 protein complex subunit organization 4.82× 10−7 BP
GO:0051704 multi-organism process 6.29× 10−7 BP
GO:0030168 platelet activation 6.68× 10−7 BP
GO:0051234 establishment of localization 1.06× 10−6 BP
GO:0051649 establishment of localization in cell 1.26× 10−6 BP
GO:0016482 cytoplasmic transport 2.40× 10−6 BP
GO:1902578 single-organism localization 4.28× 10−6 BP
GO:0009056 catabolic process 4.44× 10−6 BP
GO:0044765 single-organism transport 7.11× 10−6 BP
GO:0045184 establishment of protein localization 1.42× 10−5 BP
GO:0044248 cellular catabolic process 1.81× 10−5 BP
GO:0008104 protein localization 1.81× 10−5 BP
GO:1902582 single-organism intracellular transport 2.14× 10−5 BP
GO:0042274 ribosomal small subunit biogenesis 3.37× 10−5 BP
GO:0015031 protein transport 4.56× 10−5 BP
GO:0043933 macromolecular complex subunit organizat... 4.69× 10−5 BP
GO:0046907 intracellular transport 4.82× 10−5 BP
GO:0033036 macromolecule localization 5.14× 10−5 BP
GO:0007596 blood coagulation 5.26× 10−5 BP
GO:0050817 coagulation 5.37× 10−5 BP
GO:0007599 hemostasis 5.67× 10−5 BP
GO:0071702 organic substance transport 6.33× 10−5 BP
GO:0050878 regulation of body fluid levels 6.61× 10−5 BP
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Table S46: Significantly enriched (FDR ≤ 0.05) GO terms in the top 100 Dasypus novemcinctus
expressed transcripts

GO.ID Term FDR Ontology
GO:1901575 organic substance catabolic process 7.42× 10−5 BP
GO:0051179 localization 1.21× 10−4 BP
GO:0006898 receptor-mediated endocytosis 1.58× 10−4 BP
GO:0030198 extracellular matrix organization 1.70× 10−4 BP
GO:0043062 extracellular structure organization 1.71× 10−4 BP
GO:0044267 cellular protein metabolic process 2.20× 10−4 BP
GO:0009611 response to wounding 2.50× 10−4 BP
GO:0061134 peptidase regulator activity 3.14× 10−4 MF
GO:0042060 wound healing 3.62× 10−4 BP
GO:0002576 platelet degranulation 4.07× 10−4 BP
GO:0000028 ribosomal small subunit assembly 4.66× 10−4 BP
GO:0006950 response to stress 4.76× 10−4 BP
GO:0001775 cell activation 4.86× 10−4 BP
GO:0016192 vesicle-mediated transport 5.42× 10−4 BP
GO:0016860 intramolecular oxidoreductase activity 5.48× 10−4 MF
GO:0003756 protein disulfide isomerase activity 5.48× 10−4 MF
GO:0016864 intramolecular oxidoreductase activity, ... 5.48× 10−4 MF
GO:0016043 cellular component organization 7.65× 10−4 BP
GO:0006897 endocytosis 9.98× 10−4 BP
GO:0071840 cellular component organization or bioge... 1.09× 10−3 BP
GO:0001765 membrane raft assembly 2.04× 10−3 BP
GO:0042255 ribosome assembly 2.04× 10−3 BP
GO:0042254 ribosome biogenesis 2.31× 10−3 BP
GO:1901700 response to oxygen-containing compound 3.14× 10−3 BP
GO:0034976 response to endoplasmic reticulum stress 3.39× 10−3 BP
GO:0005102 receptor binding 4.46× 10−3 MF
GO:0002020 protease binding 5.11× 10−3 MF
GO:0048552 regulation of metalloenzyme activity 5.45× 10−3 BP
GO:0022617 extracellular matrix disassembly 6.63× 10−3 BP
GO:0022613 ribonucleoprotein complex biogenesis 6.97× 10−3 BP
GO:0019538 protein metabolic process 7.30× 10−3 BP
GO:0005201 extracellular matrix structural constitu... 7.64× 10−3 MF
GO:0065008 regulation of biological quality 7.74× 10−3 BP
GO:0002313 mature B cell differentiation involved i... 7.74× 10−3 BP
GO:0018149 peptide cross-linking 7.74× 10−3 BP
GO:0010035 response to inorganic substance 7.92× 10−3 BP
GO:0034975 protein folding in endoplasmic reticulum 1.05× 10−2 BP
GO:0002181 cytoplasmic translation 1.06× 10−2 BP
GO:0019838 growth factor binding 1.07× 10−2 MF
GO:0006364 rRNA processing 1.07× 10−2 BP
GO:0042493 response to drug 1.07× 10−2 BP
GO:0052547 regulation of peptidase activity 1.35× 10−2 BP
GO:0016072 rRNA metabolic process 1.35× 10−2 BP
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Table S46: Significantly enriched (FDR ≤ 0.05) GO terms in the top 100 Dasypus novemcinctus
expressed transcripts

GO.ID Term FDR Ontology
GO:0001101 response to acid chemical 1.45× 10−2 BP
GO:0045454 cell redox homeostasis 1.78× 10−2 BP
GO:0031579 membrane raft organization 1.78× 10−2 BP
GO:0016504 peptidase activator activity 1.80× 10−2 MF
GO:0000302 response to reactive oxygen species 2.00× 10−2 BP
GO:0002335 mature B cell differentiation 2.22× 10−2 BP
GO:0051291 protein heterooligomerization 2.78× 10−2 BP
GO:0048407 platelet-derived growth factor binding 2.87× 10−2 MF
GO:0071230 cellular response to amino acid stimulus 3.10× 10−2 BP
GO:0030199 collagen fibril organization 3.87× 10−2 BP
GO:0010033 response to organic substance 4.28× 10−2 BP
GO:0006457 protein folding 4.36× 10−2 BP
GO:0042542 response to hydrogen peroxide 4.43× 10−2 BP
GO:0004857 enzyme inhibitor activity 4.87× 10−2 MF
GO:0071709 membrane assembly 4.90× 10−2 BP
GO:0070527 platelet aggregation 4.90× 10−2 BP

4.2.14 Significantly enriched (FDR ≤ 0.05) GO terms in the top 100 Monodelphis domestica
expressed transcripts

Table S47: Significantly enriched (FDR ≤ 0.05) GO terms in the top 100 Monodelphis domestica
expressed transcripts

GO.ID Term FDR Ontology
GO:0006614 SRP-dependent cotranslational protein ta... 1.28× 10−27 BP
GO:0045047 protein targeting to ER 1.28× 10−27 BP
GO:0006613 cotranslational protein targeting to mem... 1.28× 10−27 BP
GO:0072599 establishment of protein localization to... 1.28× 10−27 BP
GO:0006415 translational termination 1.28× 10−27 BP
GO:0006414 translational elongation 1.28× 10−27 BP
GO:0070972 protein localization to endoplasmic reti... 1.28× 10−27 BP
GO:0000184 nuclear-transcribed mRNA catabolic proce... 1.28× 10−27 BP
GO:0006413 translational initiation 1.28× 10−27 BP
GO:0006612 protein targeting to membrane 1.28× 10−27 BP
GO:0003735 structural constituent of ribosome 3.62× 10−27 MF
GO:0000956 nuclear-transcribed mRNA catabolic proce... 2.68× 10−25 BP
GO:0019083 viral transcription 2.68× 10−25 BP
GO:0019080 viral gene expression 1.28× 10−24 BP
GO:0090150 establishment of protein localization to... 1.56× 10−24 BP
GO:0006402 mRNA catabolic process 2.57× 10−24 BP
GO:0044033 multi-organism metabolic process 2.57× 10−24 BP
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Table S47: Significantly enriched (FDR ≤ 0.05) GO terms in the top 100 Monodelphis domestica
expressed transcripts

GO.ID Term FDR Ontology
GO:0043624 cellular protein complex disassembly 1.36× 10−23 BP
GO:0006412 translation 3.50× 10−23 BP
GO:0006401 RNA catabolic process 1.01× 10−22 BP
GO:0043241 protein complex disassembly 3.15× 10−22 BP
GO:0032984 macromolecular complex disassembly 7.95× 10−22 BP
GO:0072657 protein localization to membrane 4.85× 10−21 BP
GO:0019058 viral life cycle 4.97× 10−19 BP
GO:0034655 nucleobase-containing compound catabolic... 8.57× 10−18 BP
GO:0044403 symbiosis, encompassing mutualism throug... 1.14× 10−17 BP
GO:0044419 interspecies interaction between organis... 1.14× 10−17 BP
GO:0005198 structural molecule activity 2.17× 10−17 MF
GO:0016032 viral process 4.09× 10−17 BP
GO:0044764 multi-organism cellular process 5.97× 10−17 BP
GO:0044270 cellular nitrogen compound catabolic pro... 5.14× 10−16 BP
GO:0046700 heterocycle catabolic process 5.14× 10−16 BP
GO:0044822 poly(A) RNA binding 6.51× 10−16 MF
GO:0019439 aromatic compound catabolic process 6.63× 10−16 BP
GO:0044802 single-organism membrane organization 2.49× 10−15 BP
GO:1901361 organic cyclic compound catabolic proces... 7.40× 10−15 BP
GO:0072594 establishment of protein localization to... 8.31× 10−15 BP
GO:0016071 mRNA metabolic process 1.95× 10−14 BP
GO:0003723 RNA binding 6.15× 10−14 MF
GO:0006605 protein targeting 1.03× 10−13 BP
GO:0044265 cellular macromolecule catabolic process 2.53× 10−13 BP
GO:0022411 cellular component disassembly 2.60× 10−13 BP
GO:0061024 membrane organization 2.80× 10−13 BP
GO:0033365 protein localization to organelle 7.07× 10−13 BP
GO:1901575 organic substance catabolic process 2.04× 10−12 BP
GO:0044248 cellular catabolic process 9.18× 10−12 BP
GO:0071822 protein complex subunit organization 9.56× 10−12 BP
GO:0009056 catabolic process 2.77× 10−11 BP
GO:0009057 macromolecule catabolic process 9.14× 10−11 BP
GO:1902580 single-organism cellular localization 2.60× 10−10 BP
GO:0006886 intracellular protein transport 4.10× 10−10 BP
GO:0034613 cellular protein localization 7.76× 10−10 BP
GO:0070727 cellular macromolecule localization 7.97× 10−10 BP
GO:0051704 multi-organism process 7.97× 10−10 BP
GO:0045184 establishment of protein localization 1.99× 10−9 BP
GO:0016482 cytoplasmic transport 2.15× 10−9 BP
GO:0043933 macromolecular complex subunit organizat... 2.67× 10−9 BP
GO:0015031 protein transport 5.95× 10−9 BP
GO:1902582 single-organism intracellular transport 1.73× 10−8 BP
GO:0008104 protein localization 2.29× 10−8 BP
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Table S47: Significantly enriched (FDR ≤ 0.05) GO terms in the top 100 Monodelphis domestica
expressed transcripts

GO.ID Term FDR Ontology
GO:0033036 macromolecule localization 3.16× 10−8 BP
GO:0044765 single-organism transport 6.20× 10−8 BP
GO:0051649 establishment of localization in cell 1.05× 10−7 BP
GO:1902578 single-organism localization 1.31× 10−7 BP
GO:0051641 cellular localization 1.83× 10−7 BP
GO:0046907 intracellular transport 4.14× 10−7 BP
GO:0006810 transport 6.73× 10−7 BP
GO:0071702 organic substance transport 7.03× 10−7 BP
GO:0042274 ribosomal small subunit biogenesis 8.70× 10−7 BP
GO:0051234 establishment of localization 1.81× 10−6 BP
GO:0060228 phosphatidylcholine-sterol O-acyltransfe... 3.33× 10−5 MF
GO:0055102 lipase inhibitor activity 6.63× 10−5 MF
GO:0010873 positive regulation of cholesterol ester... 6.71× 10−5 BP
GO:0051179 localization 1.27× 10−4 BP
GO:0010872 regulation of cholesterol esterification 1.27× 10−4 BP
GO:0006364 rRNA processing 1.36× 10−4 BP
GO:0044267 cellular protein metabolic process 1.96× 10−4 BP
GO:0016072 rRNA metabolic process 1.96× 10−4 BP
GO:0002181 cytoplasmic translation 3.38× 10−4 BP
GO:0034433 steroid esterification 3.38× 10−4 BP
GO:0034434 sterol esterification 3.38× 10−4 BP
GO:0034435 cholesterol esterification 3.38× 10−4 BP
GO:0042254 ribosome biogenesis 4.34× 10−4 BP
GO:0016043 cellular component organization 5.93× 10−4 BP
GO:0000028 ribosomal small subunit assembly 6.58× 10−4 BP
GO:0006982 response to lipid hydroperoxide 6.58× 10−4 BP
GO:0033700 phospholipid efflux 7.46× 10−4 BP
GO:0071840 cellular component organization or bioge... 8.62× 10−4 BP
GO:0044548 S100 protein binding 9.82× 10−4 MF
GO:0004857 enzyme inhibitor activity 9.95× 10−4 MF
GO:0060192 negative regulation of lipase activity 1.04× 10−3 BP
GO:0051051 negative regulation of transport 1.27× 10−3 BP
GO:0034377 plasma lipoprotein particle assembly 1.41× 10−3 BP
GO:0018158 protein oxidation 1.49× 10−3 BP
GO:0048306 calcium-dependent protein binding 1.53× 10−3 MF
GO:0032371 regulation of sterol transport 1.61× 10−3 BP
GO:0032374 regulation of cholesterol transport 1.61× 10−3 BP
GO:0046470 phosphatidylcholine metabolic process 1.73× 10−3 BP
GO:0034375 high-density lipoprotein particle remode... 1.84× 10−3 BP
GO:0065005 protein-lipid complex assembly 1.84× 10−3 BP
GO:0033344 cholesterol efflux 2.65× 10−3 BP
GO:0030300 regulation of intestinal cholesterol abs... 2.73× 10−3 BP
GO:0042255 ribosome assembly 2.73× 10−3 BP
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4.2 Top 100 Transcripts Enrichment 4 PER-SPECIES GSEA

Table S47: Significantly enriched (FDR ≤ 0.05) GO terms in the top 100 Monodelphis domestica
expressed transcripts

GO.ID Term FDR Ontology
GO:0031210 phosphatidylcholine binding 3.11× 10−3 MF
GO:0010035 response to inorganic substance 3.25× 10−3 BP
GO:0019538 protein metabolic process 3.61× 10−3 BP
GO:0000302 response to reactive oxygen species 4.24× 10−3 BP
GO:0051346 negative regulation of hydrolase activit... 4.54× 10−3 BP
GO:0045940 positive regulation of steroid metabolic... 4.54× 10−3 BP
GO:0034641 cellular nitrogen compound metabolic pro... 5.01× 10−3 BP
GO:0042304 regulation of fatty acid biosynthetic pr... 5.47× 10−3 BP
GO:0003676 nucleic acid binding 5.59× 10−3 MF
GO:0006576 cellular biogenic amine metabolic proces... 6.11× 10−3 BP
GO:0015914 phospholipid transport 6.11× 10−3 BP
GO:0034367 macromolecular complex remodeling 6.36× 10−3 BP
GO:0034368 protein-lipid complex remodeling 6.36× 10−3 BP
GO:0034369 plasma lipoprotein particle remodeling 6.36× 10−3 BP
GO:0042439 ethanolamine-containing compound metabol... 6.36× 10−3 BP
GO:0034380 high-density lipoprotein particle assemb... 6.54× 10−3 BP
GO:0034370 triglyceride-rich lipoprotein particle r... 9.49× 10−3 BP
GO:0034372 very-low-density lipoprotein particle re... 9.49× 10−3 BP
GO:0045723 positive regulation of fatty acid biosyn... 9.49× 10−3 BP
GO:0010467 gene expression 9.87× 10−3 BP
GO:1901576 organic substance biosynthetic process 9.89× 10−3 BP
GO:0046034 ATP metabolic process 1.23× 10−2 BP
GO:0043086 negative regulation of catalytic activit... 1.23× 10−2 BP
GO:0030299 intestinal cholesterol absorption 1.30× 10−2 BP
GO:0032372 negative regulation of sterol transport 1.30× 10−2 BP
GO:0032375 negative regulation of cholesterol trans... 1.30× 10−2 BP
GO:0022613 ribonucleoprotein complex biogenesis 1.30× 10−2 BP
GO:0071827 plasma lipoprotein particle organization 1.39× 10−2 BP
GO:0034470 ncRNA processing 1.49× 10−2 BP
GO:0009058 biosynthetic process 1.57× 10−2 BP
GO:0071825 protein-lipid complex subunit organizati... 1.57× 10−2 BP
GO:0030490 maturation of SSU-rRNA 1.64× 10−2 BP
GO:0051004 regulation of lipoprotein lipase activit... 1.64× 10−2 BP
GO:0022904 respiratory electron transport chain 1.73× 10−2 BP
GO:0044092 negative regulation of molecular functio... 1.92× 10−2 BP
GO:0010043 response to zinc ion 1.98× 10−2 BP
GO:0046503 glycerolipid catabolic process 1.98× 10−2 BP
GO:0050710 negative regulation of cytokine secretio... 1.98× 10−2 BP
GO:0033194 response to hydroperoxide 2.04× 10−2 BP
GO:0009205 purine ribonucleoside triphosphate metab... 2.04× 10−2 BP
GO:0022900 electron transport chain 2.22× 10−2 BP
GO:0034599 cellular response to oxidative stress 2.27× 10−2 BP
GO:0044106 cellular amine metabolic process 2.27× 10−2 BP

331
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Table S47: Significantly enriched (FDR ≤ 0.05) GO terms in the top 100 Monodelphis domestica
expressed transcripts

GO.ID Term FDR Ontology
GO:0044249 cellular biosynthetic process 2.27× 10−2 BP
GO:0006641 triglyceride metabolic process 2.28× 10−2 BP
GO:0015918 sterol transport 2.28× 10−2 BP
GO:0030301 cholesterol transport 2.28× 10−2 BP
GO:0043534 blood vessel endothelial cell migration 2.28× 10−2 BP
GO:0045333 cellular respiration 2.28× 10−2 BP
GO:0006807 nitrogen compound metabolic process 2.35× 10−2 BP
GO:0042744 hydrogen peroxide catabolic process 2.38× 10−2 BP
GO:0042773 ATP synthesis coupled electron transport 2.38× 10−2 BP
GO:0042775 mitochondrial ATP synthesis coupled elec... 2.38× 10−2 BP
GO:0009199 ribonucleoside triphosphate metabolic pr... 2.38× 10−2 BP
GO:0015748 organophosphate ester transport 2.53× 10−2 BP
GO:0009308 amine metabolic process 2.57× 10−2 BP
GO:0010608 posttranscriptional regulation of gene e... 2.57× 10−2 BP
GO:0044237 cellular metabolic process 2.57× 10−2 BP
GO:0010901 regulation of very-low-density lipoprote... 2.62× 10−2 BP
GO:0010903 negative regulation of very-low-density ... 2.62× 10−2 BP
GO:0097164 ammonium ion metabolic process 2.69× 10−2 BP
GO:0006638 neutral lipid metabolic process 2.82× 10−2 BP
GO:0006639 acylglycerol metabolic process 2.82× 10−2 BP
GO:0009144 purine nucleoside triphosphate metabolic... 2.88× 10−2 BP
GO:0004859 phospholipase inhibitor activity 3.10× 10−2 MF
GO:0070405 ammonium ion binding 3.10× 10−2 MF
GO:0030234 enzyme regulator activity 3.10× 10−2 MF
GO:0043691 reverse cholesterol transport 3.47× 10−2 BP
GO:0044241 lipid digestion 3.47× 10−2 BP
GO:0042542 response to hydrogen peroxide 3.47× 10−2 BP
GO:0002262 myeloid cell homeostasis 3.61× 10−2 BP
GO:0050994 regulation of lipid catabolic process 3.67× 10−2 BP
GO:0009167 purine ribonucleoside monophosphate meta... 3.73× 10−2 BP
GO:0009126 purine nucleoside monophosphate metaboli... 3.92× 10−2 BP
GO:0034614 cellular response to reactive oxygen spe... 3.92× 10−2 BP
GO:0050997 quaternary ammonium group binding 4.34× 10−2 MF
GO:0006979 response to oxidative stress 4.36× 10−2 BP
GO:0065003 macromolecular complex assembly 4.41× 10−2 BP
GO:0019843 rRNA binding 4.52× 10−2 MF
GO:0010951 negative regulation of endopeptidase act... 4.54× 10−2 BP
GO:0038033 positive regulation of endothelial cell ... 4.67× 10−2 BP
GO:1903202 negative regulation of oxidative stress-... 4.76× 10−2 BP
GO:0052548 regulation of endopeptidase activity 4.76× 10−2 BP
GO:0042802 identical protein binding 4.89× 10−2 MF
GO:0098772 molecular function regulator 4.95× 10−2 MF
GO:0042803 protein homodimerization activity 4.95× 10−2 MF
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Table S47: Significantly enriched (FDR ≤ 0.05) GO terms in the top 100 Monodelphis domestica
expressed transcripts

GO.ID Term FDR Ontology
GO:0019834 phospholipase A2 inhibitor activity 4.99× 10−2 MF
GO:0070653 high-density lipoprotein particle recept... 4.99× 10−2 MF
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4.3 Common Species Terms

Table S48: GO terms with significant enrichment (FDR ≤ 0.05) in 12 or more of the species
analyzed from genes in the top 1% of expression. n(FDR ≤ 0.05) is the number of species with
significant enrichment (FDR ≤ 0.05) in the GO term listed. max(FDR ≤ 0.05) is the maximum
FDR value in all species with an FDR of less than 0.05.

GO ID Term Ontology n(FDR ≤ 0.05) max(FDR ≤ 0.05)
GO:0090150 establishment of protein localization to... BP 14 3.53× 10−3

GO:0016032 viral process BP 14 3.84× 10−3

GO:0044764 multi-organism cellular process BP 14 4.53× 10−3

GO:0044403 symbiosis, encompassing mutualism throug... BP 14 9.54× 10−3

GO:0044419 interspecies interaction between organis... BP 14 9.54× 10−3

GO:0000184 nuclear-transcribed mRNA catabolic proce... BP 14 1.26× 10−2

GO:0051704 multi-organism process BP 14 1.83× 10−2

GO:0006612 protein targeting to membrane BP 14 1.89× 10−2

GO:0006414 translational elongation BP 14 2.06× 10−2

GO:1902578 single-organism localization BP 14 2.66× 10−2

GO:0044765 single-organism transport BP 14 3.32× 10−2

GO:0071822 protein complex subunit organization BP 14 3.42× 10−2

GO:0072657 protein localization to membrane BP 14 3.48× 10−2

GO:0006412 translation BP 14 4.09× 10−2

GO:0045184 establishment of protein localization BP 14 4.27× 10−2

GO:0006413 translational initiation BP 14 4.50× 10−2

GO:0006614 SRP-dependent cotranslational protein ta... BP 14 4.50× 10−2

GO:0045047 protein targeting to ER BP 14 4.50× 10−2

GO:0006613 cotranslational protein targeting to mem... BP 14 4.63× 10−2

GO:0008104 protein localization BP 14 4.63× 10−2

GO:0072599 establishment of protein localization to... BP 14 4.63× 10−2

GO:0051641 cellular localization BP 14 4.67× 10−2

GO:0006415 translational termination BP 13 1.04× 10−5

GO:0070972 protein localization to endoplasmic reti... BP 13 1.37× 10−5

GO:0006402 mRNA catabolic process BP 13 4.40× 10−5

GO:0061024 membrane organization BP 13 4.40× 10−5

GO:0006401 RNA catabolic process BP 13 1.19× 10−4

GO:0019083 viral transcription BP 13 2.87× 10−4

GO:0019080 viral gene expression BP 13 3.89× 10−4

GO:0000956 nuclear-transcribed mRNA catabolic proce... BP 13 4.08× 10−4

GO:0044802 single-organism membrane organization BP 13 4.08× 10−4

GO:0044033 multi-organism metabolic process BP 13 4.51× 10−4

GO:0016071 mRNA metabolic process BP 13 7.33× 10−4

GO:0043624 cellular protein complex disassembly BP 13 1.69× 10−3

GO:0043241 protein complex disassembly BP 13 3.48× 10−3

GO:0072594 establishment of protein localization to... BP 13 3.48× 10−3

GO:0034655 nucleobase-containing compound catabolic... BP 13 3.97× 10−3

GO:0032984 macromolecular complex disassembly BP 13 4.06× 10−3

GO:0022411 cellular component disassembly BP 13 4.76× 10−3

GO:1902580 single-organism cellular localization BP 13 5.26× 10−3

GO:0006605 protein targeting BP 13 6.61× 10−3

GO:0019439 aromatic compound catabolic process BP 13 7.10× 10−3

GO:0046700 heterocycle catabolic process BP 13 7.10× 10−3

GO:0044270 cellular nitrogen compound catabolic pro... BP 13 7.47× 10−3
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Table S48: GO terms with significant enrichment (FDR ≤ 0.05) in 12 or more of the species
analyzed from genes in the top 1% of expression. n(FDR ≤ 0.05) is the number of species with
significant enrichment (FDR ≤ 0.05) in the GO term listed. max(FDR ≤ 0.05) is the maximum
FDR value in all species with an FDR of less than 0.05.

GO ID Term Ontology n(FDR ≤ 0.05) max(FDR ≤ 0.05)
GO:0009057 macromolecule catabolic process BP 13 1.19× 10−2

GO:1902582 single-organism intracellular transport BP 13 1.28× 10−2

GO:1901361 organic cyclic compound catabolic proces... BP 13 1.28× 10−2

GO:0046907 intracellular transport BP 13 1.31× 10−2

GO:0006886 intracellular protein transport BP 13 1.75× 10−2

GO:0051649 establishment of localization in cell BP 13 2.16× 10−2

GO:0044248 cellular catabolic process BP 13 2.81× 10−2

GO:0015031 protein transport BP 13 2.88× 10−2

GO:0044265 cellular macromolecule catabolic process BP 13 2.98× 10−2

GO:0043933 macromolecular complex subunit organizat... BP 13 3.89× 10−2

GO:0009056 catabolic process BP 13 4.74× 10−2

GO:0016482 cytoplasmic transport BP 12 4.80× 10−4

GO:1901575 organic substance catabolic process BP 12 4.96× 10−4

GO:0034613 cellular protein localization BP 12 2.26× 10−3

GO:0070727 cellular macromolecule localization BP 12 2.39× 10−3

GO:0016043 cellular component organization BP 12 9.90× 10−3

GO:0071840 cellular component organization or bioge... BP 12 1.24× 10−2

GO:0051179 localization BP 12 2.16× 10−2

GO:0033036 macromolecule localization BP 12 3.47× 10−2

GO:0005198 structural molecule activity MF 14 2.60× 10−3

GO:0044822 poly(A) RNA binding MF 14 1.30× 10−2

GO:0003723 RNA binding MF 14 2.83× 10−2

GO:0003735 structural constituent of ribosome MF 13 8.65× 10−6
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5 GENE EVOLUTION TREES

5 Gene Evolution Trees
5.1 Pre-eclampsia genes

M.do CRH

M.mu Crh

S.sc CRH

B.ta CRH

O.ar CRH

C.fa CRH

P.pa CRH

H.sa CRH

A.fu CRH

L.af CRH

D.no CRH

0 1 2 3 4 5
log10(FPKM)

Figure S3: Gene tree showing expression and ancestral expression of genes related to CRH. The gene
tree was obtained from Ensembl [5] and genes from species not included in this study were excluded
from the plotted tree. The coloring of the internal nodes of the plots indicates the ancestral expression
as estimated by fastAnc using phylotools. Genes with duplicate gene names in the same species (or
no gene named defined) are listed by the Ensemble gene ID with leading zeros elided.
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5.1 Pre-eclampsia genes 5 GENE EVOLUTION TREES

M.do KISS1

H.sa KISS1

P.pa KISS1

M.mu Kiss1

M.mu Gm28040

S.ca Gm28040

S.ga Gm28040

S.sc KISS1

B.ta KISS1

O.ar KISS1
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D.no KISS1
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Figure S4: Gene tree showing expression and ancestral expression of genes related to KISS1. The
gene tree was obtained from Ensembl [5] and genes from species not included in this study were
excluded from the plotted tree. The coloring of the internal nodes of the plots indicates the ancestral
expression as estimated by fastAnc using phylotools. Genes with duplicate gene names in the same
species (or no gene named defined) are listed by the Ensemble gene ID with leading zeros elided.
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5.1 Pre-eclampsia genes 5 GENE EVOLUTION TREES

B.ta PAPPA

O.ar PAPPA

S.sc PAPPA

C.fa PAPPA

E.ca PAPP-A

M.mu Pappa

S.ga Pappa

P.pa PAPPA

H.sa PAPPA
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Figure S5: Gene tree showing expression and ancestral expression of genes related to PAPPA. The
gene tree was obtained from Ensembl [5] and genes from species not included in this study were
excluded from the plotted tree. The coloring of the internal nodes of the plots indicates the ancestral
expression as estimated by fastAnc using phylotools. Genes with duplicate gene names in the same
species (or no gene named defined) are listed by the Ensemble gene ID with leading zeros elided.
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5.1 Pre-eclampsia genes 5 GENE EVOLUTION TREES

M.do ADAM12

M.mu Adam12

S.ca Adam12
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Figure S6: Gene tree showing expression and ancestral expression of genes related to ADAM12.
The gene tree was obtained from Ensembl [5] and genes from species not included in this study were
excluded from the plotted tree. The coloring of the internal nodes of the plots indicates the ancestral
expression as estimated by fastAnc using phylotools. Genes with duplicate gene names in the same
species (or no gene named defined) are listed by the Ensemble gene ID with leading zeros elided.
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6 CLADE SPECIFIC EXPRESSION

6 Clade specific Expression
6.1 Homo sapiens specific expression

Table S49: Genes whose expression changed in Homo sapiens as compared to all other species. A
nested type-III anova was used to calculate p values. FDR is the False Discovery Rate as estimated
by the Benjamini and Hochberg procedure [3]. log2 FC is the base-2 logarithm of the fold change
from Homo sapiens to all other species.

Human Symbol p (t-test) FDR log2 FC Adv. Preg.
Pub.

MALAT1 4.62× 10−4 0.0061 10.10 0
CRH 1.14× 10−6 2.1× 10−5 9.60 ≥ 20
CGA 3.16× 10−8 7.4× 10−7 9.46 ≥ 5
KISS1 1.71× 10−6 3.1× 10−5 9.31 ≥ 20

KRTAP26-1 1.19× 10−4 0.0017 8.53 0
PAPPA 7.81× 10−11 3.7× 10−9 8.51 ≥ 20
ADAM12 2.27× 10−12 1.9× 10−10 8.49 ≥ 20
CSF3R 7.58× 10−11 3.7× 10−9 7.82 0
GNGT1 1.49× 10−6 2.8× 10−5 7.60 0
GABRE 1.52× 10−12 1.6× 10−10 7.27 0
OLAH 1.61× 10−10 6.7× 10−9 7.21 ≥ 5

SERPINB2 7.95× 10−10 2.7× 10−8 7.16 ≥ 2
HSD3B1 1.04× 10−7 2.3× 10−6 7.07 ≥ 5
DEPDC1B 2.88× 10−10 1.1× 10−8 6.94 0
RHOBTB3 1.59× 10−10 6.7× 10−9 6.44 1
CYP19A1 3.03× 10−11 1.6× 10−9 6.33 ≥ 5
SCIN 3.34× 10−12 2.4× 10−10 6.20 0
SPTLC3 2.12× 10−10 8.2× 10−9 6.06 1
IL1RL1 2.14× 10−5 0.00033 6.01 ≥ 5
C7 1.10× 10−10 4.9× 10−9 6.01 ≥ 5
EBI3 8.49× 10−12 5.5× 10−10 5.97 ≥ 2
STS 9.47× 10−6 0.00016 5.79 ≥ 5
7SK 1.18× 10−4 0.0017 5.75 0
FBN2 7.73× 10−15 1.4× 10−11 5.71 0
PKIB 2.07× 10−12 1.9× 10−10 5.68 0
CCK 1.91× 10−5 0.0003 5.55 ≥ 5

ADHFE1 1.63× 10−11 9.7× 10−10 5.50 0
SVEP1 1.29× 10−14 1.4× 10−11 5.47 0
HOPX 3.96× 10−14 1.6× 10−11 5.44 0
FAM13A 2.55× 10−11 1.4× 10−9 5.38 0
MUC15 1.48× 10−8 3.6× 10−7 5.36 0
LVRN 3.01× 10−7 6.3× 10−6 5.25 0
F13A1 6.97× 10−11 3.5× 10−9 5.24 0
AHR 6.34× 10−14 1.7× 10−11 5.17 ≥ 20
ATG9B 2.40× 10−9 7× 10−8 4.82 0
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http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MALAT1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22MALAT1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CRH
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22CRH%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CGA
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22CGA%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=KISS1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22KISS1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=KRTAP26-1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22KRTAP26-1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PAPPA
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22PAPPA%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ADAM12
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22ADAM12%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CSF3R
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22CSF3R%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GNGT1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22GNGT1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GABRE
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22GABRE%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=OLAH
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22OLAH%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SERPINB2
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22SERPINB2%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HSD3B1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22HSD3B1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=DEPDC1B
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22DEPDC1B%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RHOBTB3
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22RHOBTB3%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CYP19A1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22CYP19A1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SCIN
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22SCIN%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SPTLC3
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22SPTLC3%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=IL1RL1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22IL1RL1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=C7
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22C7%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EBI3
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22EBI3%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=STS
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22STS%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=7SK
https://www.ncbi.nlm.nih.gov/pubmed/?term=%227SK%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FBN2
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22FBN2%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PKIB
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22PKIB%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CCK
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22CCK%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ADHFE1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22ADHFE1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SVEP1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22SVEP1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HOPX
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22HOPX%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FAM13A
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22FAM13A%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MUC15
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22MUC15%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=LVRN
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22LVRN%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=F13A1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22F13A1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=AHR
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22AHR%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ATG9B
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22ATG9B%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29


6.1 Homo sapiens specific expression 6 CLADE SPECIFIC EXPRESSION

Table S49: Genes whose expression changed in Homo sapiens as compared to all other species. A
nested type-III anova was used to calculate p values. FDR is the False Discovery Rate as estimated
by the Benjamini and Hochberg procedure [3]. log2 FC is the base-2 logarithm of the fold change
from Homo sapiens to all other species.

Human Symbol p (t-test) FDR log2 FC Adv. Preg.
Pub.

GULP1 5.15× 10−10 1.8× 10−8 4.77 0
CCSAP 6.02× 10−8 1.4× 10−6 4.71 1
RIMKLB 3.37× 10−13 4.5× 10−11 4.65 0
TFPI2 1.11× 10−5 0.00018 4.64 0
AFF1 2.24× 10−14 1.6× 10−11 4.60 0
STEAP4 1.54× 10−9 4.8× 10−8 4.55 0
CD200 2.96× 10−13 4.4× 10−11 4.53 ≥ 2
TMEM2 1.89× 10−13 3.1× 10−11 4.49 0
TUSC3 1.22× 10−13 2.4× 10−11 4.46 1
CORO6 2.74× 10−9 7.9× 10−8 4.37 0
HPGD 1.72× 10−9 5.3× 10−8 4.33 ≥ 2
EGFL6 3.01× 10−4 0.0041 4.31 0
AIM1 1.37× 10−9 4.4× 10−8 4.28 1
SPIRE2 6.64× 10−9 1.8× 10−7 4.24 0
STAT5B 6.97× 10−14 1.7× 10−11 4.17 ≥ 5
FBLN1 3.74× 10−10 1.4× 10−8 4.15 0
CD59 9.15× 10−7 1.8× 10−5 4.11 ≥ 5

ADAMTSL4 7.50× 10−13 8.9× 10−11 4.02 0
EFHD1 2.15× 10−10 8.2× 10−9 4.01 0
HMGB3 5.50× 10−7 1.1× 10−5 4.00 0
KATNBL1 3.64× 10−7 7.4× 10−6 3.98 0
KRT23 1.07× 10−9 3.5× 10−8 3.97 0
HTRA4 6.34× 10−4 0.008 3.94 ≥ 5
MFSD2A 3.32× 10−5 0.0005 3.92 ≥ 2
MAN1C1 3.41× 10−12 2.4× 10−10 3.92 0
MCM4 6.36× 10−12 4.3× 10−10 3.91 0

RHOBTB1 1.15× 10−11 7.3× 10−10 3.88 0
CLIC3 6.28× 10−4 0.008 3.87 ≥ 2
EFEMP1 1.57× 10−5 0.00025 3.83 0
ENDOU 7.39× 10−10 2.5× 10−8 3.78 0
S100A9 8.98× 10−4 0.011 3.74 ≥ 2
CASP4 5.20× 10−6 8.8× 10−5 3.71 1
ZFAT 1.43× 10−6 2.7× 10−5 3.69 ≥ 2

SLC19A3 1.93× 10−9 5.8× 10−8 3.57 1
PDCD4 1.03× 10−13 2.2× 10−11 3.54 0
GRAMD3 3.36× 10−12 2.4× 10−10 3.53 0
GPC3 2.30× 10−12 1.9× 10−10 3.50 0

MS4A6A 2.75× 10−4 0.0037 3.42 0
PDE4DIP 6.21× 10−5 0.0009 3.39 0
ST3GAL4 1.83× 10−13 3.1× 10−11 3.39 0
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http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GULP1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22GULP1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CCSAP
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22CCSAP%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RIMKLB
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22RIMKLB%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TFPI2
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22TFPI2%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=AFF1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22AFF1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=STEAP4
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22STEAP4%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CD200
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22CD200%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TMEM2
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22TMEM2%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TUSC3
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22TUSC3%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CORO6
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22CORO6%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HPGD
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22HPGD%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EGFL6
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22EGFL6%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=AIM1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22AIM1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SPIRE2
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22SPIRE2%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=STAT5B
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22STAT5B%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FBLN1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22FBLN1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CD59
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22CD59%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ADAMTSL4
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22ADAMTSL4%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EFHD1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22EFHD1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HMGB3
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22HMGB3%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=KATNBL1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22KATNBL1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=KRT23
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22KRT23%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HTRA4
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22HTRA4%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MFSD2A
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22MFSD2A%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MAN1C1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22MAN1C1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MCM4
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22MCM4%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RHOBTB1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22RHOBTB1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CLIC3
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22CLIC3%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EFEMP1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22EFEMP1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ENDOU
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22ENDOU%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=S100A9
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22S100A9%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CASP4
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22CASP4%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ZFAT
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22ZFAT%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SLC19A3
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22SLC19A3%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PDCD4
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22PDCD4%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GRAMD3
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22GRAMD3%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GPC3
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22GPC3%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MS4A6A
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22MS4A6A%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PDE4DIP
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22PDE4DIP%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ST3GAL4
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22ST3GAL4%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29


6.1 Homo sapiens specific expression 6 CLADE SPECIFIC EXPRESSION

Table S49: Genes whose expression changed in Homo sapiens as compared to all other species. A
nested type-III anova was used to calculate p values. FDR is the False Discovery Rate as estimated
by the Benjamini and Hochberg procedure [3]. log2 FC is the base-2 logarithm of the fold change
from Homo sapiens to all other species.

Human Symbol p (t-test) FDR log2 FC Adv. Preg.
Pub.

DAB2 3.07× 10−13 4.4× 10−11 3.39 0
SDC1 1.93× 10−11 1.1× 10−9 3.36 ≥ 5

SERPINF1 2.42× 10−5 0.00037 3.35 0
VGLL3 4.53× 10−14 1.6× 10−11 3.31 1
BMP1 3.37× 10−14 1.6× 10−11 3.31 1
BZW2 2.81× 10−7 5.9× 10−6 3.31 0

SLC44A2 2.65× 10−12 2× 10−10 3.29 0
KDELC2 5.29× 10−10 1.8× 10−8 3.17 0
RASA1 9.70× 10−7 1.9× 10−5 3.14 0
PLAC1 4.69× 10−9 1.3× 10−7 3.09 ≥ 5
GPNMB 2.34× 10−4 0.0032 3.07 0
TFAP2A 5.22× 10−13 6.6× 10−11 3.07 ≥ 2
GSE1 5.26× 10−9 1.4× 10−7 3.07 0
CRIM1 5.51× 10−14 1.7× 10−11 3.06 0

ARHGAP17 2.75× 10−11 1.5× 10−9 3.06 0
ANK3 1.45× 10−9 4.6× 10−8 3.06 0
INSIG1 2.07× 10−8 5× 10−7 3.01 ≥ 2
MAOA 2.42× 10−12 1.9× 10−10 3.01 0
MMP11 2.11× 10−12 1.9× 10−10 3.00 0
COBLL1 2.07× 10−10 8.2× 10−9 2.94 0
PTP4A1 6.42× 10−5 0.00092 2.91 0
DGKA 1.75× 10−10 7.1× 10−9 2.91 0
EPS8L1 1.08× 10−8 2.8× 10−7 2.90 0
SLC16A4 4.46× 10−8 1× 10−6 2.87 1
PHLDB2 2.29× 10−9 6.8× 10−8 2.82 0
TMEM54 5.35× 10−5 0.00078 2.81 0
FBXO9 8.12× 10−13 9.2× 10−11 2.81 0
IGF2BP3 2.42× 10−12 1.9× 10−10 2.80 1
SLC39A8 1.05× 10−10 4.8× 10−9 2.78 0
NUCB2 1.63× 10−10 6.7× 10−9 2.78 1
ADGRG6 3.93× 10−9 1.1× 10−7 2.77 0
TBX3 4.12× 10−9 1.1× 10−7 2.72 0
ST5 1.15× 10−8 2.9× 10−7 2.70 ≥ 2
HEXB 2.86× 10−3 0.033 2.66 0

TMEM8A 1.12× 10−10 4.9× 10−9 2.65 0
SSFA2 3.95× 10−10 1.4× 10−8 2.64 0
DCN 1.85× 10−3 0.022 2.64 ≥ 5

PRKAG2 3.73× 10−9 1.1× 10−7 2.61 0
CSF2RA 2.56× 10−7 5.4× 10−6 2.53 0
ARGLU1 5.76× 10−11 2.9× 10−9 2.52 0
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http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=DAB2
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22DAB2%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SDC1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22SDC1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SERPINF1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22SERPINF1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=VGLL3
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22VGLL3%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=BMP1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22BMP1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=BZW2
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22BZW2%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SLC44A2
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22SLC44A2%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=KDELC2
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22KDELC2%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RASA1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22RASA1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PLAC1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22PLAC1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GPNMB
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22GPNMB%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TFAP2A
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22TFAP2A%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GSE1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22GSE1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CRIM1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22CRIM1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ARHGAP17
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22ARHGAP17%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ANK3
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22ANK3%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=INSIG1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22INSIG1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MAOA
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22MAOA%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MMP11
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22MMP11%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=COBLL1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22COBLL1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PTP4A1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22PTP4A1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=DGKA
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22DGKA%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EPS8L1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22EPS8L1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SLC16A4
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22SLC16A4%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PHLDB2
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22PHLDB2%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TMEM54
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22TMEM54%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FBXO9
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22FBXO9%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=IGF2BP3
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22IGF2BP3%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SLC39A8
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22SLC39A8%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NUCB2
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22NUCB2%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ADGRG6
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22ADGRG6%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TBX3
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22TBX3%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ST5
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22ST5%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HEXB
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22HEXB%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TMEM8A
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22TMEM8A%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SSFA2
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22SSFA2%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=DCN
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22DCN%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PRKAG2
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22PRKAG2%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CSF2RA
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22CSF2RA%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ARGLU1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22ARGLU1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29


6.1 Homo sapiens specific expression 6 CLADE SPECIFIC EXPRESSION

Table S49: Genes whose expression changed in Homo sapiens as compared to all other species. A
nested type-III anova was used to calculate p values. FDR is the False Discovery Rate as estimated
by the Benjamini and Hochberg procedure [3]. log2 FC is the base-2 logarithm of the fold change
from Homo sapiens to all other species.

Human Symbol p (t-test) FDR log2 FC Adv. Preg.
Pub.

ZDHHC20 1.03× 10−9 3.4× 10−8 2.50 0
C1orf115 7.07× 10−8 1.6× 10−6 2.47 0
SS18 5.96× 10−9 1.6× 10−7 2.46 0
NEK7 2.03× 10−12 1.9× 10−10 2.44 0
HSPB8 3.90× 10−4 0.0052 2.42 0

DYNC1LI2 8.35× 10−11 3.9× 10−9 2.38 0
UNC13D 1.11× 10−8 2.8× 10−7 2.37 0
LGALS8 1.59× 10−11 9.7× 10−10 2.34 1
SEPT11 4.16× 10−10 1.5× 10−8 2.30 0
RBBP6 5.77× 10−8 1.3× 10−6 2.29 0
TNNT3 3.58× 10−5 0.00054 2.29 0

TNKS1BP1 1.35× 10−3 0.017 2.29 0
SLAIN2 1.92× 10−7 4.1× 10−6 2.26 0
DAPK1 1.14× 10−6 2.1× 10−5 2.22 ≥ 2
FAM46A 3.70× 10−7 7.4× 10−6 2.22 0
PRKCZ 5.32× 10−5 0.00078 2.17 0
SLC9A1 2.58× 10−6 4.6× 10−5 2.12 0
ANXA11 1.79× 10−4 0.0025 2.11 0
GDPD5 2.50× 10−6 4.5× 10−5 2.11 0
TRIM25 2.28× 10−6 4.1× 10−5 2.11 0
PABPC4 2.72× 10−3 0.032 2.07 0
BEX4 1.45× 10−3 0.018 2.07 0
PAM 1.50× 10−8 3.6× 10−7 2.07 ≥ 5
RAI14 1.54× 10−6 2.8× 10−5 2.04 0

SECISBP2L 3.25× 10−7 6.7× 10−6 2.03 0
WARS 2.31× 10−5 0.00036 2.02 ≥ 5
TFDP2 1.16× 10−5 0.00019 2.00 0
SRSF5 9.02× 10−5 0.0013 1.98 0
STAT6 1.14× 10−7 2.5× 10−6 1.98 0
MYLIP 2.78× 10−6 4.8× 10−5 1.96 0
PTPRF 1.49× 10−8 3.6× 10−7 1.95 0
SNX14 6.13× 10−7 1.2× 10−5 1.94 0
TGFB1 3.49× 10−4 0.0047 1.94 0
MCCC2 5.52× 10−4 0.0071 1.93 0
LTBP3 4.26× 10−6 7.3× 10−5 1.91 0
C10orf54 2.63× 10−6 4.6× 10−5 1.89 0
ATP1B3 1.07× 10−8 2.8× 10−7 1.83 0
MDM2 5.68× 10−6 9.6× 10−5 1.82 0
PHYHIPL 1.56× 10−4 0.0022 1.76 0
TP53 9.06× 10−6 0.00015 1.74 0
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http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ZDHHC20
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22ZDHHC20%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=C1orf115
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22C1orf115%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SS18
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22SS18%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NEK7
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22NEK7%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HSPB8
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22HSPB8%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=DYNC1LI2
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22DYNC1LI2%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=UNC13D
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22UNC13D%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=LGALS8
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22LGALS8%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SEPT11
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22SEPT11%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RBBP6
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22RBBP6%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TNNT3
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22TNNT3%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TNKS1BP1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22TNKS1BP1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SLAIN2
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22SLAIN2%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=DAPK1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22DAPK1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FAM46A
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22FAM46A%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PRKCZ
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22PRKCZ%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SLC9A1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22SLC9A1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ANXA11
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22ANXA11%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GDPD5
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22GDPD5%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TRIM25
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22TRIM25%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PABPC4
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22PABPC4%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=BEX4
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22BEX4%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PAM
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22PAM%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RAI14
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22RAI14%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SECISBP2L
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22SECISBP2L%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=WARS
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22WARS%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TFDP2
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22TFDP2%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SRSF5
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22SRSF5%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=STAT6
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22STAT6%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MYLIP
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22MYLIP%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PTPRF
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22PTPRF%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SNX14
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22SNX14%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TGFB1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22TGFB1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MCCC2
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22MCCC2%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=LTBP3
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22LTBP3%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=C10orf54
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22C10orf54%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ATP1B3
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22ATP1B3%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MDM2
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22MDM2%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PHYHIPL
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22PHYHIPL%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TP53
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22TP53%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29


6.1 Homo sapiens specific expression 6 CLADE SPECIFIC EXPRESSION

Table S49: Genes whose expression changed in Homo sapiens as compared to all other species. A
nested type-III anova was used to calculate p values. FDR is the False Discovery Rate as estimated
by the Benjamini and Hochberg procedure [3]. log2 FC is the base-2 logarithm of the fold change
from Homo sapiens to all other species.

Human Symbol p (t-test) FDR log2 FC Adv. Preg.
Pub.

ACP2 3.70× 10−7 7.4× 10−6 1.72 0
IQGAP2 4.07× 10−5 0.00061 1.71 0
SLC5A6 2.70× 10−3 0.032 1.68 0
ISYNA1 2.27× 10−8 5.4× 10−7 1.65 0
FBL 1.79× 10−5 0.00028 1.65 0
EPAS1 5.49× 10−5 0.0008 1.61 0
IQGAP1 4.76× 10−5 0.00071 1.60 0
SPG20 3.03× 10−5 0.00046 1.58 0

RNASEH2B 2.30× 10−3 0.028 1.56 0
TRIM33 1.37× 10−4 0.0019 1.56 0
CTDSP1 1.56× 10−7 3.4× 10−6 1.54 0

GABARAPL1 1.10× 10−3 0.014 1.52 0
MBD6 6.31× 10−4 0.008 1.49 0
NAP1L1 3.51× 10−4 0.0047 1.46 0
CREB3L2 2.20× 10−4 0.003 1.36 0
LYPLA1 4.84× 10−4 0.0063 1.35 0
P4HB 7.76× 10−4 0.0098 1.34 0
PCNP 9.37× 10−7 1.8× 10−5 1.34 0

SNORA20 2.44× 10−3 0.029 1.31 0
GLTSCR2 9.59× 10−4 0.012 1.30 0
CAST 4.84× 10−11 2.5× 10−9 1.27 0

SLC43A2 1.45× 10−7 3.2× 10−6 1.26 0
SH3GLB2 4.80× 10−4 0.0063 1.22 0
PSME2 1.57× 10−5 0.00025 1.19 0
NABP1 2.37× 10−3 0.028 1.18 0
SRRM2 1.39× 10−3 0.017 1.04 0
LAMB2 4.16× 10−3 0.048 0.89 0
CHCHD10 1.64× 10−5 0.00026 0.70 0
MATR3 2.89× 10−6 5× 10−5 0.61 0
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http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ACP2
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22ACP2%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=IQGAP2
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22IQGAP2%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SLC5A6
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22SLC5A6%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ISYNA1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22ISYNA1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FBL
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22FBL%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EPAS1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22EPAS1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=IQGAP1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22IQGAP1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SPG20
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22SPG20%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RNASEH2B
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22RNASEH2B%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TRIM33
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22TRIM33%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CTDSP1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22CTDSP1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GABARAPL1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22GABARAPL1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MBD6
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22MBD6%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NAP1L1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22NAP1L1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CREB3L2
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22CREB3L2%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=LYPLA1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22LYPLA1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=P4HB
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22P4HB%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PCNP
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22PCNP%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SNORA20
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22SNORA20%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GLTSCR2
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22GLTSCR2%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CAST
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22CAST%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
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https://www.ncbi.nlm.nih.gov/pubmed/?term=%22SLC43A2%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
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https://www.ncbi.nlm.nih.gov/pubmed/?term=%22CHCHD10%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
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https://www.ncbi.nlm.nih.gov/pubmed/?term=%22MATR3%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
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6.2 Mus musculus specific expression

Table S50: Genes whose expression changed in Mus musculus as compared to all other species. A
nested type-III anova was used to calculate p values. FDR is the False Discovery Rate as estimated
by the Benjamini and Hochberg procedure [3]. log2 FC is the base-2 logarithm of the fold change
from Mus musculus to all other species.

Human Symbol p (t-test) FDR log2 FC Adv. Preg.
Pub.

GKN2 2.27× 10−6 2.6× 10−5 16.88 0
RHOXF2 7.71× 10−7 9.6× 10−6 13.30 0
SCT 9.76× 10−7 1.2× 10−5 10.84 ≥ 5

SNAP91 4.04× 10−10 1× 10−8 9.65 0
RIPPLY1 6.24× 10−14 5× 10−12 8.91 0
TNFRSF9 1.13× 10−11 4.6× 10−10 8.59 0
RNA5-8SP4 2.33× 10−6 2.7× 10−5 8.28 0
NUP62CL 6.79× 10−12 2.9× 10−10 8.09 0
APOB 4.97× 10−5 0.00047 7.98 ≥ 20

GNAS-AS1_1 4.89× 10−3 0.034 7.85 0
SNORD101 2.64× 10−5 0.00026 7.74 0
SLC38A4 2.22× 10−23 4.1× 10−20 7.33 ≥ 2
SNORD49A 1.20× 10−5 0.00013 7.26 0
MIR708 1.15× 10−4 0.001 7.15 0
AQP8 1.79× 10−7 2.4× 10−6 7.04 ≥ 2

SNORD49B 7.64× 10−5 0.00071 6.81 0
DMKN 1.68× 10−9 3.4× 10−8 6.80 0
CA4 1.82× 10−16 4.8× 10−14 6.52 0
GJB2 4.68× 10−14 3.9× 10−12 6.50 ≥ 5
CITED1 1.08× 10−10 3.2× 10−9 6.42 1
KLHL13 1.59× 10−10 4.3× 10−9 6.41 0
AFP 1.46× 10−5 0.00015 6.35 ≥ 20

SNORD99 1.92× 10−3 0.015 6.32 0
SPP2 5.11× 10−5 0.00048 6.08 0

SNORD58A 2.40× 10−3 0.018 6.07 0
SNORD71 3.96× 10−3 0.028 6.05 0
SNORD123 4.07× 10−3 0.029 6.04 0
PRR5-

ARHGAP8
7.91× 10−7 9.8× 10−6 6.04 0

SEPT4 2.70× 10−16 6.2× 10−14 5.97 0
CTAGE1 1.58× 10−6 1.9× 10−5 5.80 1
GHRH 2.09× 10−7 2.8× 10−6 5.79 ≥ 5
EHMT2 1.07× 10−13 7.8× 10−12 5.70 0
RRP1B 1.67× 10−14 1.5× 10−12 5.68 0
CCDC64 2.36× 10−15 3.9× 10−13 5.65 0
RNU11-6P 7.32× 10−3 0.049 5.65 0
PPP1R3F 3.38× 10−15 4.4× 10−13 5.56 0
PRR5L 1.38× 10−11 5.4× 10−10 5.50 0
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http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GKN2
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https://www.ncbi.nlm.nih.gov/pubmed/?term=%22SNAP91%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RIPPLY1
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http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TNFRSF9
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22TNFRSF9%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
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https://www.ncbi.nlm.nih.gov/pubmed/?term=%22RNA5-8SP4%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NUP62CL
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22NUP62CL%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=APOB
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22APOB%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
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https://www.ncbi.nlm.nih.gov/pubmed/?term=%22SNORD101%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
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https://www.ncbi.nlm.nih.gov/pubmed/?term=%22SLC38A4%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SNORD49A
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22SNORD49A%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MIR708
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22MIR708%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
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https://www.ncbi.nlm.nih.gov/pubmed/?term=%22AQP8%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
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http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CITED1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22CITED1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=KLHL13
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22KLHL13%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=AFP
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22AFP%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SNORD99
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22SNORD99%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SPP2
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22SPP2%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SNORD58A
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22SNORD58A%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SNORD71
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22SNORD71%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SNORD123
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22SNORD123%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PRR5-ARHGAP8
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PRR5-ARHGAP8
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22PRR5-ARHGAP8%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SEPT4
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22SEPT4%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CTAGE1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22CTAGE1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GHRH
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22GHRH%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EHMT2
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22EHMT2%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RRP1B
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22RRP1B%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CCDC64
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22CCDC64%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RNU11-6P
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22RNU11-6P%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PPP1R3F
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22PPP1R3F%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PRR5L
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22PRR5L%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29


6.2 Mus musculus specific expression 6 CLADE SPECIFIC EXPRESSION

Table S50: Genes whose expression changed in Mus musculus as compared to all other species. A
nested type-III anova was used to calculate p values. FDR is the False Discovery Rate as estimated
by the Benjamini and Hochberg procedure [3]. log2 FC is the base-2 logarithm of the fold change
from Mus musculus to all other species.

Human Symbol p (t-test) FDR log2 FC Adv. Preg.
Pub.

ARHGEF6 4.36× 10−18 1.6× 10−15 5.46 0
FMO1 5.46× 10−8 8× 10−7 5.41 0
VNN1 1.16× 10−13 8.2× 10−12 5.41 0
IQSEC1 9.36× 10−11 2.8× 10−9 5.28 0
ALPL 1.55× 10−7 2.1× 10−6 5.16 ≥ 2

PHACTR1 2.68× 10−10 6.8× 10−9 5.07 0
SNORD113-7 6.16× 10−3 0.042 5.07 0
AFAP1L2 1.54× 10−10 4.2× 10−9 4.98 0
ZWINT 1.97× 10−19 1.8× 10−16 4.93 0
DTX3 4.08× 10−8 6.2× 10−7 4.83 0
PMEPA1 1.50× 10−8 2.6× 10−7 4.82 0
ATP11A 5.43× 10−12 2.4× 10−10 4.80 0

RNU6-387P 6.37× 10−4 0.0052 4.77 0
DDAH2 1.05× 10−4 0.00095 4.71 0
RPS6KA1 4.43× 10−10 1.1× 10−8 4.68 1
GRB10 2.22× 10−13 1.5× 10−11 4.52 ≥ 2
BRD3 6.37× 10−9 1.2× 10−7 4.51 0
CBX7 2.87× 10−13 1.8× 10−11 4.49 0
SFI1 4.08× 10−16 7.5× 10−14 4.43 0

ACADM 6.45× 10−11 2.1× 10−9 4.42 0
IFT46 4.22× 10−8 6.4× 10−7 4.39 0

RNU6-588P 6.65× 10−3 0.045 4.31 0
FABP3 2.92× 10−3 0.021 4.30 ≥ 2

SNORD86 1.15× 10−3 0.0091 4.28 0
CHIC2 9.43× 10−9 1.7× 10−7 4.27 0
APOA4 9.26× 10−5 0.00084 4.24 0
F2R 4.69× 10−4 0.0039 4.24 0
GIT2 4.11× 10−15 5× 10−13 4.19 0

ARHGAP27 2.85× 10−3 0.021 4.18 0
UBAP2 1.91× 10−11 7× 10−10 4.17 0
ZMIZ1 1.74× 10−11 6.5× 10−10 4.17 0

RP11-599B13.6 3.09× 10−3 0.022 4.16 0
ANKRD13C 2.46× 10−18 1.1× 10−15 4.15 0
ANAPC1 1.87× 10−14 1.6× 10−12 4.13 0
RNF128 4.99× 10−13 3.1× 10−11 4.12 0
STX2 1.33× 10−14 1.4× 10−12 4.11 ≥ 2
LAS1L 2.87× 10−19 1.8× 10−16 4.10 0
SWT1 9.15× 10−14 7× 10−12 4.07 0
WNK1 2.73× 10−15 4× 10−13 4.05 1
RENBP 3.71× 10−4 0.0031 4.02 0
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http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ARHGEF6
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22ARHGEF6%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FMO1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22FMO1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=VNN1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22VNN1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=IQSEC1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22IQSEC1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ALPL
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22ALPL%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PHACTR1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22PHACTR1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SNORD113-7
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22SNORD113-7%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=AFAP1L2
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22AFAP1L2%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ZWINT
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22ZWINT%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=DTX3
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22DTX3%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PMEPA1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22PMEPA1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ATP11A
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22ATP11A%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RNU6-387P
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22RNU6-387P%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=DDAH2
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22DDAH2%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPS6KA1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22RPS6KA1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GRB10
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22GRB10%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=BRD3
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22BRD3%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CBX7
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22CBX7%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SFI1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22SFI1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ACADM
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22ACADM%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=IFT46
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22IFT46%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RNU6-588P
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22RNU6-588P%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FABP3
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22FABP3%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SNORD86
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22SNORD86%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CHIC2
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22CHIC2%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=APOA4
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22APOA4%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=F2R
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22F2R%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GIT2
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22GIT2%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ARHGAP27
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22ARHGAP27%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=UBAP2
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22UBAP2%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ZMIZ1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22ZMIZ1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RP11-599B13.6
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22RP11-599B13.6%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ANKRD13C
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22ANKRD13C%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ANAPC1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22ANAPC1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RNF128
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22RNF128%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=STX2
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22STX2%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=LAS1L
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22LAS1L%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SWT1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22SWT1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=WNK1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22WNK1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RENBP
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22RENBP%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29


6.2 Mus musculus specific expression 6 CLADE SPECIFIC EXPRESSION

Table S50: Genes whose expression changed in Mus musculus as compared to all other species. A
nested type-III anova was used to calculate p values. FDR is the False Discovery Rate as estimated
by the Benjamini and Hochberg procedure [3]. log2 FC is the base-2 logarithm of the fold change
from Mus musculus to all other species.

Human Symbol p (t-test) FDR log2 FC Adv. Preg.
Pub.

KDM4B 6.93× 10−11 2.2× 10−9 4.01 0
PDGFA 5.73× 10−11 1.9× 10−9 4.01 0
KAT7 2.82× 10−15 4× 10−13 3.98 0
RFXAP 1.54× 10−10 4.2× 10−9 3.98 0
ACADSB 7.45× 10−9 1.3× 10−7 3.96 0
STARD8 9.39× 10−11 2.8× 10−9 3.96 0
MEF2D 2.71× 10−8 4.3× 10−7 3.94 1
AMOT 5.53× 10−13 3.3× 10−11 3.92 0
PKP4 4.58× 10−15 5.3× 10−13 3.92 0
TOR2A 7.77× 10−13 4.3× 10−11 3.89 ≥ 2
AACS 6.95× 10−10 1.6× 10−8 3.87 ≥ 2
NEDD4 4.26× 10−4 0.0036 3.85 ≥ 2
DLG3 1.84× 10−12 8.7× 10−11 3.75 0
SIN3B 1.67× 10−12 8.3× 10−11 3.75 0
TTR 5.52× 10−5 0.00052 3.74 ≥ 5

RNU6-118P 1.33× 10−5 0.00014 3.64 0
KLF13 1.42× 10−9 3× 10−8 3.61 0
SWI5 4.15× 10−4 0.0035 3.59 0
EPB41 4.67× 10−17 1.4× 10−14 3.55 0
APOA1 9.88× 10−4 0.0078 3.55 ≥ 5
CAMK2D 9.25× 10−7 1.1× 10−5 3.54 0
ADGRL4 2.84× 10−12 1.3× 10−10 3.53 0
SEPT9 2.12× 10−8 3.5× 10−7 3.51 0
C19orf12 4.05× 10−16 7.5× 10−14 3.48 0
SLC7A1 2.59× 10−4 0.0022 3.46 ≥ 5
ZNF106 1.69× 10−9 3.4× 10−8 3.44 0
PARD3 1.56× 10−14 1.5× 10−12 3.42 ≥ 2
POLR2M 1.42× 10−8 2.4× 10−7 3.39 0
AP1AR 4.39× 10−10 1.1× 10−8 3.37 0
STAG1 1.84× 10−12 8.7× 10−11 3.37 0
MYO18A 1.94× 10−11 7× 10−10 3.34 0
PAN3 1.29× 10−13 8.8× 10−12 3.32 0
GGA3 7.22× 10−6 8× 10−5 3.31 0
SNRK 6.79× 10−10 1.6× 10−8 3.29 0
KAZN 2.48× 10−11 8.6× 10−10 3.28 0
KMT2B 1.32× 10−9 2.8× 10−8 3.28 0
VASP 1.17× 10−5 0.00013 3.23 0
TLK2 2.78× 10−12 1.3× 10−10 3.23 0
HPRT1 7.50× 10−4 0.006 3.21 ≥ 2
PDXDC1 8.05× 10−8 1.2× 10−6 3.20 0
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http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=KDM4B
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22KDM4B%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PDGFA
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22PDGFA%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=KAT7
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22KAT7%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RFXAP
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22RFXAP%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ACADSB
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22ACADSB%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=STARD8
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22STARD8%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MEF2D
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22MEF2D%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=AMOT
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22AMOT%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PKP4
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22PKP4%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TOR2A
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22TOR2A%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=AACS
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22AACS%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NEDD4
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22NEDD4%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=DLG3
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22DLG3%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SIN3B
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22SIN3B%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TTR
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22TTR%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RNU6-118P
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22RNU6-118P%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=KLF13
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22KLF13%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SWI5
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22SWI5%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EPB41
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22EPB41%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=APOA1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22APOA1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CAMK2D
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22CAMK2D%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ADGRL4
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22ADGRL4%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SEPT9
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22SEPT9%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=C19orf12
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22C19orf12%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SLC7A1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22SLC7A1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ZNF106
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22ZNF106%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PARD3
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22PARD3%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=POLR2M
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22POLR2M%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=AP1AR
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22AP1AR%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=STAG1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22STAG1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MYO18A
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22MYO18A%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PAN3
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22PAN3%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GGA3
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22GGA3%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SNRK
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22SNRK%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=KAZN
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22KAZN%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=KMT2B
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22KMT2B%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=VASP
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22VASP%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TLK2
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22TLK2%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HPRT1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22HPRT1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PDXDC1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22PDXDC1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29


6.2 Mus musculus specific expression 6 CLADE SPECIFIC EXPRESSION

Table S50: Genes whose expression changed in Mus musculus as compared to all other species. A
nested type-III anova was used to calculate p values. FDR is the False Discovery Rate as estimated
by the Benjamini and Hochberg procedure [3]. log2 FC is the base-2 logarithm of the fold change
from Mus musculus to all other species.

Human Symbol p (t-test) FDR log2 FC Adv. Preg.
Pub.

EHD4 9.04× 10−5 0.00083 3.19 1
RNF38 1.57× 10−9 3.2× 10−8 3.19 0
N4BP2 5.13× 10−4 0.0042 3.19 0
KANK1 4.80× 10−8 7.1× 10−7 3.17 1
PTBP3 7.64× 10−13 4.3× 10−11 3.15 0
SPTLC2 5.78× 10−9 1.1× 10−7 3.15 0
HSPG2 3.96× 10−3 0.028 3.14 0
LIMK2 8.20× 10−13 4.4× 10−11 3.14 0
RNF44 2.10× 10−11 7.4× 10−10 3.13 0
PDCL3 2.28× 10−6 2.6× 10−5 3.12 0
ADAM19 1.34× 10−11 5.4× 10−10 3.10 0
LASP1 2.44× 10−5 0.00024 3.06 0
SUCO 3.82× 10−8 5.9× 10−7 3.05 0
PRKCI 3.89× 10−10 9.8× 10−9 3.04 0

ARHGAP29 1.20× 10−10 3.4× 10−9 3.03 0
SLMAP 1.30× 10−12 6.8× 10−11 3.02 0
LLGL2 5.11× 10−3 0.036 3.00 0
PDLIM1 2.31× 10−7 3.1× 10−6 2.98 0
ALAS2 2.19× 10−8 3.6× 10−7 2.98 0
FGFR2 8.89× 10−7 1.1× 10−5 2.97 ≥ 2
SRI 7.07× 10−9 1.3× 10−7 2.96 ≥ 20

ADGRF5 2.47× 10−3 0.018 2.95 0
EIF4ENIF1 9.67× 10−11 2.9× 10−9 2.94 0
CCDC9 1.02× 10−9 2.3× 10−8 2.94 0
OTUD4 1.67× 10−10 4.5× 10−9 2.94 0
EPB41L1 1.03× 10−9 2.3× 10−8 2.92 0
DRG1 1.54× 10−9 3.2× 10−8 2.91 0
TSPAN9 1.84× 10−8 3.1× 10−7 2.89 0
ARID3B 4.85× 10−11 1.6× 10−9 2.87 0
LIPG 6.80× 10−10 1.6× 10−8 2.87 ≥ 2

ARFGEF1 4.12× 10−11 1.4× 10−9 2.87 0
RBMS2 2.00× 10−9 4× 10−8 2.87 0
NID1 3.94× 10−6 4.4× 10−5 2.86 0

ALDH16A1 2.36× 10−8 3.9× 10−7 2.86 0
NDUFV3 2.45× 10−4 0.0021 2.84 0
TNRC18 1.64× 10−4 0.0014 2.77 0
USP48 4.07× 10−9 7.7× 10−8 2.77 0

TOR1AIP1 7.97× 10−9 1.4× 10−7 2.72 0
VPS39 2.35× 10−10 6.1× 10−9 2.72 0
BCAS3 5.29× 10−7 6.8× 10−6 2.66 0
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http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EHD4
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22EHD4%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RNF38
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22RNF38%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=N4BP2
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22N4BP2%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=KANK1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22KANK1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PTBP3
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22PTBP3%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SPTLC2
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22SPTLC2%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HSPG2
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22HSPG2%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=LIMK2
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22LIMK2%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RNF44
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22RNF44%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PDCL3
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22PDCL3%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ADAM19
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22ADAM19%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=LASP1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22LASP1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SUCO
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22SUCO%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PRKCI
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22PRKCI%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ARHGAP29
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22ARHGAP29%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SLMAP
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22SLMAP%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=LLGL2
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22LLGL2%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PDLIM1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22PDLIM1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ALAS2
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22ALAS2%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FGFR2
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22FGFR2%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SRI
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22SRI%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ADGRF5
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22ADGRF5%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EIF4ENIF1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22EIF4ENIF1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CCDC9
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22CCDC9%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=OTUD4
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22OTUD4%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EPB41L1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22EPB41L1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=DRG1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22DRG1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TSPAN9
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22TSPAN9%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ARID3B
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22ARID3B%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=LIPG
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22LIPG%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ARFGEF1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22ARFGEF1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RBMS2
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22RBMS2%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NID1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22NID1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ALDH16A1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22ALDH16A1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NDUFV3
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22NDUFV3%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TNRC18
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22TNRC18%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=USP48
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22USP48%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TOR1AIP1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22TOR1AIP1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=VPS39
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22VPS39%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=BCAS3
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22BCAS3%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29


6.2 Mus musculus specific expression 6 CLADE SPECIFIC EXPRESSION

Table S50: Genes whose expression changed in Mus musculus as compared to all other species. A
nested type-III anova was used to calculate p values. FDR is the False Discovery Rate as estimated
by the Benjamini and Hochberg procedure [3]. log2 FC is the base-2 logarithm of the fold change
from Mus musculus to all other species.

Human Symbol p (t-test) FDR log2 FC Adv. Preg.
Pub.

DLX3 2.32× 10−5 0.00023 2.65 ≥ 2
BAIAP2 6.13× 10−10 1.4× 10−8 2.64 0
UACA 1.14× 10−9 2.5× 10−8 2.63 0
KDM1A 4.93× 10−15 5.3× 10−13 2.63 0
ARPP19 2.72× 10−9 5.3× 10−8 2.63 0
CRIP2 2.82× 10−6 3.2× 10−5 2.63 0
KCTD10 5.27× 10−7 6.8× 10−6 2.62 0
GAK 4.45× 10−10 1.1× 10−8 2.61 1
TNK2 7.13× 10−9 1.3× 10−7 2.60 0

SLC45A4 1.87× 10−3 0.014 2.59 0
FAM103A1 1.56× 10−3 0.012 2.59 0
RP1-241P17.4 3.57× 10−5 0.00035 2.59 0

SHISA5 3.45× 10−7 4.5× 10−6 2.58 0
RALGDS 1.78× 10−10 4.7× 10−9 2.57 0
ILK 2.89× 10−3 0.021 2.57 ≥ 5
SIN3A 2.69× 10−8 4.3× 10−7 2.55 1

TMEM183A 1.02× 10−11 4.3× 10−10 2.54 0
ARHGAP1 6.29× 10−3 0.043 2.53 0
NRK 4.38× 10−8 6.6× 10−7 2.52 0
CTR9 3.23× 10−9 6.2× 10−8 2.49 0
SMC3 2.17× 10−9 4.2× 10−8 2.48 0
GLMP 6.48× 10−11 2.1× 10−9 2.48 0
DAP 5.26× 10−4 0.0043 2.46 ≥ 5
FXR2 1.50× 10−11 5.8× 10−10 2.46 0
CLN3 2.30× 10−4 0.002 2.45 0
UCP2 2.58× 10−5 0.00026 2.43 ≥ 5
TDRP 1.19× 10−10 3.4× 10−9 2.42 0
TFPI 6.25× 10−7 7.9× 10−6 2.42 ≥ 20
SAFB2 8.86× 10−9 1.6× 10−7 2.34 0
RRBP1 8.29× 10−10 1.9× 10−8 2.33 0
SIDT2 3.86× 10−8 6× 10−7 2.31 0
TNS4 1.32× 10−3 0.01 2.31 0
ERLIN1 2.68× 10−8 4.3× 10−7 2.30 0
PEG10 6.00× 10−6 6.7× 10−5 2.29 ≥ 5
NOSIP 1.32× 10−12 6.8× 10−11 2.28 0
WASF2 9.74× 10−4 0.0078 2.27 1
MLLT4 2.47× 10−8 4× 10−7 2.27 0
UBXN1 5.37× 10−8 7.9× 10−7 2.22 0
KLC1 1.13× 10−7 1.6× 10−6 2.19 0
RBM25 3.14× 10−8 4.9× 10−7 2.17 0
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http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=DLX3
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22DLX3%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=BAIAP2
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22BAIAP2%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=UACA
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22UACA%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=KDM1A
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22KDM1A%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ARPP19
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22ARPP19%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CRIP2
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22CRIP2%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=KCTD10
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22KCTD10%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GAK
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22GAK%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TNK2
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22TNK2%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SLC45A4
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22SLC45A4%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FAM103A1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22FAM103A1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RP1-241P17.4
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22RP1-241P17.4%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SHISA5
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22SHISA5%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RALGDS
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22RALGDS%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ILK
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22ILK%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SIN3A
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22SIN3A%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TMEM183A
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22TMEM183A%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ARHGAP1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22ARHGAP1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NRK
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22NRK%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CTR9
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22CTR9%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SMC3
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22SMC3%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GLMP
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22GLMP%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=DAP
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22DAP%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FXR2
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22FXR2%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CLN3
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22CLN3%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=UCP2
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22UCP2%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TDRP
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22TDRP%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TFPI
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22TFPI%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SAFB2
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22SAFB2%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RRBP1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22RRBP1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SIDT2
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22SIDT2%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TNS4
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22TNS4%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ERLIN1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22ERLIN1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PEG10
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22PEG10%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NOSIP
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22NOSIP%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=WASF2
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22WASF2%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MLLT4
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22MLLT4%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=UBXN1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22UBXN1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=KLC1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22KLC1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RBM25
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22RBM25%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29


6.2 Mus musculus specific expression 6 CLADE SPECIFIC EXPRESSION

Table S50: Genes whose expression changed in Mus musculus as compared to all other species. A
nested type-III anova was used to calculate p values. FDR is the False Discovery Rate as estimated
by the Benjamini and Hochberg procedure [3]. log2 FC is the base-2 logarithm of the fold change
from Mus musculus to all other species.

Human Symbol p (t-test) FDR log2 FC Adv. Preg.
Pub.

GCN1L1 8.57× 10−8 1.2× 10−6 2.16 0
BCAR3 1.74× 10−6 2.1× 10−5 2.16 0
LAMC1 4.62× 10−7 6× 10−6 2.16 1
CIAPIN1 1.86× 10−5 0.00019 2.15 0
GIGYF2 3.19× 10−7 4.2× 10−6 2.14 0
TEAD3 1.51× 10−6 1.8× 10−5 2.14 ≥ 2
PLAGL1 3.90× 10−8 6× 10−7 2.14 ≥ 5
TPR 1.46× 10−7 2× 10−6 2.11 ≥ 5
PAK4 9.33× 10−8 1.3× 10−6 2.11 0
OBSL1 3.08× 10−7 4.1× 10−6 2.10 1
MAP2K3 4.66× 10−3 0.033 2.06 1
FHDC1 1.10× 10−6 1.3× 10−5 2.06 0
EPS8L2 6.21× 10−5 0.00058 2.04 0
HCFC1R1 3.85× 10−3 0.028 1.99 0
MAP7D1 2.00× 10−9 4× 10−8 1.96 0
SPTAN1 7.96× 10−6 8.7× 10−5 1.96 0
SLC16A3 3.99× 10−6 4.5× 10−5 1.95 0
TSC22D1 2.41× 10−3 0.018 1.93 0
ST13 6.51× 10−7 8.2× 10−6 1.92 0
ASAP1 1.54× 10−5 0.00016 1.88 0
FBLIM1 2.72× 10−6 3.1× 10−5 1.88 0
RERE 2.71× 10−6 3.1× 10−5 1.87 0
RAB35 4.36× 10−4 0.0036 1.87 0

ARHGAP21 1.55× 10−5 0.00016 1.85 0
MAGED2 2.44× 10−3 0.018 1.83 0
TMEM165 1.61× 10−5 0.00017 1.82 0
SLC13A4 2.29× 10−5 0.00023 1.80 0
SLC4A2 1.21× 10−5 0.00013 1.78 0
PEG3 2.42× 10−5 0.00024 1.77 0
RBMS1 2.30× 10−5 0.00023 1.75 0
SEC24D 2.45× 10−7 3.3× 10−6 1.74 0
DYNC1I2 6.98× 10−8 1× 10−6 1.73 0
MTUS1 2.25× 10−5 0.00023 1.70 0
LITAF 1.32× 10−7 1.8× 10−6 1.67 0
VMP1 6.37× 10−6 7.1× 10−5 1.66 0
BBX 6.70× 10−5 0.00063 1.65 0
MPP1 8.31× 10−7 1× 10−5 1.64 0
TGFBR3 1.36× 10−5 0.00014 1.61 0
WWC1 1.31× 10−4 0.0012 1.59 0
EML2 3.29× 10−5 0.00032 1.58 0

350

http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GCN1L1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22GCN1L1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=BCAR3
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22BCAR3%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=LAMC1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22LAMC1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CIAPIN1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22CIAPIN1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GIGYF2
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22GIGYF2%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TEAD3
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22TEAD3%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PLAGL1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22PLAGL1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TPR
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22TPR%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PAK4
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22PAK4%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=OBSL1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22OBSL1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MAP2K3
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22MAP2K3%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FHDC1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22FHDC1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EPS8L2
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22EPS8L2%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=HCFC1R1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22HCFC1R1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MAP7D1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22MAP7D1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SPTAN1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22SPTAN1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SLC16A3
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22SLC16A3%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TSC22D1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22TSC22D1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ST13
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22ST13%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ASAP1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22ASAP1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FBLIM1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22FBLIM1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RERE
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22RERE%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RAB35
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22RAB35%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ARHGAP21
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22ARHGAP21%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MAGED2
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22MAGED2%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TMEM165
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22TMEM165%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SLC13A4
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22SLC13A4%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SLC4A2
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22SLC4A2%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PEG3
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22PEG3%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RBMS1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22RBMS1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SEC24D
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22SEC24D%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=DYNC1I2
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22DYNC1I2%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MTUS1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22MTUS1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=LITAF
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22LITAF%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=VMP1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22VMP1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=BBX
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22BBX%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MPP1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22MPP1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TGFBR3
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22TGFBR3%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=WWC1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22WWC1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=EML2
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22EML2%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29


6.2 Mus musculus specific expression 6 CLADE SPECIFIC EXPRESSION

Table S50: Genes whose expression changed in Mus musculus as compared to all other species. A
nested type-III anova was used to calculate p values. FDR is the False Discovery Rate as estimated
by the Benjamini and Hochberg procedure [3]. log2 FC is the base-2 logarithm of the fold change
from Mus musculus to all other species.

Human Symbol p (t-test) FDR log2 FC Adv. Preg.
Pub.

THOC2 7.98× 10−5 0.00074 1.57 0
STXBP2 1.04× 10−8 1.8× 10−7 1.53 0
CSNK1E 1.22× 10−3 0.0096 1.50 0
CIZ1 4.77× 10−5 0.00046 1.46 0

SLC38A1 4.12× 10−5 0.0004 1.45 0
ADGRG1 5.99× 10−3 0.041 1.45 0
MORC4 4.70× 10−4 0.0039 1.44 0
MED12 1.79× 10−4 0.0016 1.43 0
TLE3 1.41× 10−4 0.0012 1.38 0
MKRN1 7.28× 10−3 0.049 1.37 0
SMARCD2 2.82× 10−5 0.00028 1.37 0
SREBF1 1.86× 10−4 0.0016 1.36 0

ANKRD13A 2.73× 10−5 0.00027 1.34 0
TWF1 8.48× 10−4 0.0068 1.33 0
PRR13 2.58× 10−3 0.019 1.33 0
UBR4 2.55× 10−4 0.0022 1.28 0
MTA3 2.20× 10−3 0.017 1.27 0
CALD1 2.31× 10−4 0.002 1.25 0
GBAS 9.20× 10−5 0.00084 1.23 0
SRRT 1.22× 10−4 0.0011 1.23 0
SQSTM1 4.33× 10−4 0.0036 1.19 0
FAM107B 5.95× 10−3 0.041 1.11 0
APBB2 2.22× 10−3 0.017 1.09 0
TFRC 3.29× 10−3 0.024 1.09 0
SLC2A1 1.49× 10−3 0.012 1.09 0
RAB8A 8.97× 10−5 0.00082 1.08 0
RAD21 6.05× 10−4 0.0049 1.05 0
ADD1 8.97× 10−4 0.0072 1.04 0
STK25 3.54× 10−3 0.025 1.03 0
NRD1 1.60× 10−3 0.012 1.01 0
CSF1R 2.15× 10−3 0.016 0.87 0
FLII 5.64× 10−3 0.039 0.85 0
RSU1 2.48× 10−3 0.018 0.84 0
STRA6 3.19× 10−3 0.023 0.73 0
FNDC3B 6.72× 10−3 0.046 0.71 0
XPO6 6.21× 10−3 0.043 0.60 0
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http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=THOC2
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22THOC2%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=STXBP2
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22STXBP2%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CSNK1E
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22CSNK1E%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CIZ1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22CIZ1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SLC38A1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22SLC38A1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ADGRG1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22ADGRG1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MORC4
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22MORC4%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MED12
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22MED12%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TLE3
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22TLE3%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MKRN1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22MKRN1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SMARCD2
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22SMARCD2%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SREBF1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22SREBF1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ANKRD13A
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22ANKRD13A%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TWF1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22TWF1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=PRR13
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22PRR13%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=UBR4
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22UBR4%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MTA3
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22MTA3%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CALD1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22CALD1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GBAS
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22GBAS%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SRRT
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22SRRT%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SQSTM1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22SQSTM1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FAM107B
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22FAM107B%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=APBB2
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22APBB2%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TFRC
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22TFRC%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SLC2A1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22SLC2A1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RAB8A
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22RAB8A%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RAD21
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22RAD21%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ADD1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22ADD1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=STK25
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22STK25%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NRD1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22NRD1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CSF1R
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22CSF1R%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FLII
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22FLII%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RSU1
https://www.ncbi.nlm.nih.gov/pubmed/?term=%22RSU1%22[All%20Fields]%20AND%20%28%22preeclampsia%22[All%20Fields]%20OR%20%22pre-eclampsia%22[All%20Fields]%20OR%20%22eclampsia%22[All%20Fields]%20OR%20%22IUGR%22[All%20Fields]%20OR%20%22iugr%22[All%20Fields]%20OR%20%22intrauterine%20growth%20restriction%22[All%20Fields]%20OR%20%22placenta%20previa%22[All%20Fields]%20OR%20%22gestational%20diabetes%22[All%20Fields]%20OR%20%22premature%20birth%22[All%20Fields]%20OR%20%22premature%20labor%22[All%20Fields]%29
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=STRA6
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6.3 Rodentia, Laurasiatheria, and Euarchontoglires Comparisons

Table S51: Genes whose expression changed in the rodentia order as compared to all other species.
A two-sided t test was used to calculate p values. FDR is the False Discovery Rate as estimated by
the Benjamini and Hochberg procedure [3]. log2 FC is the base-2 logarithm of the fold change from
the rodentia order to all other species.

Human Symbol p (t-test) FDR log2 FC
CNN3 5.18× 10−4 0.37 1.41
ANXA4 9.24× 10−4 0.37 1.30
PABPC1 1.07× 10−3 0.37 1.21
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Table S52: Genes whose expression changed in the laurasiatheria superorder as compared to all
other species. A two-sided t test was used to calculate p values. FDR is the False Discovery Rate as
estimated by the Benjamini and Hochberg procedure [3]. log2 FC is the base-2 logarithm of the fold
change from the laurasiatheria superorder to all other species.

Human Symbol p (t-test) FDR log2 FC
CNN3 7.47× 10−4 0.64 -2.23
DNAJA1 1.70× 10−3 0.64 -2.19
CEBPB 4.98× 10−3 0.64 -2.63
SEPT7 5.08× 10−3 0.64 -1.41

CTC-260F20.3 1.94× 10−2 0.64 3.72
TUBA1A 2.12× 10−2 0.64 1.61
SRSF5 2.65× 10−2 0.64 -2.32
RPL36A 2.68× 10−2 0.64 -1.82
WBP5 2.75× 10−2 0.64 -3.12
RPL21 2.77× 10−2 0.64 -2.06
MYL12A 3.09× 10−2 0.64 -3.63
FLT1 3.26× 10−2 0.64 -2.75

ERVFRD-1 3.43× 10−2 0.64 5.65
RP11-196G11.1 3.71× 10−2 0.64 11.86

YWHAZ 3.89× 10−2 0.64 -1.29
MAN2B1 4.32× 10−2 0.64 4.98
GLRX 4.46× 10−2 0.64 -2.17
CLK1 4.57× 10−2 0.64 -1.37
NUCB2 4.62× 10−2 0.64 -2.52
COX7B 4.83× 10−2 0.64 -4.93
TGFBR2 4.88× 10−2 0.64 2.53

353

http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CNN3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=DNAJA1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CEBPB
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SEPT7
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CTC-260F20.3
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TUBA1A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=SRSF5
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL36A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=WBP5
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RPL21
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MYL12A
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=FLT1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=ERVFRD-1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=RP11-196G11.1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=YWHAZ
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=MAN2B1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=GLRX
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=CLK1
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=NUCB2
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=COX7B
http://www.ensembl.org/Homo_sapiens/Gene/Summary?g=TGFBR2


6.3 Rodentia, Laurasiatheria, and Euarchontoglires Comparisons6 CLADE SPECIFIC EXPRESSION

Table S53: Genes whose expression changed in the euarchontoglires superorder as compared to
the laurasiatherian superorder. A two-sided t test was used to calculate p values. FDR is the False
Discovery Rate as estimated by the Benjamini and Hochberg procedure [3]. log2 FC is the base-2
logarithm of the fold change from the euarchontoglires superorder to the laurasiatherian superorder.

Human Symbol p (t-test) FDR log2 FC
SEPT7 4.28× 10−3 0.6 1.37
WBP5 6.69× 10−3 0.6 3.70
DNAJA1 7.65× 10−3 0.6 2.37
CEBPB 8.12× 10−3 0.6 2.52
COX7B 1.02× 10−2 0.6 4.66
TUBA1A 1.30× 10−2 0.6 -2.11
ARF4 1.31× 10−2 0.6 0.99
BNIP3L 1.44× 10−2 0.6 1.74
ANXA5 1.46× 10−2 0.6 1.32
CNN3 1.71× 10−2 0.6 2.18

CTC-260F20.3 1.71× 10−2 0.6 -10.06
ERVFRD-1 2.40× 10−2 0.6 6.23
FKBP1A 2.50× 10−2 0.6 2.22
DPM2 3.03× 10−2 0.6 -1.15
HSPB8 3.07× 10−2 0.6 2.73
FERMT2 3.26× 10−2 0.6 1.19
USMG5 3.37× 10−2 0.6 1.96

RP11-196G11.1 3.71× 10−2 0.6 -11.28
STMN1 3.80× 10−2 0.6 2.01
LAMB1 4.22× 10−2 0.6 1.31
MAN2B1 4.24× 10−2 0.6 -5.25
RPL22 4.46× 10−2 0.6 -0.77
NPM1 4.71× 10−2 0.6 2.32
RSRP1 4.82× 10−2 0.6 2.33
TGFBR2 4.88× 10−2 0.6 -2.51
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Figure S7: Housekeeping genes excluded from the Core Placenta Transcriptome. 185 1:1 Homo
sapiens ortholog genes expressed (FPKM ≥ 10) in the placenta of all 14 species studied which are
housekeeping genes [6] ordered (from top to bottom) by median expression.
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Figure S8: Tissue specificity index and housekeeping genes. In general, the set of housekeeping
genes identified by Eisenberg & Levanon [6] has lower tissue specificity index [15] than genes which
are not tissue specific (calculated based on the Human Protein Atlas version 16.1 RNA-seq data [13]).
Some of the genes with higher tissue specificity (NPC and CISD1 have outlier expression in a single
tissue, even though they are moderately expressed in every tissue.)
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Table S54: Tissue specificity index [15] (calculated based on the Human Protein Atlas version 16.1
RNA-seq data [13]) of Placenta Core Genes ordered by median expression with housekeeping sta-
tus [6] indicated.

Gene name Tissue Specificity Index Median FPKM Gene Type
TPT1 0.44 1398.46 Housekeeping
ANXA2 0.64 936.60 Not Housekeeping
RPL8 0.59 819.59 Housekeeping
SPARC 0.82 796.32 Not Housekeeping
RPS27A 0.69 763.50 Housekeeping
RPS11 0.64 740.60 Housekeeping
S100A11 0.83 704.02 Not Housekeeping
RPS7 0.63 624.97 Not Housekeeping
GNAS 0.79 596.94 Not Housekeeping
RPL34 0.65 534.90 Housekeeping
RPL28 0.60 482.37 Not Housekeeping
RPS23 0.70 465.16 Housekeeping
CALR 0.78 460.10 Housekeeping
RPL35A 0.70 446.05 Housekeeping
S100A10 0.73 430.91 Not Housekeeping
CFL1 0.51 430.49 Not Housekeeping
LGALS1 0.74 422.55 Not Housekeeping
ITM2B 0.82 409.11 Housekeeping
RPS3A 0.65 405.59 Not Housekeeping
HSPA8 0.49 381.08 Housekeeping
VIM 0.80 378.37 Not Housekeeping
TAGLN2 0.69 378.20 Not Housekeeping
CD9 0.71 375.69 Not Housekeeping
ANXA1 0.97 363.75 Not Housekeeping
PSAP 0.48 363.40 Housekeeping
HSP90B1 0.84 333.74 Not Housekeeping
CTSB 0.86 303.88 Not Housekeeping
ATP5B 0.63 279.83 Housekeeping
SAT1 0.67 275.03 Not Housekeeping
PDIA3 0.77 264.15 Not Housekeeping
EEF1B2 0.55 262.28 Housekeeping
TIMP3 0.85 249.67 Not Housekeeping
TIMP2 0.82 244.80 Not Housekeeping
NDUFA4 0.72 239.21 Housekeeping
MFGE8 0.68 236.90 Not Housekeeping
TMBIM6 0.60 232.47 Housekeeping
ANXA5 0.63 228.69 Not Housekeeping
UQCRH 0.56 228.67 Not Housekeeping
NPC2 0.99 225.04 Housekeeping
FN1 0.95 221.19 Not Housekeeping
COX6B1 0.51 219.91 Housekeeping
RPL22 0.66 218.88 Not Housekeeping
LAPTM4A 0.56 207.98 Housekeeping
TPM4 0.66 206.24 Not Housekeeping
CAPNS1 0.48 202.31 Housekeeping
DSTN 0.71 196.20 Not Housekeeping
SNRPD2 0.50 187.57 Housekeeping
AP2M1 0.64 176.92 Housekeeping
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Table S54: Tissue specificity index [15] (calculated based on the Human Protein Atlas version 16.1
RNA-seq data [13]) of Placenta Core Genes ordered by median expression with housekeeping sta-
tus [6] indicated.

Gene name Tissue Specificity Index Median FPKM Gene Type
EDF1 0.46 175.17 Housekeeping
TMEM59 0.46 173.35 Housekeeping
SPINT2 0.71 172.97 Not Housekeeping
LAMP1 0.48 172.08 Housekeeping
EIF3K 0.35 171.12 Housekeeping
SSR2 0.62 167.09 Housekeeping
EIF4G2 0.44 159.87 Housekeeping
ATP5A1 0.61 159.39 Housekeeping
ITGB1 0.75 158.44 Housekeeping
DAD1 0.61 146.05 Housekeeping
APP 0.72 144.81 Not Housekeeping
MORF4L2 0.62 143.16 Housekeeping
DDOST 0.56 142.27 Housekeeping
SLC3A2 0.86 140.82 Not Housekeeping
CANX 0.72 136.24 Housekeeping
PFDN5 0.52 128.87 Housekeeping
SERPINH1 0.82 126.81 Not Housekeeping
TMED10 0.63 123.63 Housekeeping
RAB7A 0.47 120.22 Housekeeping
CNN3 0.64 119.85 Not Housekeeping
CHMP2A 0.38 119.60 Housekeeping
SLC25A3 0.51 119.56 Housekeeping
DDB1 0.84 119.28 Housekeeping
PSMB4 0.35 118.42 Housekeeping
CTNNA1 0.44 116.21 Housekeeping
SQSTM1 0.54 114.94 Not Housekeeping
CYB5R3 0.57 114.28 Housekeeping
CAPZB 0.47 113.89 Housekeeping
SEC61G 0.64 111.73 Housekeeping
GLUL 0.82 109.32 Not Housekeeping
TMBIM1 0.50 107.40 Housekeeping
RHOB 0.77 107.16 Housekeeping
YWHAQ 0.60 106.59 Not Housekeeping
CHMP4B 0.36 105.93 Housekeeping
NUCB1 0.47 103.72 Housekeeping
FIS1 0.49 101.76 Housekeeping
RAB1A 0.40 101.72 Housekeeping
NOP10 0.58 99.25 Housekeeping
ERGIC3 0.69 98.91 Housekeeping
SNX3 0.41 98.72 Housekeeping
ARF4 0.54 98.06 Not Housekeeping
CDC42 0.35 94.98 Housekeeping
RAB11A 0.63 92.65 Housekeeping
PTTG1IP 0.49 92.45 Not Housekeeping
RBBP7 0.72 91.58 Housekeeping
KRTCAP2 0.51 90.62 Not Housekeeping
NDUFB11 0.67 90.44 Housekeeping
DCN 0.75 89.08 Not Housekeeping
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Table S54: Tissue specificity index [15] (calculated based on the Human Protein Atlas version 16.1
RNA-seq data [13]) of Placenta Core Genes ordered by median expression with housekeeping sta-
tus [6] indicated.

Gene name Tissue Specificity Index Median FPKM Gene Type
SSR3 0.56 88.01 Housekeeping
HERPUD1 0.65 87.57 Housekeeping
EPAS1 0.86 87.20 Not Housekeeping
EIF3I 0.39 87.19 Housekeeping
POLR2F 0.67 86.97 Housekeeping
PARK7 0.52 86.46 Housekeeping
NDRG1 0.79 85.78 Not Housekeeping
H2AFZ 0.60 85.37 Housekeeping
EIF3H 0.54 85.04 Housekeeping
SDC4 0.73 84.62 Not Housekeeping
HDLBP 0.49 84.09 Housekeeping
XBP1 0.80 82.83 Not Housekeeping
NDUFB10 0.79 82.45 Housekeeping
GABARAPL2 0.63 82.45 Housekeeping
EIF3G 0.50 82.36 Housekeeping
NDUFB9 0.66 82.33 Housekeeping
AHNAK 0.75 81.79 Not Housekeeping
ARPC5 0.62 81.54 Not Housekeeping
VDAC2 0.43 80.92 Not Housekeeping
CAP1 0.55 80.41 Not Housekeeping
RAC1 0.41 79.04 Not Housekeeping
HM13 0.58 78.37 Not Housekeeping
VCP 0.53 77.34 Housekeeping
CAV1 0.83 76.97 Not Housekeeping
SEPT2 0.42 76.32 Not Housekeeping
LMAN2 0.59 75.65 Not Housekeeping
ERP29 0.39 74.86 Not Housekeeping
EIF3L 0.64 74.63 Housekeeping
ERH 0.34 74.51 Housekeeping
ARL6IP5 0.47 74.22 Not Housekeeping
CSDE1 0.46 72.26 Housekeeping
PERP 0.96 72.25 Not Housekeeping
SEC61A1 0.56 72.21 Housekeeping
DAZAP2 0.53 72.04 Not Housekeeping
PRKCSH 0.48 71.70 Not Housekeeping
DYNLL2 0.69 70.36 Housekeeping
MYH9 0.58 68.98 Not Housekeeping
PLP2 0.79 68.92 Not Housekeeping
SERINC1 0.74 68.34 Housekeeping
PTGES3 0.49 68.25 Housekeeping
NDUFA6 0.71 67.92 Housekeeping
SARAF 0.62 67.89 Housekeeping
ATP6V0D1 0.62 67.66 Housekeeping
CCT7 0.57 67.51 Housekeeping
REEP5 0.78 65.78 Housekeeping
SUCLG1 0.83 65.70 Housekeeping
CYC1 0.66 65.59 Housekeeping
BZW1 0.68 65.31 Housekeeping
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Table S54: Tissue specificity index [15] (calculated based on the Human Protein Atlas version 16.1
RNA-seq data [13]) of Placenta Core Genes ordered by median expression with housekeeping sta-
tus [6] indicated.

Gene name Tissue Specificity Index Median FPKM Gene Type
PEA15 0.91 65.20 Not Housekeeping
APLP2 0.77 64.85 Not Housekeeping
SERPINE2 0.97 64.75 Not Housekeeping
TLN1 0.68 63.92 Not Housekeeping
NDFIP1 0.74 63.67 Housekeeping
RRBP1 0.69 63.36 Not Housekeeping
ATP6AP2 0.88 62.59 Not Housekeeping
HDGF 0.49 62.48 Housekeeping
NDUFA12 0.53 62.30 Housekeeping
WBP2 0.78 62.20 Housekeeping
PAIP2 0.67 62.03 Housekeeping
PLD3 0.79 61.32 Housekeeping
SRSF9 0.42 61.31 Not Housekeeping
PTP4A2 0.55 61.29 Housekeeping
LAMC1 0.88 61.21 Not Housekeeping
UFC1 0.62 61.18 Housekeeping
CAPN2 0.66 60.72 Not Housekeeping
PPP2CA 0.54 59.23 Housekeeping
EIF6 0.50 58.98 Housekeeping
LUM 0.88 58.54 Not Housekeeping
ILK 0.79 58.50 Not Housekeeping
ACTN1 0.86 58.41 Not Housekeeping
TMEM50A 0.40 57.68 Housekeeping
MTCH1 0.75 57.16 Housekeeping
ACTR3 0.65 56.96 Not Housekeeping
HEBP1 0.76 56.46 Housekeeping
LAMTOR1 0.51 56.25 Housekeeping
COPZ1 0.55 56.22 Housekeeping
CALU 0.79 55.65 Housekeeping
CCT3 0.50 55.58 Housekeeping
F3 0.78 55.55 Not Housekeeping
UBXN1 0.48 55.35 Not Housekeeping
CCT2 0.80 55.24 Not Housekeeping
VDAC1 0.63 55.21 Not Housekeeping
SEC11A 0.56 54.78 Housekeeping
VAT1 0.68 54.01 Not Housekeeping
ARF6 0.59 53.96 Housekeeping
AUP1 0.57 53.31 Housekeeping
MAGED2 0.62 53.19 Not Housekeeping
F11R 0.64 52.87 Not Housekeeping
EIF3D 0.47 52.70 Housekeeping
HNRNPM 0.48 52.47 Housekeeping
MAPRE1 0.49 52.01 Not Housekeeping
SLC39A1 0.64 51.23 Housekeeping
TAX1BP3 0.68 50.96 Not Housekeeping
SDHA 0.71 50.90 Housekeeping
CCNI 0.56 50.66 Housekeeping
VAPA 0.41 50.58 Housekeeping
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Table S54: Tissue specificity index [15] (calculated based on the Human Protein Atlas version 16.1
RNA-seq data [13]) of Placenta Core Genes ordered by median expression with housekeeping sta-
tus [6] indicated.

Gene name Tissue Specificity Index Median FPKM Gene Type
TRAM1 0.59 50.40 Not Housekeeping
SF3B6 0.39 49.78 Housekeeping
NUCKS1 0.59 48.99 Housekeeping
PGRMC2 0.46 48.32 Housekeeping
PPP1CB 0.56 48.17 Not Housekeeping
VAMP3 0.40 48.06 Housekeeping
CYB5A 0.86 48.05 Not Housekeeping
STIP1 0.69 48.02 Housekeeping
OSTC 0.58 48.01 Not Housekeeping
OSTF1 0.60 47.92 Not Housekeeping
PSMD3 0.41 47.81 Housekeeping
EIF4G1 0.62 47.80 Housekeeping
STT3B 0.60 47.55 Housekeeping
COPG1 0.55 47.31 Housekeeping
NRBP1 0.50 47.18 Housekeeping
CCT5 0.57 47.17 Housekeeping
SEC62 0.57 47.01 Housekeeping
ECHS1 0.80 46.98 Housekeeping
SARS 0.64 46.97 Housekeeping
ENSA 0.50 46.83 Housekeeping
TRA2B 0.34 46.70 Housekeeping
RAP1A 0.57 46.66 Housekeeping
NDUFS2 0.65 45.75 Housekeeping
MCFD2 0.70 45.60 Housekeeping
SPCS2 0.56 45.43 Not Housekeeping
CCT4 0.48 44.41 Housekeeping
RNF11 0.64 44.33 Housekeeping
SBDS 0.52 44.17 Housekeeping
PSMD13 0.37 43.52 Housekeeping
RAD23B 0.47 43.44 Housekeeping
ILF2 0.52 43.27 Housekeeping
GLRX3 0.66 42.71 Housekeeping
CSNK1A1 0.47 42.56 Housekeeping
ADIPOR1 0.46 42.43 Housekeeping
ACTR2 0.61 42.43 Not Housekeeping
UBE2I 0.48 42.26 Housekeeping
NET1 0.54 41.98 Not Housekeeping
WSB1 0.66 41.85 Not Housekeeping
ACTR1A 0.58 41.67 Housekeeping
RALY 0.39 41.51 Housekeeping
HSD17B10 0.51 40.24 Housekeeping
SLC44A2 0.69 39.61 Not Housekeeping
TIMM8B 0.44 39.01 Housekeeping
GOT2 0.75 38.71 Not Housekeeping
GORASP2 0.49 38.56 Housekeeping
GNS 0.64 38.50 Housekeeping
TMCO1 0.47 38.47 Housekeeping
TXNL1 0.84 38.39 Housekeeping
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Table S54: Tissue specificity index [15] (calculated based on the Human Protein Atlas version 16.1
RNA-seq data [13]) of Placenta Core Genes ordered by median expression with housekeeping sta-
tus [6] indicated.

Gene name Tissue Specificity Index Median FPKM Gene Type
RAB10 0.69 38.38 Housekeeping
IMPDH2 0.76 38.24 Not Housekeeping
SUPT4H1 0.37 37.99 Housekeeping
PACSIN2 0.58 37.51 Housekeeping
FUCA1 0.66 36.08 Not Housekeeping
MRPL14 0.66 35.86 Housekeeping
MRPS24 0.62 35.83 Housekeeping
RALB 0.93 35.47 Not Housekeeping
CHTOP 0.34 35.34 Housekeeping
NFE2L2 0.61 35.27 Housekeeping
SNX5 0.69 35.13 Housekeeping
GRB2 0.55 35.00 Not Housekeeping
TMED4 0.68 34.87 Housekeeping
EIF4A3 0.56 34.75 Housekeeping
RAB14 0.42 34.72 Housekeeping
MAT2A 0.73 34.68 Not Housekeeping
PAFAH1B1 0.73 34.46 Housekeeping
CLPTM1 0.62 33.79 Housekeeping
SRI 0.80 33.29 Not Housekeeping
DNAJB11 0.58 33.15 Housekeeping
MRPL52 0.41 32.86 Housekeeping
BHLHE40 0.73 32.74 Not Housekeeping
TMEM109 0.49 32.05 Not Housekeeping
EIF4EBP2 0.50 31.79 Not Housekeeping
PDCD6IP 0.44 31.39 Housekeeping
WLS 0.64 31.34 Not Housekeeping
DNAJA2 0.46 30.91 Housekeeping
ZMAT2 0.51 30.75 Housekeeping
ADI1 0.78 30.65 Housekeeping
RNPS1 0.52 30.17 Not Housekeeping
RAB8A 0.55 29.86 Not Housekeeping
COPA 0.47 29.63 Housekeeping
EMC3 0.55 29.59 Housekeeping
PXDC1 0.70 29.34 Not Housekeeping
TMX2 0.56 29.27 Housekeeping
WSB2 0.81 27.88 Housekeeping
SNX1 0.64 27.75 Not Housekeeping
CKAP4 0.54 27.64 Housekeeping
ETF1 0.48 27.63 Housekeeping
PPT1 0.67 27.51 Not Housekeeping
EIF2B2 0.75 27.26 Housekeeping
DERL1 0.40 26.69 Housekeeping
VPS35 0.56 26.47 Not Housekeeping
BZW2 0.78 26.14 Not Housekeeping
CAB39 0.37 25.73 Housekeeping
PPM1G 0.87 25.50 Not Housekeeping
ALG5 0.64 24.94 Housekeeping
ZFAND6 0.71 24.93 Housekeeping
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Table S54: Tissue specificity index [15] (calculated based on the Human Protein Atlas version 16.1
RNA-seq data [13]) of Placenta Core Genes ordered by median expression with housekeeping sta-
tus [6] indicated.

Gene name Tissue Specificity Index Median FPKM Gene Type
NCKAP1 0.59 24.65 Not Housekeeping
UBQLN1 0.55 24.44 Housekeeping
MRPS34 0.55 23.81 Housekeeping
NARS 0.52 23.72 Housekeeping
ADAM9 0.61 23.39 Not Housekeeping
TES 0.82 22.26 Not Housekeeping
ATG3 0.74 22.02 Housekeeping
HSPA4 0.65 21.61 Housekeeping
P4HA1 0.70 20.61 Not Housekeeping
HSPH1 0.73 19.91 Not Housekeeping
GTF2B 0.36 18.99 Housekeeping
ITGB1BP1 0.77 18.13 Housekeeping
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Figure S9: Distribution shape of housekeeping genes in placentas out of 3613 Homo sapiens house-
keeping genes which are expressed in any placenta. The vertical axis shows the number of 1:1 orthol-
ogous Homo sapiens housekeeping genes expressed in placenta transcriptomes if All 13 Eutherians
(or 14 of 14 Species, etc.) have a minimum expression in FPKM equal to the horizontal axis. For
example, if the cutoff is set to 10 (vertical black line), 162 genes would be included if the expres-
sion of a set of 1:1 orthologs of all 14 species must be at least 10 FPKM, 465 1:1 orthologs would
be included if 13 of 14 species have an expression of at least 10 FPKM, and 1370 genes would be
included if 10 of 14 species must have an expression of at least 10 FPKM.
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Table S55: GO terms most significantly enriched (20 MF, 20 BP) in the core placenta transcriptome
(FPKM > 10 in 14 of 14 species) as compared to all genes with 1:1 human orthologs in all species.
“Ont.” is the GO Ontology, where MF is molecular function and BP is biological process; “Core”
is the number of genes in the core transcriptome for each GO term; “Exp.” is the number of genes
expected in the core transcriptome for each term; “FDR” is the false discovery rate as estimated by
the Benjamini and Hochberg procedure [3] based on p values calculated by the Fisher Exact Test;
“Permissive FDR” is the FDR resulting from the equivalent GO analysis using the permissive core
placenta transcriptome (1:1 orthologs with expression of at least 10 FPKM at least 10 of 14 species)
showing that the enriched GO terms are relatively insensitive to the precise set of species included.

Ont. GO ID GO Term Core Exp. FDR Permissive FDR
BP GO:0006810 transport 69 29.80 9.09× 10−11 5.05× 10−16

BP GO:0051234 establishment of localization 69 30.62 1.99× 10−10 1.20× 10−15

BP GO:0051179 localization 77 38.39 4.12× 10−10 5.47× 10−22

BP GO:1902578 single-organism localization 51 19.98 3.91× 10−8 1.12× 10−14

BP GO:0007155 cell adhesion 39 12.36 5.21× 10−8 1.44× 10−5

BP GO:0022610 biological adhesion 39 12.41 5.21× 10−8 1.69× 10−5

BP GO:0044765 single-organism transport 48 18.52 7.71× 10−8 6.31× 10−14

BP GO:0009057 macromolecule catabolic process 26 6.01 2.66× 10−7 5.30× 10−17

BP GO:0008104 protein localization 40 14.28 5.40× 10−7 2.50× 10−22

BP GO:0030029 actin filament-based process 23 4.86 5.40× 10−7 5.33× 10−11

BP GO:0016192 vesicle-mediated transport 31 9.06 8.01× 10−7 6.74× 10−14

BP GO:0033036 macromolecule localization 43 16.64 9.47× 10−7 1.83× 10−21

BP GO:0016043 cellular component organization 68 36.91 1.42× 10−6 1.46× 10−27

BP GO:0098609 cell-cell adhesion 29 8.25 1.42× 10−6 1.00× 100

BP GO:0071840 cellular component organization or bioge... 68 37.43 2.56× 10−6 1.46× 10−27

BP GO:0006915 apoptotic process 34 11.68 4.53× 10−6 2.98× 10−22

BP GO:0012501 programmed cell death 34 11.81 5.60× 10−6 3.08× 10−22

BP GO:0034613 cellular protein localization 29 8.89 6.16× 10−6 8.45× 10−26

BP GO:0006897 endocytosis 20 4.31 6.43× 10−6 1.08× 10−9

BP GO:0070727 cellular macromolecule localization 29 8.95 6.46× 10−6 1.14× 10−25

MF GO:0050839 cell adhesion molecule binding 23 2.89 3.10× 10−11 2.47× 10−7

MF GO:0005515 protein binding 97 58.91 5.95× 10−11 1.25× 10−27

MF GO:0098641 cadherin binding involved in cell-cell a... 16 1.52 2.65× 10−9

MF GO:0098632 protein binding involved in cell-cell ad... 16 1.61 4.76× 10−9 3.33× 10−1

MF GO:0045296 cadherin binding 16 1.64 4.90× 10−9 4.70× 10−1

MF GO:0098631 protein binding involved in cell adhesio... 16 1.65 4.90× 10−9 5.70× 10−1

MF GO:0032403 protein complex binding 24 5.16 1.13× 10−7 4.23× 10−13

MF GO:0003723 RNA binding 24 6.89 2.87× 10−5 1.25× 10−27

MF GO:0044822 poly(A) RNA binding 19 4.40 2.87× 10−5 1.25× 10−27

MF GO:0019899 enzyme binding 31 11.11 3.22× 10−5 9.02× 10−19

MF GO:0005518 collagen binding 7 0.54 3.97× 10−4 7.03× 10−2

MF GO:0044877 macromolecular complex binding 24 8.28 5.62× 10−4 1.01× 10−9

MF GO:0005178 integrin binding 8 0.86 7.02× 10−4 1.71× 10−5

MF GO:0051015 actin filament binding 8 0.93 1.16× 10−3 6.16× 10−5

MF GO:0044325 ion channel binding 7 0.81 4.23× 10−3 3.43× 10−1

MF GO:0005198 structural molecule activity 16 4.98 8.44× 10−3 2.25× 10−18

MF GO:0061134 peptidase regulator activity 9 1.64 9.11× 10−3 7.08× 10−2

MF GO:0002020 protease binding 6 0.75 2.21× 10−2 2.44× 10−3

MF GO:0004857 enzyme inhibitor activity 11 2.83 2.51× 10−2 2.19× 10−3

MF GO:0004859 phospholipase inhibitor activity 3 0.11 2.78× 10−2 1.82× 10−2
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Table S56: Pathways with significant and suggestive enrichment (FDR ≤ 0.1) in the core placenta
transcriptome using the biocarta, netpath, and kegg pathway databases

Pathway p fdr Database
FOCAL ADHESION 2.1× 10−5 0.004 Kegg
EGFR1 2.6× 10−5 0.00065 Netpath
ACTINY PATHWAY 4.2× 10−5 0.0092 Biocarta
SALMONELLA PATHWAY 0.00013 0.013 Biocarta
CDC42RAC PATHWAY 0.00018 0.013 Biocarta
RHO PATHWAY 0.00026 0.014 Biocarta
MPR PATHWAY 0.00042 0.018 Biocarta
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Figure S10: Tree-based Core Placenta Transcriptome. 71 gene trees with mean expression
(FPKM ≥ 10) in the placenta of all 14 species studied which are not housekeeping [6] ordered
(from top to bottom) by median expression.
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Figure S11: Tree-based Core Placenta Transcriptome: Housekeeping Genes. 253 gene trees with
mean expression (FPKM ≥ 10) in the placenta of all 14 species studied which are housekeeping [6]
ordered (from top to bottom) by median expression.

369



8 PLACENTA CLASSIFICATION ANALYSES

GRB2

ELK1

ERBB3

STAT5A

STAT5B

ERBB2

EGFR

GSK3B

EIF4EBP1

RPS6KB1

RPS6KB2

CDKN1A

CDKN1B

MTOR

PAK4

PAK1

PAK2

PAK6

NCK1

NCK2

BAD

GAB1

MAP2K7

MAP2K4
CBL

CBLB

MAPK8

MAPK9

CRK

CRKL

PTK2

SOS1

SOS2

SHC1

PRKCA

CAMK2D

CAMK2GPLCG1

PLCG2

HBEGF

JUN

ABL1

ABL2

PIK3CA

PIK3CB

PIK3CD

PIK3R1

PIK3R2

PIK3R3

AKT3

AKT1

AKT2

SRC

MYC
MAPK1

MAPK3
MAP2K1

MAP2K2ARAF

RAF1

BRAFHRAS

KRAS

NRAS

0 60

Figure S12: EGF KEGG pathway.

8 Placenta Classification Analyses

370



8 PLACENTA CLASSIFICATION ANALYSES

F2

TMSB4Y

ARPC5

ARPC4

ARPC3

ARPC1B

ARPC2

ARPC1A

ARPC5L

PFN1

PFN2

WASF2

WASF1

BRK1

APC

WASL

SPATA13

ARHGEF4

ABI2

NCKAP1

NCKAP1L

CYFIP1

CYFIP2

BAIAP2

SSH1

SSH3

SSH2
CFL1

CFL2

LIMK1

LIMK2

GSN

SCINVCL
PIKFYVE

PIP5K1C

PIP4K2A

PIP4K2C

PIP5K1A

PIP5K1B

PIP4K2B

DIAPH1

DIAPH2

ACTN4

ACTN1

MSN

RDX

EZR

PXN

SLC9A1

PPP1R12A

PPP1R12B

PPP1R12C

PPP1CA

PPP1CB

PPP1CC

MYL12B

MYL9

MYL12A

MYLPF

MYLK

MYLK3

GIT1

ENAH

DIAPH3

ROCK1

ROCK2

PAK4

PAK1

PAK2

PAK6

ARHGEF7

ARHGEF6

CDC42

RAC1

RAC2

RHOA

ARHGEF12

ARHGEF1

IQGAP2

IQGAP3

IQGAP1

ARHGAP35

VAV3

TIAM1

VAV1

VAV2

MAPK1

MAPK3

MAP2K1

MAP2K2

ARAF

RAF1

BRAF

PIK3CA

PIK3CB

PIK3CD

PIK3R1

PIK3R2

PIK3R3

DOCK1

FGD1

FGD3

GNG12

CRK

CRKL

BCAR1

PTK2

BDKRB1

BDKRB2

SRC

ITGA11

ITGA6

ITGA1

ITGA2

ITGA2B

ITGA3

ITGA4

ITGA5

ITGA7

ITGA9

ITGAE

ITGAL

ITGAM

ITGAV

ITGB1

ITGB2

ITGB3

ITGB4

ITGB5

ITGB6

ITGB7

ITGB8

ITGA10

ITGA8

FN1

RRAS2

MRAS

HRAS

KRAS

NRAS

RRAS

GNA13

GNA12

SOS1

SOS2
EGFR

FGFR1

FGFR3

FGFR2

FGFR4

PDGFRA

PDGFRB

FGF1

FGF2

FGF9

FGF11

FGF13

PDGFA

PDGFB

PDGFC

PDGFD

F2R

CD14

ACTB

MYH9

MYH10

MYH14

03.5

Figure S13: KEGG Actin Cytoskeleton Pathway. Expression in log10 FPKM.
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8.1 Attachment Shape

Table S57: Top 50 genes which are associated with the shape of placenta attachment

Gene p FDR Most Significant Shape

EREG 1.2× 10−18 1× 10−14 diffuse
UNC93A 1.5× 10−11 6× 10−8 diffuse
AGPAT2 4.7× 10−10 1.3× 10−6 diffuse
BNIPL 7.9× 10−9 1.6× 10−5 diffuse
UBXN11 2.9× 10−8 4.7× 10−5 zonary
ELOVL4 1.1× 10−7 0.00014 zonary
GCA 1.2× 10−7 0.00014 cotyledonary

MXRA5 1.3× 10−7 0.00014 diffuse
WNT5A 2.1× 10−7 0.00019 zonary
OSBPL5 6.1× 10−7 0.00049 diffuse
DUOXA1 6.7× 10−7 0.00049 diffuse
TMSB10 8.6× 10−7 0.00059 zonary
GALM 1.1× 10−6 0.00066 cotyledonary
MEX3C 1.2× 10−6 0.00066 diffuse
PHYHIP 1.3× 10−6 0.00066 zonary
PAQR8 1.3× 10−6 0.00066 cotyledonary
NCCRP1 1.7× 10−6 0.00077 diffuse
PAPLN 1.7× 10−6 0.00077 diffuse
DPPA5 2.1× 10−6 0.00088 zonary
ADPGK 2.5× 10−6 0.001 diffuse

SNORD118 3.4× 10−6 0.0013 cotyledonary
MSRB1 4.2× 10−6 0.0016 diffuse
CCNO 4.4× 10−6 0.0016 cotyledonary

HIST1H2BN 6.9× 10−6 0.0023 cotyledonary
LDOC1L 7.4× 10−6 0.0024 diffuse
COQ10A 8.5× 10−6 0.0027 zonary
MMP23B 9× 10−6 0.0027 diffuse
CFAP20 9.5× 10−6 0.0027 discoidal
CPA4 9.7× 10−6 0.0027 cotyledonary
GDPD2 1× 10−5 0.0028 diffuse
RPL22 1.4× 10−5 0.0037 zonary
TNIK 1.5× 10−5 0.0037 cotyledonary
PRRX2 1.5× 10−5 0.0037 diffuse
P4HA3 1.7× 10−5 0.004 diffuse
VDAC2 1.7× 10−5 0.004 diffuse
C19orf52 1.8× 10−5 0.004 zonary
LARS 1.9× 10−5 0.0041 discoidal
VPS35 1.9× 10−5 0.0041 discoidal
PDIA3 2.2× 10−5 0.0046 zonary
APPBP2 2.7× 10−5 0.0055 cotyledonary
ZYG11B 2.8× 10−5 0.0055 cotyledonary
GNB2L1 2.8× 10−5 0.0055 diffuse
WDR86 3× 10−5 0.0056 zonary
PRCP 3× 10−5 0.0056 zonary
LOXL4 3.5× 10−5 0.0064 diffuse
EFNA5 3.6× 10−5 0.0064 diffuse
PTTG1IP 3.7× 10−5 0.0065 diffuse
PQLC3 3.9× 10−5 0.0065 diffuse
ECM1 3.9× 10−5 0.0065 diffuse
KLHL2 4× 10−5 0.0065 diffuse
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8.2 Maternal-Fetal Intimacy

Table S58: Top 50 genes which are associated with the degree of placenta intimacy

Gene p FDR Most Significant Intimacy

UBXN11 1.2× 10−9 9.7× 10−6 endotheliochorial
ELOVL4 1× 10−8 4.1× 10−5 endotheliochorial
WNT5A 1.5× 10−8 4.1× 10−5 endotheliochorial
PHYHIP 1.3× 10−7 0.00026 endotheliochorial
LARS 1.9× 10−7 0.00027 hemochorial
DPPA5 2.2× 10−7 0.00027 endotheliochorial
MEX3C 2.3× 10−7 0.00027 hemochorial
PDIA3 3.2× 10−7 0.00032 hemochorial
TMSB10 4.6× 10−7 0.00041 endotheliochorial
ADPGK 6.6× 10−7 0.00054 epitheliochorial
COQ10A 1.1× 10−6 0.00083 endotheliochorial
WDR86 2.2× 10−6 0.0014 endotheliochorial
CLK2 2.2× 10−6 0.0014 hemochorial
CFAP20 2.7× 10−6 0.0015 hemochorial
P2RX4 3.3× 10−6 0.0018 hemochorial
WDSUB1 4× 10−6 0.002 hemochorial
CDK5RAP3 4.2× 10−6 0.002 hemochorial

MBIP 5.2× 10−6 0.0023 hemochorial
CAP1 5.3× 10−6 0.0023 hemochorial

CACYBP 6.3× 10−6 0.0026 hemochorial
VDAC2 8.2× 10−6 0.0031 endotheliochorial
SSX2IP 9× 10−6 0.0031 endotheliochorial
ATP2A2 9.1× 10−6 0.0031 hemochorial

FAM114A1 9.2× 10−6 0.0031 hemochorial
SNORD27 9.5× 10−6 0.0031 endotheliochorial
PPM1G 1× 10−5 0.0031 hemochorial
ID3 1× 10−5 0.0031 endotheliochorial

RPL22 1.2× 10−5 0.0035 endotheliochorial
KHK 1.2× 10−5 0.0035 endotheliochorial

PPP3CB 1.3× 10−5 0.0036 hemochorial
VPS35 1.4× 10−5 0.0036 hemochorial
PRCP 1.5× 10−5 0.0036 endotheliochorial

CTDNEP1 1.5× 10−5 0.0036 hemochorial
C19orf52 1.5× 10−5 0.0036 endotheliochorial
KIAA0020 1.6× 10−5 0.0036 hemochorial
CWC27 1.6× 10−5 0.0036 hemochorial
GTF2E2 1.7× 10−5 0.0038 endotheliochorial
PPTC7 1.8× 10−5 0.0038 hemochorial
CCT2 1.8× 10−5 0.0038 hemochorial
RCL1 1.9× 10−5 0.0039 endotheliochorial
FBXO8 2.3× 10−5 0.0044 hemochorial
CEPT1 2.3× 10−5 0.0044 hemochorial
MFN2 2.4× 10−5 0.0045 hemochorial
RYK 2.5× 10−5 0.0046 hemochorial
ARF4 2.6× 10−5 0.0047 hemochorial

TMEM218 2.7× 10−5 0.0047 hemochorial
NKIRAS1 2.7× 10−5 0.0047 endotheliochorial
FN3KRP 2.9× 10−5 0.005 endotheliochorial
GNG11 3.2× 10−5 0.0053 endotheliochorial
ATG4A 3.3× 10−5 0.0053 epitheliochorial
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Table S59: Top 50 genes which are associated with the degree of placenta intimacy; ordered analysis

Gene p FDR Most Significant Intimacy

ACAT2 0.014 0.75 epitheliochorial
DUS1L 0.015 0.75 epitheliochorial
DNAJA1 0.016 0.75 hemochorial
SLU7 0.017 0.75 hemochorial

SNORD15B 0.018 0.75 epitheliochorial
SLC12A8 0.018 0.75 hemochorial
CEP162 0.019 0.75 hemochorial
WISP1 0.019 0.75 epitheliochorial
HSP90B1 0.019 0.75 hemochorial
EFCAB2 0.02 0.75 hemochorial
PTGR1 0.021 0.75 epitheliochorial
KBTBD6 0.021 0.75 epitheliochorial
MLH3 0.021 0.75 hemochorial
DPM2 0.021 0.75 epitheliochorial
PRPF39 0.021 0.75 hemochorial
UPF3A 0.022 0.75 hemochorial

TMEM218 0.022 0.75 hemochorial
IFT74 0.022 0.75 hemochorial

KIAA0020 0.022 0.75 hemochorial
OSCP1 0.022 0.75 hemochorial
S100A14 0.023 0.75 epitheliochorial
RPS27 0.023 0.75 epitheliochorial

WDSUB1 0.024 0.75 hemochorial
PHF20 0.025 0.75 hemochorial
MTIF2 0.026 0.75 hemochorial
GREM2 0.026 0.75 hemochorial
PRPS2 0.026 0.75 epitheliochorial

FAM174B 0.026 0.75 hemochorial
KCTD2 0.026 0.75 epitheliochorial
CMSS1 0.027 0.75 hemochorial
TWF1 0.027 0.75 hemochorial

GPATCH8 0.028 0.75 hemochorial
CXADR 0.029 0.75 epitheliochorial
TUBA1A 0.029 0.75 endotheliochorial
FAM114A1 0.029 0.75 hemochorial
HTATSF1 0.029 0.75 hemochorial
NIN 0.029 0.75 hemochorial

DCAF15 0.029 0.75 epitheliochorial
DLX6 0.029 0.75 hemochorial
CEP152 0.029 0.75 hemochorial
ZNF182 0.029 0.75 hemochorial
ABHD14B 0.03 0.75 epitheliochorial
PIBF1 0.031 0.75 hemochorial
WNT2 0.031 0.75 hemochorial
MED12L 0.031 0.75 hemochorial
CTDNEP1 0.032 0.75 hemochorial
FAM220A 0.032 0.75 hemochorial
HERC2 0.032 0.75 hemochorial
SETX 0.032 0.75 hemochorial
LAMA3 0.032 0.75 hemochorial
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8.3 Maternal-Fetal Interdigitation

Table S60: Top 50 genes which are associated with the degree of maternal-fetal interdigitation

Gene p FDR Most Significant Interdigitation

DNAH2 1.1× 10−24 8.6× 10−21 trabecular
EFCAB12 5.8× 10−24 2.4× 10−20 lamellar
SFRP2 3.5× 10−23 9.6× 10−20 lamellar
HBZ 9.1× 10−22 1.9× 10−18 folded
REV3L 2.6× 10−21 4.3× 10−18 trabecular
MOGAT3 7× 10−21 9.5× 10−18 folded
LIPC 1.8× 10−20 2.1× 10−17 folded
MYL7 2.8× 10−20 2.6× 10−17 lamellar
MYB 2.9× 10−20 2.6× 10−17 trabecular
TIGD1 4.2× 10−20 3.4× 10−17 trabecular
HLA-F 1.9× 10−19 1.4× 10−16 trabecular
BPIFB1 2× 10−19 1.4× 10−16 lamellar
ZNF714 2.4× 10−19 1.5× 10−16 trabecular
UGT1A6 4.8× 10−19 2.8× 10−16 lamellar
ZNF273 5.6× 10−19 2.9× 10−16 trabecular
HMGA2 5.6× 10−19 2.9× 10−16 trabecular
LCN2 2.3× 10−18 1.1× 10−15 lamellar
HBE1 4.9× 10−18 2.2× 10−15 folded
SOD3 5.4× 10−18 2.2× 10−15 folded
TAC3 5.4× 10−18 2.2× 10−15 trabecular

L3MBTL4 7.1× 10−18 2.7× 10−15 trabecular
CASR 7.2× 10−18 2.7× 10−15 lamellar
EPO 1.1× 10−17 3.8× 10−15 trabecular
PAGE3 1.4× 10−17 4.7× 10−15 lamellar
UTY 1.4× 10−17 4.7× 10−15 trabecular
HPSE 1.8× 10−17 5.5× 10−15 lamellar
HKR1 2.1× 10−17 6.3× 10−15 trabecular

CALML3 3.1× 10−17 9× 10−15 folded
ZRSR2 5.7× 10−17 1.6× 10−14 trabecular
RBBP9 6.3× 10−17 1.7× 10−14 folded
SLC30A6 1.1× 10−16 2.9× 10−14 trabecular
TXNDC8 1.4× 10−16 3.4× 10−14 folded
BHMT 1.4× 10−16 3.4× 10−14 folded
ASB9 1.8× 10−16 4.2× 10−14 trabecular

SEPSECS 2.7× 10−16 6.3× 10−14 trabecular
ZNF225 3× 10−16 6.8× 10−14 trabecular
TCAF2 3.5× 10−16 7.7× 10−14 trabecular
DISC1 3.6× 10−16 7.7× 10−14 trabecular
PRSS36 6.7× 10−16 1.4× 10−13 folded
GRIK2 1× 10−15 2.1× 10−13 trabecular
COL4A3 1.3× 10−15 2.6× 10−13 trabecular
DOCK4 3.7× 10−15 7.1× 10−13 trabecular
NAP1L5 3.7× 10−15 7.1× 10−13 trabecular
ZNF66 5.5× 10−15 1× 10−12 trabecular

NCR3LG1 7.5× 10−15 1.4× 10−12 trabecular
C8orf44 1× 10−14 1.8× 10−12 trabecular
CP 1.5× 10−14 2.6× 10−12 lamellar
SCD 1.8× 10−14 3× 10−12 lamellar

ADRA2C 1.8× 10−14 3× 10−12 folded
STMN3 1.8× 10−14 3× 10−12 folded
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Table S61: Top 50 genes which are associated with the degree of maternal-fetal interdigitation;
ordered analysis

Gene p FDR Most Significant Interdigitation

SALL1 0.0083 0.84 labyrinthine
SLC6A13 0.0083 0.84 labyrinthine
FAM76A 0.0085 0.84 labyrinthine
HSD11B1 0.0092 0.84 lamellar
KAT6B 0.01 0.84 labyrinthine

ERVFRD-1 0.01 0.84 labyrinthine
KCTD15 0.011 0.84 labyrinthine
PYGM 0.011 0.84 labyrinthine

ZKSCAN3 0.012 0.84 trabecular
HMGCS2 0.012 0.84 labyrinthine
CFAP43 0.012 0.84 trabecular
KIAA1109 0.013 0.84 labyrinthine
ITPKA 0.013 0.84 labyrinthine
SLC47A1 0.013 0.84 lamellar
ENOSF1 0.013 0.84 villous
NDUFAF6 0.013 0.84 labyrinthine
PRR12 0.013 0.84 labyrinthine
TSC22D4 0.013 0.84 labyrinthine
ATXN7L1 0.014 0.84 labyrinthine
NUS1 0.016 0.84 labyrinthine
STX12 0.016 0.84 labyrinthine

SERPINB1 0.017 0.84 folded
ZNF445 0.017 0.84 labyrinthine
TTC30B 0.017 0.84 labyrinthine
FAM133B 0.017 0.84 labyrinthine
SOX12 0.017 0.84 labyrinthine
PXYLP1 0.017 0.84 villous
PHF2 0.017 0.84 labyrinthine

SLC30A4 0.018 0.84 labyrinthine
DOPEY1 0.019 0.84 trabecular
C7orf57 0.019 0.84 labyrinthine
AGPAT4 0.019 0.84 trabecular
SEPP1 0.019 0.84 labyrinthine
SATB1 0.019 0.84 labyrinthine

ERCC6L2 0.019 0.84 labyrinthine
GTF2E2 0.02 0.84 lamellar
RHNO1 0.02 0.84 trabecular

HIST1H3D 0.02 0.84 villous
PLG 0.02 0.84 labyrinthine
FGD1 0.02 0.84 labyrinthine
CLN5 0.021 0.84 labyrinthine
STK39 0.021 0.84 labyrinthine
GINS4 0.021 0.84 labyrinthine

SLC25A4 0.021 0.84 labyrinthine
ZFP14 0.021 0.84 trabecular
ZFP37 0.021 0.84 labyrinthine
SLC1A1 0.021 0.84 labyrinthine
OSBPL11 0.021 0.84 trabecular
DRC1 0.021 0.84 labyrinthine
AKR1E2 0.021 0.84 labyrinthine
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Table S62: Pathways with significant and suggestive enrichment (FDR ≤ 0.2) in genes associated
with placenta morphology using the biocarta, reactome, and kegg pathway databases.

Pathway p fdr Database Class
CLASS A1 RHODOPSIN LIKE RECEPTORS 2.5× 10−8 1.7× 10−5 Reactome Intimacy
GPCR LIGAND BINDING 7.2× 10−7 0.00024 Reactome Intimacy
PEPTIDE LIGAND BINDING RECEPTORS 3× 10−6 0.00067 Reactome Intimacy
METABOLISM OF PROTEINS 0.0001 0.069 Reactome Shape
NEUROACTIVELIGANDRECEPTOR INTER-
ACTION

0.00011 0.021 Kegg Intimacy

MRNA PROCESSING 0.00024 0.037 Reactome Intimacy
PROCESSING OF CAPPED INTRON CON-
TAINING PRE MRNA

0.00028 0.037 Reactome Intimacy

METABOLISM OF RNA 0.00033 0.037 Reactome Intimacy
HIV INFECTION 0.00035 0.08 Reactome Shape
LATE PHASE OF HIV LIFE CYCLE 0.00036 0.08 Reactome Shape
CYTOKINE CYTOKINE RECEPTOR INTER-
ACTION

0.00036 0.031 Kegg Intimacy

METABOLISM OF PROTEINS 0.00038 0.037 Reactome Intimacy
COMPLEMENT AND COAGULATION CAS-
CADES

0.00049 0.031 Kegg Intimacy

METABOLISM OF RNA 0.00053 0.08 Reactome Shape
TRANSPORT OF MATURE TRANSCRIPT TO
CYTOPLASM

0.00059 0.08 Reactome Shape

PROCESSING OF CAPPED INTRON CON-
TAINING PRE MRNA

0.00093 0.1 Reactome Shape

SYSTEMIC LUPUS ERYTHEMATOSUS 0.0011 0.05 Kegg Intimacy
CHEMOKINE RECEPTORS BIND
CHEMOKINES

0.0011 0.094 Reactome Intimacy

HIV LIFE CYCLE 0.0014 0.12 Reactome Shape
GENERIC TRANSCRIPTION PATHWAY 0.0015 0.12 Reactome Shape
GPCR LIGAND BINDING 0.0017 0.12 Reactome Shape
HIV INFECTION 0.0018 0.14 Reactome Intimacy
MRNA PROCESSING 0.0019 0.13 Reactome Shape
LATE PHASE OF HIV LIFE CYCLE 0.0025 0.15 Reactome Intimacy
RNA POL II TRANSCRIPTION 0.0025 0.15 Reactome Intimacy
SIGNALING BY THE B CELL RECEPTOR
BCR

0.0029 0.16 Reactome Intimacy

HOST INTERACTIONS OF HIV FACTORS 0.0029 0.16 Reactome Shape
TRANSPORT OF MATURE MRNA DERIVED
FROM AN INTRONLESS TRANSCRIPT

0.0029 0.16 Reactome Shape

TRANSPORT OF MATURE TRANSCRIPT TO
CYTOPLASM

0.0037 0.17 Reactome Intimacy

METABOLISM OF MRNA 0.0038 0.17 Reactome Intimacy
HIV LIFE CYCLE 0.0039 0.17 Reactome Intimacy
DRUG METABOLISM CYTOCHROME P450 0.0045 0.17 Kegg Intimacy
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